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Supplementary Figure S2. 
At AR 78, pathogenicity predictions are shown for 19 possible missense mutations generated using AlphaMissense (A) and for all single-base substitution patterns generated using PrimateAI-3D (B). At AR 274, predictions are shown using AlphaMissense (C) and PrimateAI-3D (D). Plot colors represent predicted pathogenicity scores. 
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