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Fig.S1 Correlation analysis (A) and PCA analysis (B) between OsWD40-193 overexpression rice and NIP rice.
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Fig.S2 The volcano plot of differentially expressed genes in OsWD40-193 overexpression rice and NIP rice.
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Fig.S3 Correlation analysis (A) and PCA analysis (B) between ABF95813 overexpression rice and ZH11 rice.
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Fig.S4 The volcano plot of differentially expressed genes in ABF95813 overexpression rice and ZH11 rice.
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Fig.S5 Identification of transcription factors regulating OsWD40-193. A: Analysis of cis-regulatory elements in the OsWD40-193 promoter region based on the PlantCARE database. B: The proteins captured by DNA pull-down using OsWD40-193pro as the probe; M: Protein molecular weight marker; 1: Total protein of NIP rice; 2: Promoter + total protein; 3: Promoter -biotin + total protein. C: Phylogenetic analysis of OsDERF1 and its homologues in different plant species, OsERF017 (OsDERF1): (O. sativa, XP_015649307.1), SbERF060: (Sorghum bicolor, XP_002444319.1), ZmERF018: (Zea mays, ONM04337.1), TmERF039: (Triticum aestivum, XP_044320317.1), AtERF062: (Arabidopsis thaliana, KAL9286696.1), NbERF017: (Nicotiana tabacum, XP_016443748.1), GmERF017: (Glycine max, XP_003533795.1), SlERF13: (Solanum lycopersicum, NP_001355177.1), CsERF017: (Cucumis sativus, XP_004144051.1).
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Fig.S6 east two-hybrid assay verified the interaction between OsWD40-193 and OsJAZ12
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