APPENDIX
Supplementary files accompanying the manuscript:
Supplementary figures S1-S8, table S1 and R script for growth rate calculation
Figure S1. Sequence comparison of xylFGH promoter and xylF coding sequence.
Figure S2. P. thermoglucosidasius DSM 2542 reverse engineered and overexpressing xylAB/xylFGH mutants in glucose-xylose tube cultivations. 
Figure S3. Differential expression of enzymes related to the glycolysis, pentose phosphate and fermentation pathways. 
Figure S4. PCA plot of the proteome dataset. 
Figure S5. Protein intensity box plots highlighting xylose-related proteins.
Figure S6. Protein intensity fraction of enzymes and transporters. 
Figure S7. Formate, acetate and ethanol levels detected in fermenter fermentations.
Figure S8. Microaerobic tube fermentations of ptsGR452C overexpressing xylAB or xylFGH. 
Table S1. Primers used in this study.
R script for calculation of growth rates
