A MS2 bacteriophage capsid monmer modification with W6P insertion

PET upstream
——>  Bglll T7 promoter lac operator Xbal

AGATCTCGATCCCGCGAAATTAATACGACTCACTATAGGGGAATTGTGAGCGGATAACAATTCCCCTCTAGAAATAAT
MS2 (81-1740nt,1660bp)

MS?2 capsid protein
+0+0esAATGGCGGARWRLEG TDDKEEPESQRRIGRFGACTGGCGACe++

RBS Neol
TTTGTTTAACTTTAAGAAGGAGATATACCATGG

14 15
Gly W6P Ag
BamH | Hind Il Not| Xho | His-Tag
GGATCC AAGCTTGCGGCCGCACTCGAGCACCACCACCACCACCACTGAGATCCGG
Met End

Bip|
CTGCTAACAAAGCCCGAAAGGAAGCTGAGTTGGCTGCTGCCACCGCTGAGCAATAACTAGCATAACCCCTTGG

GGCCTCTAAACGGGTCTTGAGGGGTTTTTTG T7 terminator

T7 terminator

C  Nucleic acid electrophoresis detection + Sequencing verification

1 2 M bp

7.3 kbp-

W6P-encoding DNA sequence

6666:C67 6661 C166/661/CC6A

CAAMGAGACOGGAATCT CAGCGTCETATCGRICE TTCRGT/C

CGTTGGCGTCTGGAAGGTACCGACGACARAGAAGAACCGGAATCTCAGCGTCGTATCGGTCGITICGGT

B MS2 bacteriophage capsid dimmer modification with W6P insertion

PET upstream
—> Bglll T7 promoter lac operator Xbal

AGATCTCGATCCCGCGAAATTAATACGACTCACTATAGGGGAATTGTGAGCGGATAACAATTCCCCTCTAGAAATAAT
RBS Ncol
TTTGTTTAACTTTAAGAAGGAGATATACCATGG
MS2 (81-1740nt,1660bp)

MS2 capsid protein Dimer MS2 capsid protein
-+ AATGGCGGARIE DKEE] ACTGGCGACeseses |+ “ANTGGCGOA ACTGGCGACH H
14 15 | :
Gly wep Arg g Gly Arg i
BamH | Hind Il Notl  Xhol His Tag
GGATCC AAGCTTGCGGCCGCACTCGAG CACCACCACCACCACCACTGAGATCCGG
Met End
Bip|
CTGCTAACAAAGCCCGAAAGGAAGCTGAGTTGGCTGCTGCCACCGCTGAGCAATAACTAGCATAACCCCTTGG
GGCCTCTAAACGGGTCTTGAGGGGTTTTTTG T7 terminator
T7 terminator

D Nucleic acid electrophoresis detection + Sequencing verification

1 2 M bp Sequencing Verification

CGTIGGCGIC

W6P-encoding DNA sequence

66165C6TTGGTCTEGGETAG

CARABMGALCGAATCTCABLGTCRTATCEGTOGTTCRGT:CTG5

==

MS2 bacteriophage capsid
protein dimmer encoding gene

RSN

GCTTCTAACTTTACTCAGTTC

CTCGTCRACAATGGEG6AACTERCGACETBACTBTCELCCL:6
A-B LOOP
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