Supplementary Table 1. Variance partitioning of maternal, paternal, replicate and residual contributions to paraquat-induced oxidative stress-related traits in Drosophila melanogaster
	Trait
	Generation
	Maternal (%)
	Paternal (%)
	Replicate (%)
	Residual (%)
	Interpretation

	Mortality
	Parent
	14.38
	9.63
	0.00
	75.99
	Moderate maternal contribution

	
	F1
	0.84
	0.29
	0.00
	98.87
	No detectable parental effect

	
	F2
	0.05
	2.27
	0.67
	97.01
	Predominantly residual variation

	Negative geotaxis
	Parent
	30.3
	16.6
	0.0
	53.1
	Moderate maternal contribution

	
	F1
	42.4
	37.5
	0.0
	20.0
	Strong biparental contribution

	
	F2
	41.8
	44.6
	0.0
	13.7
	Strong biparental contribution

	ROS
	Parent
	47.3
	0.6
	12.6
	39.5
	Strong maternal contribution

	
	F1
	0.0
	0.0
	33.0
	67.0
	No parental contribution

	
	F2
	29.9
	13.6
	6.4
	50.0
	Moderate maternal contribution

	LPO
	Parent
	47.6
	15.8
	0.0
	36.6
	Strong maternal contribution

	
	F1
	0.0
	0.0
	0.0
	100
	No parental contribution

	
	F2
	2.8
	0.0
	80.8
	16.4
	Replicate effect predominates

	Total SOD
	Parent
	44.2
	13.2
	0.0
	42.6
	Strong maternal contribution

	
	F1
	14.8
	31.0
	0.0
	54.2
	Moderate paternal contribution

	
	F2
	0.0
	0.0
	17.3
	82.7
	No parental contribution

	MnSOD
	Parent
	30.5
	37.3
	0.0
	32.3
	Strong biparental contribution (slightly paternal-biased)

	
	F1
	8.5
	33.4
	0.0
	58.1
	Predominantly paternal contribution

	
	F2
	0.0
	0.0
	54.7
	45.3
	Replicate effect predominates

	Catalase
	Parent
	6.0
	50.1
	0.0
	43.9
	Strong paternal contribution

	
	F1
	0.1
	0.0
	21.8
	78.1
	No parental contribution

	
	F2
	5.6
	6.0
	22.5
	65.8
	Weak parental contribution

	GSH
	Parent
	34.9
	34.7
	0.0
	30.4
	Strong biparental contribution

	
	F1
	17.1
	13.0
	0.0
	69.9
	Moderate biparental contribution

	
	F2
	21.7
	21.9
	0.0
	56.4
	Moderate biparental contribution

	AChE
	Parent
	0.0
	0.0
	0.0
	100
	No detectable parental contribution

	
	F1
	0.0
	0.0
	0.0
	100
	No detectable parental contribution

	
	F2
	0.0
	0.0
	0.0
	100
	No detectable parental contribution


Variance partitioning of paraquat-induced oxidative stress-related phenotypes in parental, F1 and F2 generations of Drosophila melanogaster. Variance components were estimated using mixed-effects models and partitioned into maternal (dam), paternal (sire), replicate and residual effects. Percentages represent the proportion of total phenotypic variance attributable to each component. The interpretation summarizes the predominant source of variance for each trait and generation.
AChE, acetylcholinesterase; GSH, total glutathione; LPO, lipid peroxidation; ROS, reactive oxygen species; SOD, superoxide dismutase.

