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A. Supplementary tables
Table S1. Down-regulation of protein expression of differential proteins 
	Number
	Down-regulated protein
	Description
	P-value
	FC

	1
	Slc25a5
	ADP/ATP translocase 2
	0.0269
	0.746

	2
	Cnga1
	cGMP-gated cation channel alpha-1
	0.0396
	0.807

	3
	Col1a2
	Collagen alpha-2(I) chain
	0.0100
	0.804

	4
	Cpeb4
	Cytoplasmic polyadenylation element-binding protein 4
	0.0319
	0.680

	5
	Zfp2
	Zinc finger protein ZFP2 OS=Mus musculus
	0.0074
	0.779

	6
	Mboat7
	Lysophospholipid acyltransferase 7
	0.0203
	0.822

	7
	Fam204a
	Protein FAM204A OS=Mus musculus
	0.0031
	0.679

	8
	Arxes2
	Adipocyte-related X-chromosome expressed sequence 2
	0.0142
	0.814

	9
	Bpgm
	Bisphosphoglycerate mutase
	0.0210
	0.724

	10
	Map6d1
	MAP6 domain-containing protein 1
	0.0129
	0.825

	11
	Slc8a2
	Sodium/calcium exchanger 2
	0.0043
	0.617

	12
	Mt2
	Metallothionein-2
	0.0101
	0.705

	13
	Pcare
	Photoreceptor cilium actin regulator
	0.0496
	0.723

	14
	Pwp1
	Periodic tryptophan protein 1
	0.0176
	0.820

	15
	Znf8
	Zinc finger protein 8
	0.0348
	0.662

	16
	Thnsl2
	Threonine synthase-like 2
	0.0240
	0.542

	17
	Col9a1
	Collagen alpha-1(IX) chain
	0.0104
	0.697

	18
	Fam118a
	Protein FAM118A PE=1 SV=1
	0.0321
	0.768



Table S2. Up-regulation of protein expression of differential proteins 
	Number
	Up-regulated protein
	Description
	P-value
	FC

	1
	Oat
	Ornithine aminotransferase, mitochondrial
	0.0214
	1.295

	2
	Apip
	Methylthioribulose-1-phosphate dehydratase
	0.0105
	1.223

	3
	Rps6ka3
	Ribosomal protein S6 kinase alpha-3
	0.0221
	1.239

	4
	Rhob
	Rho-related GTP-binding protein RhoB
	0.0117
	1.404

	5
	Mydgf
	Myeloid-derived growth factor
	0.0323
	1.296

	6
	Ppif
	Peptidyl-prolyl cis-trans isomerase F, mitochondrial
	0.0044
	1.279

	7
	Ppil3
	Peptidyl-prolyl cis-trans isomerase-like 3
	0.0135
	1.251

	8
	Plcb3
	1-phosphatidylinositol 4,5-bisphosphate phosphodiesterase beta-3
	0.0423
	1.221

	9
	Dap3
	28S ribosomal protein S29, mitochondrial
	0.0305
	1.260

	10
	Snrpc
	U1 small nuclear ribonucleoprotein C
	0.0205
	1.208

	11
	Cdh13
	Cadherin-13
	0.0106
	1.472

	12
	P4ha1
	Prolyl 4-hydroxylase subunit alpha-1
	0.0363
	1.261

	13
	Pdpk1
	3-phosphoinositide-dependent protein kinase 1
	0.0271
	1.206

	14
	Mrps23
	28S ribosomal protein S23, mitochondrial
	0.0428
	1.223

	15
	Dagla
	Diacylglycerol lipase-alpha
	0.0425
	1.208

	16
	Smpd1
	Sphingomyelin phosphodiesterase
	0.0186
	1.353

	17
	Rabl2
	Rab-like protein 2A
	0.0032
	1.288

	18
	Diras1
	GTP-binding protein Di-Ras1
	0.0428
	1.207

	19
	Kcnc1
	Potassium voltage-gated channel subfamily C member 1
	0.0357
	1.225

	20
	Epb41l4a
	Band 4.1-like protein 4A
	0.0013
	1.250

	21
	Plbd2
	Putative phospholipase B-like 2
	0.0270
	1.208

	22
	Surf2
	Surfeit locus protein 2
	0.0468
	1.217

	23
	C8b
	Complement component C8 beta chain
	0.0217
	1.294

	24
	Sst
	Somatostatin
	0.0021
	1.319

	25
	Cc2d1b
	Coiled-coil and C2 domain-containing protein 1B
	0.0194
	1.403

	26
	Borcs8
	BLOC-1-related complex subunit 8
	0.0374
	1.287

	27
	Arhgap33
	Rho GTPase-activating protein 33 
	0.0153
	1.548

	28
	Acad10
	Acyl-CoA dehydrogenase family member 10
	0.0331
	1.277

	29
	Pard3b
	Partitioning defective 3 homolog B
	0.0239
	1.481

	30
	Asb13
	Ankyrin repeat and SOCS box protein 13
	0.0492
	1.764

	31
	Smad1
	Mothers against decapentaplegic homolog 1
	0.0014
	1.828

	32
	Loc100652743
	Ig kappa chain V-III region
	0.0383
	1.370



