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Supplementary Material- Fig. 1 The map of the chimeric fragment containing the CDS of DBTNBT gene. Start) Starting point of the fragment, Numbers) Position of the bases in the sequence, Blue boxes) NcoI, SpeI, SalI, SacI, BamHI, BglII, Acc65I/ KpnI, and BstEII restriction sites, Yellow boxes) 5' UTR and 3' UTR, Green arrow) The DBTNBT CDS of Taxus canadensis, Brown arrow) The DBTNBT protein produced by the CDS of DBTNBT gene, End) Ending point of the fragment

CCATGGACTAGTTGATTCTCAGCCCATCGTTTCATCTTTGATCCAGTCGTCGACGAGCTCATGGAGAAGGCAGGCTCAACAGACTTCCATGTAAAGAAATTTGATCCAGTCATGGTAGCCCCAAGCCTTCCATCGCCCAAAGCTACCGTCCAGCTCTCTGTCGTTGATAGCCTAACAATCTGCAGGGGAATTTTTAACACGTTGTTGGTTTTCAATGCCCCTGACAACATTTCTGCAGATCCTGTAAAAATAATTAGAGAGGCTCTCTCCAAGGTGTTGGTGTATTATTTCCCTCTTGCTGGGCGGCTCAGAAGTAAAGAAATTGGGGAACTTGAAGTGGAGTGCACAGGGGATGGTGCTCTGTTTGTGGAAGCAATGGTGGAAGACACCATTTCAGTCTTACGAGATCTGGATGACCTCAATCCATCATTTCAGCAGTTAGTTTTTTGGCATCCATTGGACACTGCTATTGAGGATCTTCATCTTGTGATTGTTCAGGTAACACGTTTTACATGTGGGGGCATTGCCGTTGGAGTGACTTTGCCCCATAGTGTATGTGATGGACGTGGAGCAGCCCAGTTTGTTACAGCACTGGCAGAGATGGCGAGGGGAGAGGTTAAGCCCTCACTAGAACCAATATGGAATAGAGAATTGTTGAACCCTGAAGACCCTCTACATCTCCAGTTAAATCAATTTGATTCGATATGCCCACCTCCAATGCTGGAGGAATTGGGTCAAGCTTCTTTTGTTATAAACGTTGACACCATAGAATATATGAAGCAATGTGTCATGGAGGAATGTAATGAATTTTGTTCGTCTTTTGAAGTAGTGGCAGCATTGGTTTGGATAGCACGGACAAAGGCTCTTCAAATTCCACATACTGAGAATGTGAAGCTTCTCTTTGCGATGGATTTGAGGAAATTATTTAATCCCCCACTTCCAAATGGATATTATGGTAATGCCATTGGTACTGCATATGCAATGGATAATGTCCAAGACCTCTTAAATGGATCTCTTTTGCGTGCTATAATGATTATAAAAAAAGCAAAGGCTGATTTAAAAGATAATTATTCGAGGTCAAGGGTAGTTACAAACCCATATTCATTAGATGTGAACAAGAAATCCGACAACATTCTTGCATTGAGTGACTGGAGGCGGTTGGGATTTTATGAAGCCGATTTTGGGTGGGGAGGTCCACTGAATGTAAGTTCCCTGCAACGGTTGGAAAATGGATTGCCTATGTTTAGTACTTTTCTATACCTACTACCTGCCAAAAACAAGTCTGATGGAATCAAGCTGCTACTGTCTTGTATGCCACCAACAACATTGAAATCATTTAAAATTGTAATGGAAGCTATGATAGAGAAATATGTAAGTAAAGTGTGAGGATCCAGATCTGGTACCATTTTCTTTAGTTTGAATTTACTGTTATTCGGTGTGCATTTCTATGTTTGGTGAGCGGTTTTCTGTGCTCAGAGTGTGTTTATTTTATGTAATTTAATTTCTTTGTGAGCTGCTGTTTAGCAGGTCGTCCCTTCAGCAAGGACACAAAAAGATTTTAATTTTATTAAAAAAAAAAAAAAAAGACCGGGTGACC
Supplementary Material- Fig. 2 The sequence of the chimeric fragment containing the CDS of DBTNBT gene
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Supplementary Material- Fig. 3 PCR reaction conducted on Escherichia coli (DH5α) colonies harboring pUC57-DBTNBT using M13 specific primers C-) No template reaction as a negative control (including all components of PCR reaction except template, C+) pUC57-DBTNBT vector as a template of PCR reaction, 1 and 2) Colonies grown on the medium containing 100 μg ml-1 ampicillin antibiotic, and M) Molecular weight marker 1 kb (Fermentas)
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Supplementary Material- Fig. 4 PCR reaction conducted on Escherichia coli (DH5α) colonies harboring pCAMBIA1304 vector using GFP specific primers C-) No template reaction as a negative control (including all components of PCR reaction except template, C+) pCAMBIA1304 vector as a template of PCR reaction, 1-8) Colonies grown on the medium containing 50 μg ml-1 kanamycin antibiotic and M) Molecular weight marker 1 kb (Fermentas)
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Supplementary Material- Fig. 5 pCAMBIA1304 digested using SpeI/BstEII restriction enzymes 1) The undigested pCAMBIA1304 vector (12361 bp), 2) pCAMBIA1304 digested using SpeI/BstEII restriction enzymes, and M) Molecular weight marker 1 kb (Fermentas)
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Supplementary Material- Fig. 6 pCAMBIA1304 and pUC57-DBTNBT digested using SpeI/BstEII restriction enzymes 1- 3); pUC57-DBTNBT digested using SpeI/BstEII restriction enzymes, 4); The undigested pCAMBIA1304 vector, 5); pCAMBIA1304 digested using SpeI/BstEII restriction enzymes, and M) Molecular weight marker 1 kb (Fermentas)
