
	Sample name
	Number of input reads
	Uniquely mapped reads number
	Uniquely mapped reads %
	Number of reads mapped to multiple loci
	% of reads mapped to multiple loci
	Number of reads unmapped
	% of reads unmapped

	HEK293T_control_1
	24262244
	23302591
	96.04%
	709919
	2.93%
	245630
	1.01%

	HEK293T_control_2
	21525094
	20745889
	96.38%
	563452
	2.62%
	212309
	0.98%

	HEK293T_control_3
	23733837
	22807767
	96.10%
	694933
	2.93%
	227093
	0.96%

	HEK293T_+Dicer1e_1
	25380950
	24102239
	94.96%
	559821
	2.21%
	716344
	2.82%

	HEK293T_+Dicer1e_2
	26140266
	24784802
	94.81%
	578729
	2.21%
	773985
	2.96%

	HEK293T_+Dicer1e_3
	26207726
	24859223
	94.85%
	561183
	2.14%
	784443
	2.99%

	HEK293T NoDice _control_1
	22540816
	21269315
	94.36%
	551641
	2.45%
	714852
	3.17%

	HEK293T NoDice_control_2
	26926160
	25521230
	94.78%
	674928
	2.51%
	132770
	2.69%

	HEK293T NoDice_control_3
	22484507
	21246339
	94.49%
	535759
	2.38%
	697885
	3.10%

	HEK293T NoDice_+Dicer1e_1
	25548683
	24178179
	94.64%
	540342
	2.11%
	824727
	3.23%

	HEK293T NoDice_+Dicer1e_2
	25774696
	24461732
	94.91%
	529568
	2.05%
	777633
	3.02%

	HEK293T NoDice_+Dicer1e_3
	25515082
	24110710
	94.50%
	546762
	2.14%
	853127
	3.35%


Supplementary Table S1. RNA read summary of HEK293T and HEK293T NoDice cells producing Dicer1e and control cells libraries
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