Appendix 1: Sentinel site selection criteria
Sentinel sites selection inclusion criteria  
	Microbiology laboratory  

	
	Established capacity for culture, identification and AST testing  

	
	Electronic laboratory information management system  

	
	Laboratory connectivity to the web to allow for potential data upload  

	
	Established isolate and/or data referral process to national AMR reference laboratory  

	Infection prevention and control  

	
	Dedicated infection prevention and control program  

	
	Use of microbiology results to inform IPC activities  



Exclusion criteria: sentinel sites that already have established routine AMR genomic surveillance  
 Broad considerations for site selection: 
Sentinel sites should represent different contexts/geographic locations across the country, with aim to select: 
· Sites across at least 2-3 provinces  
· At least 1 site outside the capital  
· No more than one site in the same province (unless they represent a different population/specialization e.g. children’s hospital)  



Appendix 2: Scoping survey on AMR surveillance and response systems at sentinel sites
	Question 
	Sentinel site response 

	Infection prevention and control (IPC) 

	How many staff are dedicated to support IPC activities?
	

	What is the management structure for IPC issues (e.g. IPC Committee, IMTs) 
	

	What are the current IPC protocols related to AMR? 
	

	Microbiology laboratory 

	How many staff are in the microbiology lab? 
	

	What laboratory methods are established for AMR testing (i.e. culture and AST procedures)? 
	

	Is AMR testing occurring on a routine basis?
	

	Are there any issues/challenges with routine AMR testing? 
	

	How does the lab record results and share this back with clinicians and IPC teams? 
	

	How is AMR laboratory data used by clinicians and IPC teams?
	

	Is the laboratory routinely referring isolates to the national reference lab? How does this work and how often?
	

	General

	Does the hospital participate in other research projects?
	

	Does the hospital have ethics and approval processes for research? Please provide details 
	




Appendix 3: Priority resistant pathogens data collection
Appendix 3a: Priority resistant pathogens sentinel site data collection 
Please provide the following data on high and critically resistant priority bacterial pathogens at your surveillance site in 2025 (or most recently available 12-month period). 
Where possible, please include data from all sample types and clinical presentations, including colonising organisms. 
Sentinel site: 
Completed by (name/s and position/s): 
Date range:
	Pathogen
	Number of isolates1 (n/year)

	Critical priority pathogens

	Carbapenem-resistant Acinetobacter baumannii
	

	Carbapenem-resistant Enterobacterales2
	

	3rd-generation cephalosporin-resistant Enterobacterales2
	

	High priority pathogens

	Carbapenem-resistant Pseudomonas aeruginosa
	

	Methicillin-resistant Staphylococcus aureus
	

	Vancomycin-resistant Enterococcus faecium
	

	Fluoroquinolone-resistant Salmonella Typhi
	

	Fluoroquinolone-resistant Non-typhoidal Salmonella 
	

	Fluoroquinolone-resistant Shigella species
	

	3rd-generation cephalosporin- and/or fluoroquinolone-resistant Neisseria gonorrhoeae
	


1 Number of isolates from human samples processed in your laboratory regardless of patient type, sample type, clinical presentation or reason for sample collection in the date range. Please exclude environmental and other non-human samples.
2 Enterobacterales includes species with the following key clinical genera: Escherichia, Klebsiella, Enterobacter, Citrobacter, Serratia, Proteus, Morganella, Providencia, Hafnia, and Yersinia. Additional Enterobacterales species may be included if identified. 