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Supplementary Material- Fig. 7 PCR reaction conducted on Escherichia coli (DH5α) colonies containing pCAMBIA1304-DBTNBT vector 1 and 2) PCR reaction conducted on E. coli colonies containing pCAMBIA1304-DBTNBT vector using DBTNBT- F and NOS-terminator reverse primers, C+) pCAMBIA1304-DBTNBT vector as a template, C-) No template reaction as a negative control for lanes 1 and 2 (including all components of PCR reaction except template), 3 and 4) PCR reaction conducted on E. coli colonies containing pCAMBIA1304-DBTNBT vector using CaMV 35S (CA+2) promoter and DBTNBT- R1 primers, C++) pCAMBIA1304-DBTNBT vector as a template, C- -) No template reaction as a negative control for lanes 3 and 4 (including all components of PCR reaction except template), 5 and 6) PCR reaction conducted on E. coli colonies containing pCAMBIA1304-DBTNBT vector using CaMV 35S (CA+2) promoter and DBTNBT- R2 primers, C +++) pCAMBIA1304-DBTNBT vector as a template, C- - -) No template reaction as a negative control for lanes 5 and 6 (including all components of PCR reaction except template) and M) Molecular weight marker 100 bp (Fermentas)
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Supplementary Material- Fig. 8 pCAMBIA1304-DBTNBT vector digested using SpeI/BstEII enzymes 1, 3 and 5) pCAMBIA1304-DBTNBT vector (extracted from colonies number 1, 2, 3) digested using SpeI/BstEII enzymes; 2, 4 and 6) Undigested pCAMBIA1304-DBTNBT vector extracted from colonies number 1, 2 and 3, and M) Molecular weight marker 1 kb (Fermentas)
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Supplementary Material- Fig. 9 pCAMBIA1304-DBTNBT vector digested using XhoI restriction enzyme 1) Undigested pCAMBIA1304-DBTNBT vector, 2) pCAMBIA1304-DBTNBT vector digested using XhoI restriction enzyme and M) Molecular weight marker 1 kb (Fermentas)
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Supplementary Material- Fig. 10 pCAMBIA1304-DBTNBT vector digested using SalI restriction enzyme 1 and 2) pCAMBIA1304-DBTNBT digested using SalI enzyme, 3) Undigested pCAMBIA1304-DBTNBT vector and M) Molecular weight marker 1 kb (Fermentas)
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Supplementary Material- Fig. 11 PCR reaction conducted on Agrobacterium tumefaciens colonies harboring pCAMBIA1304-DBTNBT vector using CaMV 35S (CA+2) promoter and NOS-terminator primers C-) No template reaction as a negative control (including all components of PCR reaction except template), C+) pCAMBIA1304-DBTNBT vector as a template, 1 and 2) Two different colonies grown on the medium containing 50 μg ml-1 kanamycin and 200 μg ml-1 rifampicin antibiotics, M1 and M2) Molecular weight marker 1 kb and 100 bp plus (Fermentas), respectively
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Supplementary Material- Fig. 12 PCR reaction conducted on Agrobacterium tumefaciens colonies harboring pCAMBIA1304 vector using GFP forward and reverse primers C-) No template reaction as a negative control (including all components of PCR reaction except template), C+) pCAMBIA1304 vector as a template; 1) PCR reaction conducted on a single colony of Agrobacterium tumefaciens grown on the medium containing 50 μg ml-1 kanamycin and 200 μg ml-1 rifampicin antibiotics and M) Molecular weight marker 1 kb (Fermentas)
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Supplementary Material- Fig. 13 A) HPLC chromatogram of paclitaxel standard at 50 ppm, B) HPLC chromatogram of cell-associated paclitaxel in pCAM-DBTNBT/CD+COR treatment (inoculation with Agrobacterium harboring pCAMBIA1304-DBTNBT vector- elicitation with methyl- β- cyclodextrin and coronatine, 17 days after the elicitation), and C) The calibration curve and equation for the measurement of paclitaxel content
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Supplementary Material- Table 1 Primer sequences used in cloning
	Primer Name
	Primer Sequence 5'     3'

