
Supplementary information.

Appendix A Supplementary Information

Fig. A1: Sars-CoV-2 fit parameters executions

Fig. A2: DENV fit parameters executions
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Fig. A3: HIV fit parameters executions

Fig. A4: Monkeypox fit parameters executions
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CASTOR SARS-COV-2 (Reduced) Confusion Matrix

(a) CASTOR-KRFE on the SARS-CoV-2
reduced dataset.
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KEVOLVE SARS-COV-2 (Reduced) Confusion Matrix

(b) KEVOLVE on the SARS-CoV-2 reduced
dataset.

Fig. A13: Confusion matrix classification average accuracy and standard deviation over 100
iterations using the reduced dataset produced only with the regions extracted by GREAC.
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Fig. A5: HBV fit parameters executions
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(a) CASTOR-KRFE on the DENV reduced
dataset.
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KEVOLVE DENV (Reduced) Confusion Matrix

(b) KEVOLVE on the DENV reduced
dataset.

Fig. A14: Confusion matrix classification average accuracy and standard deviation over 100
iterations using the reduced dataset produced only with the regions extracted by GREAC.
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GREAC-XGBoost HIV Confusion Matrix

(a) HIV
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(b) SARS-CoV-2
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(c) DENV
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(d) HBV
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(e) Monkeypox

Fig. A6: Organisms XGBoost confusion matrix classification average accuracy
percentage and standard deviation over 100 iterations. (A6a) HIV results. (A6b)
SARS-CoV-2 results. (A6c) DENV results. (A6d) HBV results. (A6e) Monkeypox
results.
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(a) HIV Gaussian Membership Results
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(b) SARS-CoV-2 Gaussian Membership
Results
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(c) DENV Gaussian Membership Results
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(d) HBV Gaussian Membership Results
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(e) Monkeypox Gaussian Membership Results

Fig. A7: Experiment using GRAMEP k-mer set using Gaussian Membership Classifi-
cations, confusion matrix results, average accuracy percentage, and standard deviation
over 100 iterations.
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(b) CASTOR-KRFE
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Fig. A8: SARS-CoV-2 confusion matrices, classifications, average accuracy percent-
age, and standard deviation over 100 iterations. (A8a) KEVOLVE results. (A8b)
CASTOR-KRFE results.(A8c) GREAC results.
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Fig. A9: DENV confusion matrices, classifications, average accuracy percentage, and
standard deviation over 100 iterations. (A9a) KEVOLVE results. (A9b) CASTOR-
KRFE results.(A9c) GREAC results.
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(b) CASTOR-KRFE
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Fig. A10: HBV confusion matrices, classifications, average accuracy percentage, and
standard deviation over 100 iterations. (A10a) KEVOLVE results. (A10b) CASTOR-
KRFE results.(A10c) GREAC results.
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(b) CASTOR-KRFE
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(c) GREAC

Fig. A11: HIV confusion matrices, classifications, average accuracy percentage, and
standard deviation over 100 iterations. (A11a) KEVOLVE results. (A11b) CASTOR-
KRFE results.(A11c) GREAC results.
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(c) GREAC

Fig. A12: Monkeypox confusion matrices classifications, average accuracy percent-
age, and standard deviation over 100 iterations. (A12a) KEVOLVE results. (A12b)
CASTOR-KRFE results.(A12c) GREAC results.
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(a) CASTOR-KRFE results on Monkeypox
reduced dataset.
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(b) KEVOLVE results on Monkeypox reduced
dataset.

Fig. A15: Confusion matrix classification average accuracy and standard deviation over 100
iterations using the reduced dataset produced only with the regions extracted by GREAC.
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