
Supplemental Figure 1. Quantification of protein markers within individual GLUT1+ cells. Human ITG (BA20) tissue sections were stained with fluorescent markers of interest. Using a VS120 microscope slide scanner at 20x magnification, sections were imaged in the 405, 488, 591, and 647 nm fluorescent channels. Output scans were imported into Qpath pathology software (Version 0.6.0) in which DAPI-positive vascular cells were detected by applying the program’s object classifier based on staining intensity (nuclear counterstain assessment). The classifier data was exported to record the mean intensity of each individual marker of interest within each individual GLUT1+ cell.
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Supplemental Figure 2. Application of tissue clearing techniques to formalin-fixed ITG samples. Summarized graphical workflow of tissue processing starting from formalin-fixed tissue dissection until light-sheet microscopy and image analysis. Created in Biorender.com
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Supplemental Figure 3. UMAP visualization of the identified endothelial cell clusters, each containing their corresponding number of identified nuclei.
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Supplemental Figure 4. A) – D) Upset plots displaying the number of DEGs for each identified cell type and whether DEGs are shared between such comparisons in AD (A), CBD (B), PiD (C), and PSP (D).
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Supplemental Figure 5. Sensitivity analysis confirming that PSP vs. Control DEGs in Capillary Endothelial Cells are independent of amyloid beta burden. UpSet plot showing the overlap between DEGs from PSP vs. Control and PSP with low amyloid beta burden vs. Control comparisons, separated by direction of effect (up- and downregulated). Low amyloid beta burden was defined as less than 1% amyloid beta percent area.
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