	M13
	F: GTAAAACGACGGCCAGT

	
	R: CAGGAAACAGCTATGAC

	DBTNBT
	F: AAGGCAGGCTCAACAGAC

	
	R1: CAACCGCCTCCAGTCACTCA

	
	R2: TTAGCCTCTCCCCTCGCCAT

	CA+2
	F: CCTTCGCAAGACCCTTCCTCT

	NOS
	R: CCGTGGCGCGATAATTTATCCTAG

	GFP
	F: CGACTGGGCAGATGAACATG

	
	R: TACTCCACATCACCACGCTT



Annealing temperature for M13 (F and R): 45 ̊C; CaMV 35S (CA+2) (F) and NOS (R): 53 ̊C; CaMV 35S (CA+2) (F) and DBTNBT- R1 and R2: 58 ̊C, and GFP (F and R): 54 ̊C

Supplementary Material- Table 2 Primer sequences used in gene expression evaluation
	Gene Name
	Accession No/ Ref
	Primer Sequence 5'     3'
	Amplicon Size (bp)

	GAPDH
	L26922.1
	F: TTCCGAGTACCCACCCAAGATG
	176

	
	
	R: CAGCTGTCTCCGATGAAATCTGT
	

	T13αH
	AY056019.1
	F: GGCTCTTCTTCCGCTCTAAACG
	159

	
	
	R: CCACATCCCCAAATTTGCTCATTC
	

	T14βH
	AY188177.1
	F: GCATGAACGGGAACGACTGT
	119

	
	
	R: TGAGCTTCGACCGTGCTTGA
	

	DBAT
	KC571283.1
	F: TGCTGACACCCCGTTCTGGA
	113

	
	
	R: TGCATGTCCCCACCCAAAGTC
	

	BAPT
	FJ717392.1
	F: CACTGCCGATATGGACAGAGTC
	169

	
	
	R: CATGGCTTCCAGAAACAGAACAC
	

	DBTNBT
	AY563629.1*
	F: CGGGGGGTTTGTTGTGGGATTA
	105

	
	
	R: TTAGCCTCTCCCCTCGCCAT
	

	ABC
	DQ660357.1
	F: TGGCTTCATTGTGGCACCTAC
	130

	
	
	R:GGCATTGTCATCAAACCAGCTAATC
	


* Sabater‐Jara AB, Onrubia M, Moyano E, Bonfill M, Palazón J, Pedreño MA & Cusidó RM (2014) Synergistic effect of cyclodextrins and methyl jasmonate on taxane production in Taxus x media cell cultures. Plant biotechnol J 12(8):1075-1084. doi: 10.1111/pbi.12214.








Supplementary Material- Table 3 Efficiency of primers used in Real-Time PCR
	Slope
	R2
	Efficiency (%)
	Primer Name

	-3.153
	0.997
	107.6
	GAPDH

	-3.202
	0.992
	105.3
	T13αH

	-3.598
	0.999
	89.6
	T14βH

	-3.176
	0.996
	106.5
	DBAT

	-3.126
	1.000
	108.9
	BAPT

	-3.306
	0.991
	100.7
	DBTNBT

	-3.088
	0.998
	110.8
	ABC
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