Table  MHC-I predicted epitopes
	Range
	Alleles
	Epitopes
	Start point
	End point

	450
	HLA-A0101
	YVITCIFCKALFYS
	451
	464

	1319
	HLA-A0101
	ASCWLESVKSFFYG
	1320
	1333

	1343
	HLA-A0201
	NFFIGILLFLAPFV
	1344
	1357

	1346
	HLA-A0201
	IGILLFLAPFVLLV
	1347
	1360

	1350
	HLA-A0201
	LFLAPFVLLVLFFM
	1351
	1364

	6
	HLA-A0301
	LSQGLKKYYGKILK
	7
	20

	783
	HLA-A0301
	LVLRKPLFSDSIVK
	784
	797

	1375
	HLA-A0301
	CRRTRGLLKYRHLK
	1376
	1389



Table  MHC-II predicted epitopes
	Sequence
	Alleles
	Epitopes
	Start point
	End point

	CYTINRVKSFKLCEN
	0.97
	OLJAODGG_0         SB
	322
	336

	LGCYTINRVKSFKLC
	0.96
	OLJAODGG_0         SB
	320
	334

	GCYTINRVKSFKLCE
	0.96
	OLJAODGG_0         SB
	321
	335

	CYTINRVKSFKLCEN
	0.97
	OLJAODGG_0         SB
	322
	336

	CYTINRVKSFKLCEN
	0.98
	OLJAODGG_0         SB
	323
	337

	TINRVKSFKLCENSA
	0.96
	OLJAODGG_0         SB
	324
	338

	INRVKSFKLCENSAT
	0.9
	OLJAODGG_0         SB
	325
	339

	LFYSLIIIGTLGKKI
	0.94
	OLJAODGG_0         SB
	461
	475

	FYSLIIIGTLGKKIK
	0.93
	OLJAODGG_0         SB
	462
	476

	YSLIIIGTLGKKIKQ
	0.93
	OLJAODGG_0         SB
	463
	477

	SLIIIGTLGKKIKQY
	0.93
	OLJAODGG_0         SB
	464
	478

	LIIIGTLGKKIKQYR
	0.96
	OLJAODGG_0         SB
	465
	479

	IIIGTLGKKIKQYRE
	0.96
	OLJAODGG_0         SB
	466
	480

	WIVRKLLQVSESTGV
	0.96
	OLJAODGG_0         SB
	551
	565

	IVRKLLQVSESTGVA
	0.96
	OLJAODGG_0         SB
	552
	566



Table  Physiochemical Properties of epitopes
	Protein Domain
	VaxiJen score
	Antigenicity probability
	Allergenicity probability
	Solubility Index
	Instability index
	GRAVY

		Structural glycoprotein Gn, nairovirus

	353 – 674

	



	0.5205
(Probable ANTIGEN )
	0.602357

	PROBABLE NON-ALLERGEN

	INSOLUBLE with probability 0.712662

	Stable
	-0.046


		Non-Structural protein M domain, nairovirus

	686 – 786

	



	0.3475
(Probable NON-ANTIGEN ).
	0.257701

	PROBABLE NON-ALLERGEN

	SOLUBLE with probability 0.724353

	Unstable 
	0.47


		Hantavirus glycoprotein Gc, N-terminal domain

	914 – 1241



	0.6071
(Probable ANTIGEN )

	0.934857

	PROBABLE ALLERGEN

	SOLUBLE with probability 0.825708

	Unstable
	-0.309


		Mucin-like domain, nairovirus

	3 – 79



	0.4643
(Probable ANTIGEN ).

	0.8569

	PROBABLE NON-ALLERGEN

	SOLUBLE with probability 0.592303

	Unstable
	-0.772


		Structural glycoprotein Gn, nairovirus
71-592

	



	0.5264
(Probable ANTIGEN ).

	0.5

	PROBABLE NON-ALLERGEN

	INSOLUBLE with probability 0.722398

	Stable 
	-0.064






[bookmark: _Hlk194500093]Table 4 Interface statistics for TLR3 and TLR9
	Interface statistics for TLR3

	Chain
	No. of Interface residues
	Interface Area (A2)
	No. of salt bridges
	No. of disulphide bonds
	No. of hydrogen bonds
	No. of non-bonded contacts

	A
	25
	1597
	3
	-
	7
	212

	B
	28
	1586
	3
	-
	7
	212

	
	
	
	
	
	
	

	Interface statistics for TLR9

	Chain
	No. of Interface residues
	Interface Area (A2)
	No. of salt bridges
	No. of disulphide bonds
	No. of hydrogen bonds
	No. of non-bonded contacts

	A
	28
	1899
	1
	-
	4
	274

	B
	27
	1777
	1
	-
	4
	274
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