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Supplementary Figure 1 Evaluation of Dataset Merging and Batch Effect Correction. (A) Boxplot before batch correction. (B) Density distribution plot before batch correction. (C) UMAP dimensionality reduction plot before batch correction. (D) Boxplot after batch correction. (E) Density distribution plot after batch correction. (F) UMAP dimensionality reduction plot after batch correction.
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Supplementary Figure 2 Enrichment Analysis. (A-C) GO enrichment of BP (A), CC (B), and MF (C) as bubble plots of candidate genes, showing the top 15 most significant terms. (D) KEGG pathway enrichment analysis of candidate genes, showing the top 15 most significant pathways. (E) Chord diagram of the relationships between candidate genes and significantly enriched KEGG pathways. (F) Gene set enrichment analysis (GSEA) results.

Supplementary Table 1. Binding Free Energies between Key Genes and Small Molecule Drugs (kcal/mol).
	Ligand
Receptor
	SRPK1
	SEM1

	chelidonine
	-7.230
	-5.879

	clobenpropit
	-5.549
	-4.245

	chlorambucil
	-5.088
	-4.130

	balsalazide
	-7.421
	-5.384

	idebenone
	-4.760
	-4.772

	pentamidine
	-4.726
	-4.739

	diosmin
	-9.418
	-6.360

	rotenone
	-8.107
	-6.160

	chelerythrine
	-6.683
	-6.663

	olaparib
	-7.102
	-5.816


[bookmark: _GoBack]
image1.jpeg
R oy
Fy Fro
Hrerea. s Y
ocs . ‘;

Weoccsmmr g

i i ‘ i

o e s e e T ow B T T





image2.png
A

BP

positve regulaion ofceleyele °

negative regulation of mitote el eyele: .
cell cyele GIS phase transiton .

hythaic process.

eell yele amest
response to ketone:
regenerstion

itoti celleyele checkpoint

LECRCERY

DNA iy checkpoint
esulation of el eycle arest .
positive rgulation of el yele arst. .
mitctic DNA inegrity checkpoint .

GI DNA damage checkpoint,  ®

liver regeneration;

008 012 016 020

Gene Ratio.
D KEGG
Celleyele o
Transeriptional misregulation in cancer .
Celllar senescence: .
Pltinum drug resistance: .
CGMP-PKG signaling paineay .
Regalation of lpolyss in adipocytes .
PS5 signaling pathay .
Insuln resstance .
HIE-1 signaling pathway: .
p junction .
DNA repication .
Biosynthesis of amino acids .
Base excision epaic .

Protcasome -
Antifolte resistance -

04 0106 008 010 0.2
Gene Ratio

logpraluc)
70
65
60

“logipvaluc)

35
30

B cc C ME
— d oty gl ] d
early endosome: L carly endosome: L
T o —— o
s, oo q J——— d
‘serine/threonine protein kinase complex- . '3'2 ‘serine/threonine protein kinase complex- .
protein kinase complex- . z 2 protein kinase complex: .
it e, s o o o S +
[ . JRE— :
e neabne]—# i pmicreno] » HH
x| SR
p— e
GoneFo Gone Raio
F
it et
i S e
0.005 0010 0.015 0,024 0]

san
Shrm

i e
@553 i pry

EGMF G g sy
oot e
@Gy rcion

Pt

TR AN

il Wl

Rank in Ondered Dt




