Supplementary Information
Interneurons in the subplate are associated with cortical maturation across the foetal human cortex
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Supplementary Figure 1. Correlation matrices representing the correlation between the expression levels of 6 inhibitory markers genes (DLX1, DLX2, GAD1, GAD2, SST, LHX6) across cortical regions within each transient layer of each specimen. Overall, the expression pattern of GAD1 and GAD2 did not correlate strongly with the rest of the inhibitory markers genes across the majority of subjects and layers, whereas DLX1, DLX2, SST and LHX6 showed strong positive correlations among them.
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