Supplementary File S2. Protein sequences of the 17 translated re-annotated genes of RNAi machinery.
>Aqui_DCL2_p
MEDLVDDRVISRGAAQEVPHEEPFRLRSYQAEMVLESMAANIICVMDTGS
GKTHIAIDRTRAELERCQPEKLVWFLAPTVTLCEQQYEVFKSNLPGYSIQ
LFSGKDKIDHWTEQAVWDAVLLNVRVVLSTHQVLLDALTHAFVKMRRLAL
LIFDEAHHCTQNHPAHRIMSDFYMPRVGKAHEQLPAILGLSASPVMKAQA
TSEDLQQIENNLCSTARTPKMHRSELIRHVHKPHLIRIDYPVEDASHSHS
SLVISLRHVFEQYDLEKDPYMLELLKQQRDGEDVSKQLQKLFIGGKTYCR
EQLRSLVLKAEATLQELGPSPMEWYLAQCIAQFEQLVHTSDSQLLDWTVN
EKKHLLDILRGPTLMGNGMYESQPISLNRISMKIKLLIDLLIAEAKSDPG
FTCLVFVEQRIWLACIAEVLALHPQAQTLLRIGTFVGTSQNSKRKANVAS
LAEPRNQQATLDNFRAGKLNVILATSVLEEGIDVSSCHLVICFERPKNLK
SFVQRRGRARKQASKYVIFMPEVKGGRPPESWQALEEEMKRAYLDDERQV
KDAEERELQNEIGQRYFEVPSTGALLTLDNASQHLHHFCALLGSGPYVDT
RPQFDFTETPLGGISARVMLPISVDPAVRTATSLETWATERLAKQDAAFE
AYINLYRAGLVNDNLLPAPQELEQESEIPDHRPALVNVSTTFDPWPLIAR
LQQKDPRVYYRTLLALRVSESDGLPIYMLFLTPSPIPNISEMLLFWNESK
VFKVESTWLSGMALSEDEVTALKSVTYKILFSVFNSRMDANRHDFPWLLA
PCDATGHVNTDVCLPEWAERPVHATDLIAQSRSTANWGLLTRSGDQRVFL
PRAVTTDNSVQAIRLPKRRDFLHPVLATSARNDAYTKVEKIPASDCVVGG
VPFTYSIFALLFPSILHRFEVGIVAETLRTTILSPLYLHATNLPVITRAI
TSSSTDEDDNYQRLEFLGDCILKFFASLHLMAAQLGWPESYLTEKKGKIV
SNGFLARATLEVGLDKFVITKRFTGAKWSPRYAADLLAITEPAPKVQRSS
KLIADMIESLIGASYIIGGFDKAYLCLQTLLPHEPWSSVNAANTILYDAA
HAEHGILNLSLPEMLLGHTFTRKSLLLEALTHASFKGPNVHRSYERLEFL
GDAVLDYIISRRLYAHEPVLSHQKMHAIRTATVNASFLAFRMFETTVPEE
TTNKATMLPELQHRALWQFLRTGDPVLNSHRDVALKRHQVVREQVITGLQ
RDARFPWHLFALTDAPKFLSDIVESVIGAVYIDSHGDIPTCEGVVRRLGI
FDILERILRDSVDCLHPKERLGHLAVEKNVQYVRAHNEEAMDNNGGKRYK
CQVKVGGENVGGVEEGFKRLNAETIAAWRAVGILESSGDVAMADESEDAE
EFFDAAGDGS*

>Asp1_RDR3_p 
MRLSPRLLQGSSSRAGRSNGPQPTIADTLPHTPHHSRSGAALDNLILSLE
AEWHLGLKIRDSHWSPQKTDEKSISDKVYGQIKQLHYGAKPALNSVLENF
KDKAPGYAHDKRLELLNGLLKSETRSPVSRAGTPLNEPPKSIRSAQPSSG
QSSRPARLFDGYRRDGPESHHTAIDDPGSPTDVDDDDYYTPPSPTRSAVS
