Supplementary Figure 1 S1. The consort table of participant screening, enrollment, randomization and follow-up procedures.
Supplementary Figure S2. Cumulative 0-8-week clinical disease burden. Baseline-adjusted SA-minus-FA AUC differences with HC3 robust 95% CIs; negative values favor SA.
Supplementary Figure S3. Exploratory taxonomic and compositional indices. (A) CLR mixed-model effects for selected common genera. (B) Longitudinal log-ratios, Pielou evenness and genus dominance by treatment and skin site. These analyses are exploratory and should be interpreted with multiplicity caution.
Supplementary Figure S4. Exploratory baseline microbiome effect modification for Week-8 total-lesion reduction. Separate models included one standardized microbiome predictor, treatment-by-predictor interaction and baseline total lesions; CIs are based on 1,000 participant-level bootstrap resamples.
Supplementary Figure S5. Sensitivity analysis comparing treatment-by-time coefficients from ANCOM-BC2 and MaAsLin2 at genus level. Agreement in direction does not override FDR-adjusted statistical significance.






Supplementary Table 1. Relative Abundance of the Top 6 Bacterial Taxa at Baseline Among Different Group
	Bacterial Taxa
(Genus Level)
	Relative Abundance
（%，[image: ]±s）

	
	FA
	SA

	Cutibacterium
	52.53±30.84
	54.41±31.75

	Staphylococcus
	18.65±15.73
	26.29±23.13

	Corynebacterium
	4.62±4.22
	4.19±5.99

	Streptococcus
	2.49±5.11
	1.97±3.31

	Acinetobacter
	2.84±15.09
	1.89±7.46

	Lawsonella
	1.97±3.23
	2.20±3.08
















Supplementary Table 2. Descriptive relative abundances of selected bacterial genera by treatment and visit. 
Formal longitudinal differential-abundance inference is provided by ANCOM-BC2 in Figure 3B.
	Bacterial Taxa

	Group
	Relative Abundance
（%，[image: ]±s）
	Intergroup Comparison
（adjusted, p value）

	
	
	Visit 0
	Visit 2 
	Visit 4
	Vs. Visit 0
	FA vs. SA

	Staphylococcus

	FA
	18.65±15.73
	17.85±17.96
	28.15±23.61*
	Visit 2: -
Visit 4: -
	Visit 2: -
Visit 4: -

	
	SA
	26.29±23.13
**
	24.18±20.70
**
	25.73±22.02
**
	Visit 2: -
Visit 4: -
	Visit 2: -
Visit 4: -

	Corynebacterium
	FA
	4.62±4.22
****
	1.94±2.50
***
	2.12±2.74
****
	Visit 2: 
p =0.02
Visit 4: -
	Visit 2: -
Visit 4: -

	
	SA
	4.19±5.99
****
	4.77±7.24
****
	3.30±4.30
****
	Visit 2: -
Visit 4: -
	Visit 2: -
Visit 4: -

	Cutibacterium
	FA
	52.53±30.84
	63.10±23.90
	58.97±28.52
	Visit 2: -
Visit 4: -
	Visit 2: -
Visit 4: -

	
	SA
	54.41±31.75
	55.95±24.80

	56.07±27.90
	Visit 2: -
Visit 4: -
	Visit 2: -
Visit 4: -


only p values with statistical significance (adjusted p < 0.05) are labeled in the table; 
“-” indicates that p value has no significant difference (adjusted p＞0.05)
*adjusted p < 0.05 indicates a statistically significant difference; 
**adjusted p < 0.01 indicates an extremely statistically significant difference.
Visit 0 = Baseline
Visit 2 = Week 4
Visit 4 = Week 8
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