Supplementary Figures 
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Supplementary Figure 1. Representations of amino acid substitutions: Representation of the multiple sequence alignment based amino acid substitutions in the BDBV-026 proteins. 
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Supplementary Figure 2. Nextclade phylogenetic tree of BDBV genomes: Rectangular presentation of the phylogenetic tree of the BDBV genomes from the ongoing BDBV-2026, BDBV-2012, and BDBV-2007 genomes. This tree was calculated using the Nextclade platform with utilizing the BDBV genomes available in the public domain. 


1

image1.png
e oor6ROVL
o coremwcL

r.oureTa

oo oor6are

oo o076z

o o0r6nS5.1

oo 0076RRT.1

. 0076809.1

oo 0076801

oo oor6aE1

oo oor6RLL

e oor6RRKL

.oumm

oo oor6RHRL

or_ou6nGs.1

e oo76RrUL

oo 0oronew1

ooy
FP.006K6W0. VP35 RC 2012

Rt vp. 003154331 VP35

(@)

(@

ERE T
momas
s
i
o
otnny,
oond
o
mommacas
f—

R =

EEEa

192

GP

on_ourerwcy
e 00768981
oo oor6mz1
or.oorenun1
oo coroRT3 1
oo o0omar1
e 006m08.1
e 0ar6mm01
oo coremms
oo corens
r.o0rRGS.1
o oureews

e oovxc

Fp_008X6W0.1 VP40 ORC 2012

Rer 0 0038154201 v940

(b)

11

msorns
e soromurs
msoronzs

oo
e gorepr

e
LTy ——

[rrm——

o 00r6R01
e oor6m
oo o076z
P oor6RULL
o 0076RSS.1
oo 0076871
0 00768091
Pr.00r6miD1
e o076MEL
e oor6RLHL
e oorem1
oo 0o76RHB1
e oo76RGS1
oo oo76RrUL
or_coeREw

ey

Fe_006¥6W0.1G9_003_DRC 2012

RetY2.003815436.1.G7.003

(©)

®

ooy
[ r—

[ERPR——

e

VP24




image2.png
Tree scale: 0.001 ——

BDBV-2012

BDBV-2007

BDBV-2026