ARRHVGDGASSRASSRYNPRKRPSDNSNDSTSSPKLTKTSRGKQAVDLSA
AALVQQPLYPDLFKVPSLSMARSFQGHGNYNAPSSASTSFNKNDSVFSSQ
QTQATSANTSFMTDGANNDTTDWRARKSSVSLESLEEAEAITPLKETERK
AFELEKLRESDRMFSQEASRESNSTYGSVDEDIFLDITSRVEAESKTTSA
TDKSTTGPAQSSLPAMVSAPSNPRALDPPLAPQAESNKSPSRVAWYIRDL
PRSNLFVDELPGSLANYPYFLLFIGCRIAVANGVSISDVFNNVDFSAAQT
SPHLFWGKLAGNLLSSPRDSDAVWPAARKSFEGYTFKGNVVFETSRAGPP
FKLNLLPIEAENSCLLQRMFGSDRFLYLTFPSLQDSKMPHIEAHWKIWAS
NVHSFLGRKWRVFHVESTSPKAQSRKSGENVAATRVVLFATHGVGIDRPM
SLGEMLNGFYPFAENADQNFCKAYARLDLALSRTIPTFIFKPSQIRRIPD
LLADLTPEACEFDDRNLDWSEKPKERPVMNDGCAQISVGAASKLWHCYRD
ATGSDEPLPSAFQGRIGSAKGMWMLSAEPHTRDPAHLATWIEVTDSQEKF
ARAHADLADSRPYNPHRLTFNHVNHTFVHGARDLHIAFIPILVDRGVSRD
VIAELMRTRLDQDREQLMDMLDDPVRLHNWITKQGSATPPLGILPWQAAL
PLAVAERAKLLLRTGFSPRHSPFLAHALKGFVKQRQRRMEEKLRAPLGKA
TSLYGLADPLGVLKPGEVHIQFSSPFLDEYDRSTYRHLAGQELLVARQPA
CRRSDIQKMRAVSHPSLSHLVDVIVFPTRGEYPAAGKLQGGDYDGDTFWI
CWEAALVAPFLNAPAPMNTLDPRKYGIVKDTRKLNQVMNPRDLSTVEKFL
EEALAFRMQASMLGKATLFAERVAYHENRIHSETLSALYDVHDLLVDAAK
QAYRFSSDNFSQLVQRIAKCRNPNEPAYKEAMDANKLKAIGKYDKTTAKG
FRPKPENVLDFLYFDVLRKHNADTRLALEMALPKEEDDDPDLQAPFLQLQ
AKVDDTIKYELESLLTGIAKVVRHWNSNLADKSQQLPAEKYNKLVNTCYN
NFRSLMPTPEKAARPEIAPLLFSYLGPKHPTIWETIRASALYTTYPKKRA
FVWAMAGRELARLKAGTDTNTYNVVPGVFADLKTKPSKLVKPENGDNDES
EDDFESAF*


>Asp1_RDR2_p
MQRIEMPYRIVEAMAICSRHAALTLTLWEPPRFYQADNSALIDAMASLS
IGRRTTIPQRSRLVQPVDTTSGHPDILGQLLIYRICVSPVDFDLMTTRLH
EQAILTMYYRNITVMPLHRRKGLYQGMDDLKKSIQLCSSRVPFKVLYQME
ALVRNGFLPPWTVRQLLDRMKQRYTVVHDLSRDATIKDSSIMARAVKKLF
SQIPFPGPDVDSSVFDVDEIWKFLEDNERSIKAGFTNDLISDKARSNLAM
VHKVSITPTGMTLHGPEPEAKNRVLRRYPEHTDHFIRVQFCEENGADLQF
NSKISNDHIYQRFGSVFKNGIYLGGRAYGFLGFSHSSLRSHTAWFVAPFV
HESALQTYFSIISFLGDFQDITSPARCAARIGQAFSETPLAISLAEFGIQ
ACEVRDVTSKDGSRVFSDGVGTVSESVVEAIRATISQRKGTPTCFQIRWA
