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Supplementary Figure S1 . DESI-MSI quantification of LPC(16:0) abundance in mouse renal

tissues

A Bar chart of relative intensity of the target ion LPC(16:0)(m/z 496 .3403)detected by MSI. (Mean
+SEM, n=5. **P <0.01 vs. HCTD group)
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Supplementary Figure S2 . Transcriptomic analysis results of CTD alone or combined with

LPC(16:0)

A—C Bubble plots of differentially expressed genes for CTD vs. CON, LPC vs. CON, and

CTD+LPC vs. CON comparison groups; D-F Volcano plots of differentially expressed genes for
CTD vs. CON, LPC vs. CON, and CTD+LPC vs. CON comparison groups. n = 3 biological

replicates.
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Supplementary Figure S3 . Transcriptomic analysis of CTD alone or combined with LPC(16:0)

A—C GO functional enrichment analyses of differentially expressed genes from CTD vs. CON, LPC
vs. CON, and CTD+LPC vs. CON groups; D—F Heatmaps illustrating the top three lipid
metabolism-associated molecular function terms across the three comparison groups. n = 3

biological replicates.



Supplementary Table S4 . Primer sequences for real-time PCR

Gene Species Forward Reverse
ACAAIA Mice tctccaggacgtgaggctaaa cgctcagaaattgggcgatg
ACOX-1 Mice tcgaagccagcegttacgag ggtctgcgatgetgecaaattee
ACADM Mice agggtttagttttgagttgacgg cceegettttgtcatattceg

CPTIA Mice ctccgectgagecatgaag caccagtgatgatgccattct
EHHADH Mice atggctgagtatctgaggctg ggtccaaactagctttctggag

LOX-1 Mice caagatgaagcctgcgaatga acctggcgtaattgtgtccac

LDLR Mice cctcagetaccageacctct agccatgtcaccttggactt

PLIN? Mice gaccttgtgtcctecgcettat caaccgcaatttgtggctc

PPARGCIA Mice tatggagtgacatagagtgtget ccacttcaatccacccagaaag
GAPDH Mice ggttgtctectgegacttca tggtccagggtttcttactce

CHOP Human ggaaacagagtggtcattcec ctgcttgagccgttcattctc

GADD34 Human agccacggaggataaaagaaca ctgaacgatactcccaggacc
GRP78/Bip Human gaaagaaggttacccatgcagt caggccataagcaatagcage
SPHK1 Human gctggeagcettcgaaccat gtgtgcagagacagcaggttca

[S-actin Human cctggcacccagcacaat gggccggactegtcatac




