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	Metabolic Pathway
	Total
	Hits
	Raw p
	-log10(p)
	Impact

	Aminoacyl-tRNA biosynthesis
	48
	3
	1.09E-04
	3.96E+00
	0

	Arginine and proline metabolism
	38
	2
	3.41E-03
	2.47E+00
	0.16

	Nitrogen metabolism
	6
	1
	1.54E-02
	1.81E+00
	0

	D-Glutamine and D-glutamate metabolism
	6
	1
	1.54E-02
	1.81E+00
	0.5

	Biotin metabolism
	10
	1
	2.56E-02
	1.59E+00
	0

	Arginine biosynthesis
	14
	1
	3.57E-02
	1.45E+00
	0.12

	Butanoate metabolism
	15
	1
	3.82E-02
	1.42E+00
	0

	Histidine metabolism
	16
	1
	4.07E-02
	1.39E+00
	0

	Lysine degradation
	25
	1
	6.30E-02
	1.20E+00
	0

	Glutathione metabolism
	28
	1
	7.04E-02
	1.15E+00
	0.02

	Alanine, aspartate, and glutamate metabolism
	28
	1
	7.04E-02
	1.15E+00
	0.2

	Porphyrin and chlorophyll metabolism
	30
	1
	7.53E-02
	1.12E+00
	0

	Glyoxylate and dicarboxylate metabolism
	32
	1
	8.01E-02
	1.10E+00
	0

	Glycine, serine, and threonine metabolism
	33
	1
	8.26E-02
	1.08E+00
	0.05