GAKGMLALDTRLEGDLICFRPSMIKFHSKASSDLEICDIANKPIPMVLNR
QTIKILEDMGVQDSWFLRRQDERMRALQLITAHIANTVHFLSRQKVASLI
GFPQLLRRLDSIGIDYRADQFMASVVEATVLRELRLLKYKARIPVPQGVT
LFGIMDETGYLNEGEVFVTFDNAHFIQDDSMDLDDCRMIITRSPALHPGD
IQLATNVIPPDHHPLRSLRNCIVFSQRGERDLPSCLSGGDLDGDIYGVIW
DPAAVQGCIRTYQPADYPRVQQLDIGRVVQREDMSNFFIQFMATDQLGVI
AVKHMIVADQRDAGTVDPAEMHSTGVDYSKTGIPVNMALLKQVQHSRYRP
DFLSPAPPANIKDRTEICFDEVMVVETAEEDEDDDEGPKYLTYRSDKING
KLYRAIDEEKIWYRDIKISVNRSIAIWDETFRHLVAECNKTVGGFHYAHA
IGEAWEIRYAYEDAVSNAALEYSDHASKEITELEVFTGTIFNSSGVQTPR
QRDGSVRLKDEFDRILSWTASMIRKGSHLSAASSEDILALSVACLDVGIA
SSQRATRLSMGRRKARLESFRVVAACCAFKELDAAVGRTAHFSTR*

>Asp1_Ago2_p 
MAERGRGRGDFRGRGRGDGGAGGRGRGGGGFDGGGGGRGRGGYDGGGGGF
RGGDRGNFRGGDRGGFRGGDRGGFRGGRGGFERPQVFGGGANVPQPDAEV
IKLENAMVKGDLSAALAASSLDIKLPARPAYGTNGKAIVLYTNYFELKGI
NPNTDLYRYSVAFQPDNELPKPKKKRLVQLLLRTAPFAGLPIASDWAQIL
VTPKKIPLEDKRASYKLEWYPEDGEPLPAPSPDESDGIKKARRKNAHTAL
VEDIGSVSVQELVKDLAQPTSNYPLKLETIQALNVIMANGPGSDRSIATA
GGNKFYPFGNHPQLQMAPLGGGLDAVRGYFTSVRTSVNRILVNVNVATGA
FYKSGPLLDVMSDFMNGGIASNVFQQQKMAAFVRKLRFETNYIPETEKGK
PKKDSKGRIITKRKVHTICDLSRFGQNATNVQFGEVDANGTVRQVTVQAY
FLSKYNIKLEVPQAPLVNYGMPKDAKWIPAELCSVLPGQIARRLLLGPQT
SEMIRFAARRPHENATSITGDGLKVSKIHPVVNGVNTALSQFGIKVNPSL
MTVPGRILPAPQLQYRASSTCNPRNGAWNLDPRQLGEKPFRVAKTLGVWN
TLVINSGQYDTIRGGMNGIKQHLNAFCETLRTYGLNPGTVQTPVVINISP
NDIGLNKNVAKVQQEISDALRKQFKAKPNFLFVLLPSDNAVLYDCIKFVC
DCKLGVPNICNIGSKFSKEKGQMQYFANVAMKFNQKLGGVNHTVELKKMA
PLDSQTILFGIDVTHPSPGSSDSAPSVAGVVASCDSMFSQFPASMRTQRG
RQEMVEELEEMIIERLKLWQKRNQNKLPNKVIVYRDGVSEGQYRIVLESE
YPAFKKAFDRLYGVESKHPKISIIVVGKRHHTRFYPTKEEDTDGKTGNPQ
PGTVVDRGVTGEKLFDFFLLAHQGLQGTSKPAHYVVLKDDIKLGADQLQS
LTHSLCYTFARATRSVSICPPAYYADLLCERGRSYLQGVLKGDGSTTFSA
AEWQKDVHPALMESMYYL*

>Asp1_Ago1_p 
MGAPAKKRAQAEKNAQGSSNDSSSASRDPTQRSIPKSIPRLDGNRDPTLA
APIEYTRPVDLKNISEFLGAGGWYAARGITVPSSLPQRPKNFNTFGKETV
