Supplementary Figures legends
Supplementary Figure 1. Unadjusted ROC analyses of individual post-operative plasma metabolites for prediction of early recurrence. 
Each ROC curve represents the discriminatory performance of a single post-operative plasma metabolite analysed separately without adjustment for clinical covariables.

Supplementary Figure 2. Pre-chemotherapy metabolic profiles predict platinum resistance.
(A) Receiver operating characteristic (ROC) curve for the XGBoost model trained on pre-chemotherapy plasma metabolite levels (n = 25). The model achieved an AUC of 0.77 (95% CI 0.57–0.96) with a sensitivity of 0.80 and specificity of 0.67.
(B) Relative contribution (feature gain) of pre-chemotherapy plasma metabolites to the classification performance of the XGBoost model. Phenylalanine, proline-betaine, and creatinine contributed most strongly to platinum resistance classification.

Supplementary Figure 3. Univariate ROC analyses of individual pre-chemotherapy plasma metabolites associated with platinum resistance.
Each ROC curve represents the discriminatory performance of a single pre-chemotherapy plasma metabolite analysed individually.

Supplementary Figure 4. Unadjusted progression-free survival according to post-operative plasma metabolite levels associated with early recurrence.
Kaplan–Meier curves showing progression-free survival stratified by post-operative plasma metabolite levels for (A) methanol, (B) isoleucine, and (C) citrate. Patients were dichotomized using median metabolite levels. P-values were calculated using the log-rank test.

