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Supplementary Figure S3.
The box plot shows the distribution of variant allele frequencies (VAFs) of mutated residues at AR 274. VAFs were obtained from the GENIE dataset. Statistical analyses were performed using Student's t-tests for selected VUSs, such as FGFR4 G636 (n = 10), PDGFRB D850 (n = 11), FGFR2 D650 (n = 8), and NTRK1 D674 (n = 11), compared with representative annotated driver mutations, such as EGFR L861 (n = 112) and KIT D816 (n = 127). Statistical significance is indicated as follows: *P ≥ 0.1, **0.05 ≤ P < 0.1, and ***P < 0.05. 
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