ITLNTFNVVKTPDTVVHQYDLHFTGDAQDYTKRVLLKKIFNSKGVKQALG
EPSNLWVWDGNKLAWMREWPSQQYTQIKKSFFQRGEQRFDLGNGVEAFKG
VFASLRPVLDDKFQKSLSVNVDVANGTFWRAQQLTRAIGQVFNCTPQQFQ
TRFKEARRDWKRSHLKKDLRVLRRVGVSSTHTKEPVQWTIDDFEDREATE
VTFPDPDDRSKKITIAKYFKQKYNVTCIPGLPVVKMTKKIRKENVYLPMD
VLSIDANQRYNTKLSDKQTSEMIKFAVTLPKERWAAVGHGVKLLNWANDP
YLRHYGLQVSTTPAKVKARVLPSPNVHFGAGSKEPQLNPRDMLAGRWRLD
GRKFAMNNKNNPIKAWGVCAITGRGSANPQAVQAFFQKFVQIYESHGGMV
MAHPQHGKTPWMGPGNLADGGEMVQKVWNQTGNRYNQTPNLIFFVVNDRN
VDVYRRIKKSCDIRFGVASQVLQAKHVLSASPQYISNVCMKVNAKLGGCT
SVAKSNVIPKVAPKSASIPTMVVGADVSHPAPGAGSGEAASFAAITVSAD
QFFAKYWAEVQTNGNRVEMVTTSNIDEHFGFMAKNWMQRIGQGKPPQRVL
YIRDGVSEGQYAAVLEEEVRDMKECFKKLGCKEIPKFTVVIAGKRHHIRF
FPENGKGDRNNNPLPGTLVESGCTHPFEFDFYLCSHVAIKGTARPIHYQC
ILNEGEWMAAELQSFIFEHSYHYMRSTTPVSLHPAVYYAHLAADRSRAHL
NDNPVSSGKKESKADQQSSTGSSSRNVEIAPLMAMQNARGLKEVMWYI*

>Asp1_DCL2_p
MEDLPGERVISRGAAREVPHEEPLRLRSYQAEMVLESMASNIICVMDTGSGKTHIAIGRTRAELETCQPEKLVWFLAPTVTLCEQQYEMFKSNLPGYSIQLLSGKDNIDHWTEQAVWDAVLLNVRIVLSTHQVLLDALTHAFVKMQRLALLIFDEAHHCTHNHPAHKIMSEFYMPRVGKADQQLPAILGLSASPVMKAQATSKDLKQIESNLCSMARTPKMHRSELMRYVYKPHLIRIDYPVEDASHSHSSLIVSLRHVFEKYDFEKDPYMLELLKQQRHGEDVSKQLHKLFLGGKTYCREQLRSLVLKAEATLQELGPSPTEWYLAQCIARFEQMVHASDSQLLDWTVNEKKHLLDILTGPSLMGNRMYESQPISLNRISLKIKLLVDLLISEAENDPEFTCLVFVEQRIWLACIAEVLALHPQAQTLLRIGTFVGTSQNSKRKVNIATLAEPRNQQATLDNFRAGKLNVILATSVLEEGIDVSSCQLVICFERPKNLKSFVQRRGRARKQASKYVIFMPEVKGGRPPESWQALEEEMKRAYLDDERQVKEAAERELQNEIGQRYFEVPSTGALLTLDNASQHLHHFCALLGSGPYVDTRPQFDFTETPLGGISARVMLPISVDPAVRTATSLETWATERLAKQDAAFEAYINLYRAGLVNDNLLPAPQEVSRESEIPDHRPALVDISTTFDPWPLIARLQERDPNVYYRTILALRLPESNGLPIYLLFLTPSPMPQISEIPLFWNESKVFKVESIWLSGMALSGDEVTALKSITYKILFSVFNSRMDANRHDFPWLLAPCDLTGHVDTNVCLPGWAERPIHATDLIAQSRSTADWGLLTRSGDQRVFLPRAVTTDNCVQAIRLPKRRDFLHPVLATSAQNDAYTKVEEIPASECVVGGVPFTYSIFALLFPSILHRFEVGIVAETLRTTILGPLDLPATDLPVITRAITSSATDEDHNYQRLEFLGDCILKFFASLHLMAAQLGWPESYLTEKKGKIVSNGFLARATLEVGLDKFVITKRFTGAKWSPRYATDLLAITEPAPKVQRSSKLIADVIESLIGASYIIGGFDKAYLCLQTLLPLEPWSSVNAANAILYDSAHAEHGFLNLSSPETLLGHTFTRKSLLLEALTHASFKGPNVHCSYERLEFLGDAVLDYIISRRLYAHEPALSHQTMHAIRTATVNASFLAFRMFETTVPEKTTNKASMLPELQHRGLWQFLRTANPILNSHRDLALKRHQVVREQVITSLEQDARFPWHLFALTDAPKFLSDIVESVIGAVYIDSQGDISTCEGVVRRLGIFDILERILRDSVDCLHPKERLGHLAVEKSVQYVRANKEEAMNDNGGMRYKCQVKVGGENVGGVEEGLKRLNAETIAAWRAVGILESGGDVAMVDESEDKDGEEECFDVAGDGS*

>Ztri_RDR3_p
MKPLKLSLPYRQKGNVTNGSVTHADDMSRKRRSSELQQDIQAHRAPPARV
HTSPTKHGHFRLTQSIDQDLETLCRGANISLSDDKRASAAVIGVKQQICD
MFRLLWYKNKPALEQAINAFLDDVADYTPLAPIFGGQEHDRKLENLRQKL
SGPAKDKRDELRTPKAVKTKDVGHRSDDREDTPLSPPSPSQGRGLKSAFK
TAKSAPPQPPSTKMPPPPQKPDPVISFESTLTRKSSFESTNAGSVLSANT
ALTSFSEAPGAQRISDYGSVVPTDLLDALTQESITKVRESNASSLGTEIW
GSSLNTVDWDRAENTEYIRSQGTITVLHGDAEPEQVADAIVEAPADPRLM
RFSPSRGFAQLQIPDSFANLPFHVQWEAHRVLQLNKISLDEVISQWQPQS
LARLYEIAAHHKLNFRPGFDAHEPPSFEEVTMNGQLRFAKSSTGPVFDMF
LQAPKQEVSCDLQRKYGADRVLYLSMPNIFKTPQLHAGRDVSRKFQDMAT
RPQFFCGRQWIMYSLQPNKMNSKSKTRKSQAQEQGTHRIIFLAIEGLDVA
EVFDYLLPYQGNRHQSACKLYTRLDLYVSRTKVGTQFDEGDVVFQARDQA
ATNELDNDPYRDPDLSFYDTFVPGKVMSDGCAELSRHAYWKICEQLGGDH
TRSAFQARIGGAKGVWYRAAEIDGSFDVGKPPGPHITIVQSQIKVQRDSL
EDCDPDQRKFNVVKANSYARPSLLHAGFMPILLDRGVPRQVMLDVARTQI
KAEVDACEAAIVSPDPLAFRMWLHSQNELYEERNRTRDGGIDTVAGWPIR
REERIIRLLESGFVPTQCPYLARDVIDLVKYTFDLKQRNFKIRLGRSTTL
MGIADPKGCLEPGEVHVNFSAPFIDPVTKEQFQNLSSPEVAFGLVARNPA
MAAWDIQRVRFVYKPELKHLTDLAVFSSRGHRPLASKLQGGDYDGDTFWI
CWDRKLATLFKNAPAPWSDREAPIRHSIPSVEQLGITRKTQRLDDFVEDP
RDLGQWCHWLGEMGIARLTPNLLGQVTKLHERLTYTTGDINSYHAKQLVY
LHDCLVDADKQGYEFGFAALNDFKKSIELPTDLQDPRYWKYTADDNENDL
EKQSTTYNVSKLNFVPTRAGKEKNIIDEVYFDVAEPLIRECLARVEDVLC
FEAQDDEDLTRFYDQTWDSASEGSVIRTELQALKKRLQEVRSLWGELRVP
