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Circulating VASN levels are negatively 
associated with FMI and HOMA-IR, and 

positively associated with HDL-c

VASN expression in VAT was 
downregulated in children with obesity 
compared with normal-weight children
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DNA methylation at the VASN locus 
(cpg0041083) is positively associated 
with BMI and blood pressure z-scores

Cardiometabolic outcomes

DNA methylation at the VASN locus (cpg0041083) 
is negatively associated with gene expression levels
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validation population I

Subset of 44 participants of 
the discovery population 

(follow-up)


