Supplementary Table 1: Predicted B-cell epitopes

	Rank
	Sequence
	Start position
	Score>0.8
	Antigenecity>0.6
	Start point 
	End point

	1
	GFLSIDSGYFSAKCYP
	124
	0.97
	1.3442 (Probable ANTIGEN).
	100
	115

	4
	CSLIEAGTRFNLGPVT
	1020
	0.94
	 1.2502 (Probable ANTIGEN).
	996
	1011

	5
	SILIEHKGTIIGKQND
	1323
	0.92
	1.3139 (Probable ANTIGEN).
	1299
	1314

	6
	KIVIDKENKLNDRCTL
	240
	0.91
	0.7207 (Probable ANTIGEN).
	216
	231

	7
	TSLSIEAPWGAINVQS
	834
	0.9
	1.1190 (Probable ANTIGEN).
	810
	825

	8
	IETYQTREGFTSICLF
	622
	0.89
	0.7253 (Probable ANTIGEN).
	598
	613

	8
	SPVQSAPVGHGKTIET
	609
	0.89
	0.6475 (Probable ANTIGEN).
	585
	600

	8
	KKVEISGLKFVSLACT
	1212
	0.89
	1.2227 (Probable ANTIGEN).
	1188
	1203

	8
	GVTQHNHAAFVNLLNI
	1146
	0.89
	0.9355 (Probable ANTIGEN).
	1122
	1137

	9
	RSESIMKLEERTGVSW
	879
	0.88
	1.0467 (Probable ANTIGEN).
	855
	870

	9
	TAPVNAIDAEMHDLNC
	515
	0.88
	0.9217 (Probable ANTIGEN).
	491
	506

	9
	TNCVIKGREVRKGQSV
	257
	0.88
	1.4788 (Probable ANTIGEN).
	233
	248

	10
	FCHQECQVTETECLCP
	789
	0.87
	1.1975 (Probable ANTIGEN).
	765
	780

	10
	KKRKTGSNVMLAVCKR
	714
	0.87
	0.6108 (Probable ANTIGEN).
	690
	705

	10
	QLDLKARPTYGAGEIT
	1184
	0.87
	1.4633 (Probable ANTIGEN).
	1160
	1175

	10
	GPVTITLSEPRNIQQK
	1032
	0.87
	0.7189 (Probable ANTIGEN).
	1008
	1023

	11
	SRNWRCNPTWCWGVGT
	962
	0.86
	0.8538 (Probable ANTIGEN).
	938
	953

	11
	TGVSWDLGVEDASESK
	890
	0.86
	 1.0673 (Probable ANTIGEN).
	866
	881

	11
	IGKQNDTCTAKASCWL
	1333
	0.86
	1.0596 (Probable ANTIGEN).
	1309
	1324

	12
	CRMSNHPRTTMAFLFW
	455
	0.85
	0.7394 (Probable ANTIGEN).
	431
	446

	12
	DNLIDLGCPHIPLLGK
	434
	0.85
	0.9226 (Probable ANTIGEN).
	410
	425

	13
	CWGVGTGCTCCGVDVK
	972
	0.84
	 1.4795 (Probable ANTIGEN).
	948
	963

	14
	YSLIIIGTLGKKIKQY
	487
	0.83
	1.0475 (Probable ANTIGEN).
	463
	478

	14
	GKTCEIDSTPVKCRQG
	364
	0.83
	0.9770 (Probable ANTIGEN).
	340
	355

	15
	IDAEMHDLNCSYNICP
	521
	0.82
	1.0593 (Probable ANTIGEN).
	497
	512

	15
	TVHVKSSDPDVVAAST
	1251
	0.82
	 1.0997 (Probable ANTIGEN).
	1227
	1242

	15
	DYYCNMGDWPSCTYTG
	1131
	0.82
	0.6774 (Probable ANTIGEN).
	1107
	1122

	16
	CVVSTSAVEMENLPSG
	763
	0.81
	0.8526 (Probable ANTIGEN).
	739
	754

	16
	NVMLAVCKRMCFRATI
	721
	0.81
	0.7419 (Probable ANTIGEN).
	697
	712

	16
	TLSPTEPSHARPPTVE
	100
	0.81
	0.6185 (Probable ANTIGEN).
	76
	91

	17
	FFMFGWKILFCFKCCR
	1386
	0.8
	 1.0328 (Probable ANTIGEN).
	1362
	1377

	17
	PEIITLHPKVEEGFFD
	1050
	0.8
	0.8952 (Probable ANTIGEN).
	1026
	1041
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