Supplementary Materials

Table S1. Sequences and Amplicon Sizes of Primers Used for Tetra-ARMS PCR Genotyping 
	Polymorphism
	Primers
	Sequence (5' to 3')
	Amplicon Size

	miR-143 rs4705342
	FI (C allele)
	GCTCGATGATATAAAATGTTAAGTACAAC
	400 bp

	
	RI (T allele)
	TCCAGCCTAACAGCATCATGCA
	315 bp

	
	FO
	CCACTTGATTAGAGACCTAGCAC
	665 bp 

	
	RO
	ATTTAGAAGGAGGACATTTAGTGAG
	

	miR-126 rs4705342
	FI (A allele)
	CCACGGCACCGCATCGACAA
	131 bp

	
	RI (G allele)
	CTGAGGTCTCAGCGGAGC
	206 bp

	
	FO
	CCCGGAGCCTCATATCAGCCA
	300 bp 

	
	RO
	GCCAGAGGTCTCAGGGCTAT
	

















Table S2. Demographic, Anthropometric, and Cardiovascular Risk Factor Characteristics of Atherosclerosis Cases and Controls
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Characteristic  Controls (n=200)  Cases (n=200)  P - value  

Age (years), mean ± SD  66.19 ± 11.38  66.08 ± 11.30  0.919  

Sex, n (%)    -  

Male  113 (56.5)  113 (56.5)  -  

Female  87 (43.5)  87 (43.5)  -  

Height (m), mean ± SD  1.65 ± 0.08  1.65 ± 0.09  0.96  

Weight  (kg), mean ± SD  74.23 ± 13.48  74.19 ± 13.16  0.97  

BMI (kg/m²), mean ± SD  27.14 ± 4.53  27.17 ± 4.02  0.94  

Smoking, n (%)    0.063  

No  167 (83.5)  152 (76.0)  -  

Yes  33 (16.5)  48 (24.0)  -  

Physical Activity, n (%)    -  

Low  106 (53.0)  139 (69.5)  0.58  

Moderate  82 (41.0)  55 (27.5)  0.062  

High  12 (6.0)  6 (3.0)  0.086  

Hypertension, n (%)    0.046  

No  109 (54.5)  89 (44.5)  -  

Yes  91 (45.5)  111 (55.5)  -  

Family History of CVD, n (%)    <0.001  

No  186 (93.0)  150 (75.0)  -  

Yes  14 (7.0)  50 (25.0)  -  

Hyperglycemia, n (%)    0.22  

No  150 (75.0)  139 (69.5)  -  

Yes  50 (25.0)  61 (30.5)  -  
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Polymorphism  Primers  Sequence (5' to 3')  Amplicon Size  

miR - 143  rs4705342  FI ( C   allele)  GCTCGATGATATAAAATGTTAAGTACAAC  400   bp  

 RI ( T   allele)  TCCAGCCTAACAGCATCATGCA  315   bp  

 FO  CCACTTGATTAGAGACCTAGCAC  665   bp   

 RO  ATTTAGAAGGAGGACATTTAGTGAG   

miR - 126  rs4705342  FI (A allele)  CCACGGCACCGCATCGACAA  131   bp  

 RI (G allele)  CTGAGGTCTCAGCGGAGC  206   bp  

 FO  CCCGGAGCCTCATATCAGCCA  300   bp   

 RO  GCCAGAGGTCTCAGGGCTAT   

                             

