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Fig. S1 Quality control assessment of single-cell transcriptomic data. (A) Violin plots showing the distribution of the number of detected molecules per cell (nCount_RNA) in each sample. (B) Violin plots showing the distribution of the percentage of mitochondrial gene expression (percent.mt) in each sample.
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Fig. S2 Differences between PBMC-derived and tumor-derived normal B cells. (A) Heatmap showing differences in gene expression between the two groups of normal B cells, highlighting pathways related to MHC class II protein complex assembly and antigen processing and presentation. (B) Dot plot comparing the expression of key MHC class II molecules between the two groups of normal B cells.
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Fig. S3 Distribution of macrophages across different sample types and expression characteristics of tissue-resident marker genes. (A) UMAP visualization of macrophages colored by sample origin: normal testis (red), PBMC (green), and TDLBL tumor (blue), showing distinct distribution patterns. (B) UMAP plot showing the expression of the tissue-resident macrophage marker FOLR2, which is highly expressed in tumor-derived macrophages.

image1.tiff
nCount_RNA percent.mt

i

20

40000

10000

S < S & ~ Q & Y <@ S & S & &
Identity Identity




image2.tiff
Z-score
HA-DQA2{ @
ytoplasmic transiation
peptide antigen assembly with MHC protein complex HLA-DRBS| @
MC class I potein complex assembly
peplide antigen assembly with MHC dlass Il protein
complex HLA-DOB{
anligen processing and presentation of peptide
anlige
aniigen processing and presentation of exogenous ’
pepide antigen HABl @
anligen processing and presentation of exogenous
pepide antigen via MHC diass Il
anligen processing and presentation of peptide HAE] @ Percent Expressed
anligen via MHC class I 2%
anligen processing and presentation of peptide P
S Reaciridalan o0 el HA-DMA{ @
8 ®75
2 naovs{ @ Average Expression
3
= 04
HLA-DQA1 [ ] 00
.
protein folding HA-DOB1{ @ 4
response to unfolded protein
response to topologically incorrect protein »
chaperone-medialed prolein olding HA-0PBTT @
8 cell activation
aciivation of immune response .
antigen receptor-mediated signaling pathway HLA-DPATT @
‘de noveprolein folding
response to heat maorer] @
HLA-DRAT @

PBMC  Tumor
Identity





image3.tiff
group

©® Normal
® PBMC
® Tumor

FOLR2

-10

umap_1

- N oW