Appendix 3b: Priority resistant pathogens national data collection 
Please provide the following data on high and critically resistant priority bacterial pathogens in your country over the last 5 years.  
Where possible, please include data from all sample types and clinical presentations, including colonising organisms.  
These data will be used to inform focus pathogen selection. 
Country: 
Completed by (name/s and position/s):  
	Pathogen
	Number of isolates1 (n/year)

	
	2021
	2022
	2023
	2024
	2025

	Critical priority pathogens 

	Carbapenem-resistant Acinetobacter baumannii 
	
	
	
	
	

	Carbapenem-resistant Enterobacterales2 
	
	
	
	
	

	3rd-generation cephalosporin-resistant Enterobacterales2 
	
	
	
	
	

	High priority pathogens 

	Carbapenem-resistant Pseudomonas aeruginosa 
	
	
	
	
	

	Methicillin-resistant Staphylococcus aureus 
	
	
	
	
	

	Vancomycin-resistant Enterococcus faecium 
	
	
	
	
	

	Fluoroquinolone-resistant Salmonella Typhi 
	
	
	
	
	

	Fluoroquinolone-resistant non-typhoidal Salmonella  
	
	
	
	
	

	Fluoroquinolone-resistant Shigella species 
	
	
	
	
	

	3rd-generation cephalosporin- and/or fluoroquinolone-resistant Neisseria gonorrhoeae 
	
	
	
	
	


1 Number of isolates from human samples reported nationally regardless of patient type, sample type, clinical presentation or reason for sample collection in the date range. Please exclude environmental and other non-human samples.
2 Enterobacterales includes species with the following key clinical genera: Escherichia, Klebsiella, Enterobacter, Citrobacter, Serratia, Proteus, Morganella, Providencia, Hafnia, and Yersinia. Additional Enterobacterales species may be included if identified. 


Appendix 4: Indicative workshop agenda
	Duration
	Activity

	15 minutes
	Welcome and introductions
Overview of workshop objectives.

	45 minutes
	End-to-end data flow mapping across the AMR surveillance and response system
Map flow and samples/isolates/data from sample collection to reporting, considering sentinel site and national level, and the clinical, infection control and public health uses/processes/reporting.

	30 minutes
	Mapping of stakeholders, barriers and knowledge gaps
Annotate stakeholders in the relevant steps of the data flow and annotate knowledge gaps (uncertainty on how to implement/progress), training needs, practical challenges, process/documentation gaps and barriers to data sharing/reporting/integration.

	30 minutes
	Opportunities for improving current data flow and AMR surveillance and response systems
How could genomics strengthen AMR surveillance and response, and what evidence is needed to support resourcing/prioritisation of AMR surveillance and response?

	30 minutes
	Discussion of potential impacts 
Consider Short-term, medium-term and long-term and clinical, infection control and public health impacts.

	15 minutes
	Discussion of required resources to enable activities
Staff, infrastructure, consumables, other.





Appendix 5: Workshop participants by country, organisation and role 
	Country
	Organisation
	Role (n)

	Philippines
	Research Institute for Tropical Medicine
	Infectious Diseases Physician (2)

	
	University of Santo Tomas Hospital
	Medical Technologist (1)

	
	Jose B. Lingad Memorial General Hospital
	Pathologist (1)

	
	
	Medical Technologist (1)

	
	
	Infection Control Nurse (1)

	
	Southern Philippines Medical Center
	Pathologist (1)

	
	
	Infectious Disease Physician (1)

	Thailand
	National Institute of Health
	Medical Scientist (3)

	
	Health Intervention and Technology Assessment Program
	Researcher (1)

	
	Ratchaburi Hospital

	Medical Technologist (2)

	
	
	Infection Control Nurse (4)

	
	
	Infectious Disease Physician (1)

	
	Queen Sirikit National Institute of Child Health
	Medical Technologist (5)

	
	
	Infectious Disease Physician (4)

	
	Taksin Hospital
	Medical Technologist (3)

	
	
	Infection Control Nurse (1)

	
	
	Infectious Disease Physician (1)

	Malaysia
	Institute for Medical Research
	Microbiologist (2)

	
	
	Data Manager (2)

	
	Institute for Health Systems Research
	Health Economics Researcher (2)

	
	Sultanah Bahiyah Hospital
	Clinical Microbiologist (1)

	
	Raja Perempuan Zainab II Hospital
	Clinical Microbiologist (1)

	
	Sultan Ismail Hospital
	Clinical Microbiologist (1)

	
	Bintulu Hospital
	Clinical Microbiologist (1)

	
	Sungai Buloh Hospital
	Clinical Microbiologist (1)




