Table.3 Regional differences in DNA methylations between case and control.
	gene
	n

(xinjiang/zhejiang)
	xinjiang

Median (IQR)
	zhejiang

Median (IQR)
	Z
	P 
	Pa
	ORa
(95%CI)

	AD
	
	
	
	
	
	
	

	A2M
	17/53
	0.0350(0.0176, 0.0897)
	0.0696(0.0171, 0.1330)
	-0.034
	0.973
	0.468
	0.108

(-0.187,0.403)

	APOE
	17/53
	1.3200(1.0995, 1.6160)
	1.1770(0.4994, 1.9980)
	-2.746
	0.006
	0.003
	0.761

(-0.958,2.480)

	BAX
	17/51
	0.0444(0.0212, 0.0618)
	0.4518(0.1194, 0.5893)
	-4.801
	1.578E-06
	0.015
	0.021

(-0.050,0.091)

	PLAU
	17/52
	0.0228(0.0144, 0.0315)
	0.0281(0.0093, 0.0579)
	-1.072
	0.284
	0.092
	3.377

(-13.583,20.337)

	OGG1
	17/52
	0.0117(0.0081, 0.0152)
	0.0058(0.0031, 0.0685)
	-4.014
	5.974E-05
	0.664
	0.394

(-0.591,1.380)

	control
	
	
	
	
	
	
	

	A2M
	34/54
	0.0575(0.0308, 0.1062)
	0.0731(0.0419, 0.1352)
	-0.726
	0.468
	0.737
	0.026

(-0.208,0.261)

	APOE
	34/54
	1.1905(0.9960, 1.5125)
	1.327(1.077, 1.719)
	-7.625
	2.441E-14
	0.002
	0.195

(-0.024,0.414)

	BAX
	34/53
	0.0567(0.0422, 0.0738)
	0.6903(0.5526, 0.7732)
	-7.612
	2.695E-14
	0.001
	0.049

(-0.017,0.116)

	PLAU
	34/54
	0.0415(0.0353, 0.0861)
	0.0422(0.0290, 0.0532)
	-0.342
	0.732
	0.867
	-0.011

(-0.030,0.008)

	OGG1
	34/54
	0.0103(0.0081, 0.0162)
	0.0050(0.0040, 0.0072)
	-7.838
	4.585E-15
	0.002
	-0.004

(-0.009,0.000)


Pa：adjusted by age, gender and e4
