Table 1. The sequence of the primers and PCR–RFLP products characteristics.
	


	
Primer name              Sequence                                                    PCR product          Digested length
                                                                                                         (bp)                         (bp)


	ApaI-F             AGAGCATGGACAGGGAGC                             744                    420,280,180
ApaI-R                GCAACTCCTCATGGCTGAGGTC      

	

	FokI-F          TCCCTGGCACTGACTCTGGCTTT                   259                       194,65
FokI-R         ATGGAAACACCTTGCTTCTTCT                         

	TaqI-F             AGAGCATGGACAGGGAGC                             744                    514,237,169
TaqI-R           GCAACTCCTCATGGCTGAGGTC      
	














Table 2. Clinical and Biochemical Characteristics of the Study Groups
	
Parameter                                Healthy control                Diabetic                                    p-value
                                                      (n=98)                          (n=99)



Age (years)                                58.0 [50.0–64.0]           61.0 [54.0–69.0]                        0.054

	
FBS (mg/dL)                            88.0 [82.0–94.0]           158.0 [132.0–194.0]                  < 0.001***



	HbA1c (%)                             5.50 [5.20–5.80]             8.60 [7.40–9.80]                       < 0.001***



25(OH)D (ng/mL)                  33.00 [28.5–38.2]          24.80 [19.4–29.6]                      < 0.001***
	
Calcium (mg/dL)                  8.90 [8.50–9.30]             8.20 [7.80–8.60]                        < 0.001***

	

	Phosphorus (mg/dL)              3.50 [3.10–3.90]            2.90 [2.40–3.30]                        < 0.001***

	
BMI ( kg/m²)                          23.84± 1.84                 25.73± 2.09                                 < 0.001***          
mean(SD)

	
*Footnote: Data are Median [Interquartile Range]. P-values calculated by Mann-Whitney U test. **P < 0.001.




	




Table3. Associations between VDR polymorphisms and type 2 diabetes mellitus in postmenopausal women.
	


Polymorphism     Genotype    Healthy    Diabetic   P value    Allele   Healthy    Diabetic   P value       Crude OR          p value             HWE 
                                                (n=98)       (n=99)                                                                                      (95% CI)         recessive            p     
	


    ApaI                  AA              34          38          0.732         A         109            112         0.929           0.91               0.868                  0.16
 (rs79785232)
	                  

		   Aa             41          36                                a         87              86

	

	


	aa               23         25
	


FokI                       FF               53         33           0.0095          F        140           111          0.0022             2.45*               0.081              0.13                  
(rs2228570)
	


                                Ff              34         45                                     f         56           87
	


                                  ff           11          21    
	


TaqI                        TT          45          29              0.0145            T           130          101       0.0028           3.22*               0.0206           0.39
 (rs731236)
	


                                 Tt        40        43                                          t             66             97
	


	


                                 tt       13           27

Note: Genotypes are reported using restriction-site notation (ApaI: A/a, FokI: F/f, TaqI: T/t). Uppercase letters indicate the reference allele. The Recessive model compares the homozygous variant genotype (aa/ff/tt) versus the combined reference group (AA+Aa / FF+Ff / TT+Tt). ORs were estimated using crude logistic regression.