NSWFDLLTQVRQRYDEIQPQDVTHPTVVEWLRRQGNRPTMWDQLKACAFA
KLFQRKGKTPGQLVFSIAGHELCEIKATELGPTRTMCDNQYRQLKLRKAK
KVEVRDEYEFDAGADVPDKQLDDDEEVEPTDYYWGIRVDGIV*

>Ztri_RDR2_p
MDIFVQNVPDHATRRHIEDFFRNVFSDCGIK
KFHAEKLGDKPLANITVLDVAAAQVFLDRYGRTQHPRRGQPRLHWGGKYI
IVSRSKNEVSPWALKSLADTPQKSQPSAVECLPGTKGQASASFPGITLQC
GRWEYVKVGGQNAQLVFVSEFTDNRPGRIVVGSKEAVILLGPDGSDQCRI
DFSYHPSDCIDIVVGTYEEPSITFNLNKAPKIYEVPAFDELAAQMTALLL
GPRAQKPRPPKKIRLSGINNVHQKVAGTCWAYRFVLEDARKLPDLRKLLA
KNAKMCSVQALKTKTTYPKDFLEDNFIRLSHELTRGTWPRKPFTVHYQIE
RLARNGYLPPLTVIKLLPKISILYDTYGDDPVCAALRRLSRDVPFPGPGT
QAHDFTVGSLEEQLGDFASSYDEYAPDNPYELTRRHTHINLVHKVVVMPT
GLRLEGPEPEPTNRVLRRYAKYTDFFLRVEFRDEDGATVRYDPRTDLHRV
YHGRFKTVLDSSILISGRAFSFLGFSHSSLRSQSCWFMAPFVFNGSLRYA
DHVLQDLGEFKMIRTPAKCAARIGQNFTDTNTSVELRPEQVYWLNDVERN
GRTFSDGVGIISMELLQSVWRVYGTRRLLKPTILQIRFQGCKGMVSLDTR
LRGKCLALRKSMRKFQTETTWDLEICGAAFRPLPMILNRQFTKIFEDLGI
PLSVFMDLQQKSVDKLRRMTHSAINTANFLDETECTKAARVPSLIRYLGQ
MGLDYRHDPFLYNVVEMSVVSKLRDIKYRGRIPIDDGVTLYGIMDETGVL
KANEIFVVTEKAPLGGRSVLVRNNVIVTRSPAMHPGDVQIVNAVDVPQGS
PLRQLSNVVVFSQHGDRDLPSMLSGGDLDGDIYNVIWLPQLVPEVTYDAA
DYPKVPTEELDRDVNRKDMSDFFVKFMESDQLGMICTAHLQIADQRERGV
LDPDCIKLSAMASTAVDFSKTGIPVNLAQMPRYDRCKPDFMAPSPRVIVS
EQGYIAFEDEDEDEDVAFEGIDTERRSYRFYRSDKALGHLFRAIDERQFI
DKMQVDRAAYPRDNGQELMETVLEYAQRWADQYGVLYGHHRTLARNIRAC
YDDALANLLVDYEPSPHSPLSEIEVFAGQILGRVAGPQGNTLRDLAKTMR
ERFATVVEHTIVRITKGDEAMKDAEYMDELMTLEDDEHYDERELEALPRA
LACLEVAVNESGYKDRKVGELNSFEYVAAGVCLRELDRYRVTTFGSLSGL
PRV*

>Ztri_RDR1_p
MEFQTLITGSGNRQPENGLNGHEPQGTAASPGSGGGERQSTPTRTDSPQN
PSRASPMSRMATPPHMRSLSGSSNPAQNTSVHTRSHPVTPPGSGQGTPPG
SRSQTPTPVGGAAQWLSVASALAPNSRNQNHNSRNNTPNRNRNNNHNRHN
SQRPRSPMNKLELKIDLVGIPLRWTTFDVHQLMMPYGNVSYIALRNPQTL
HQKAVVFFRPAPADVSWAGTSIPWNGPNGQVELFRTYNNTDRVTQMYYNP
EGSRSYPMNTLLSVKDMKMGVMRSEDEMLVLHSIAAKGTQMMLDLREKTL
QLSFAIRTRTTGKDGAPKEVDRSFKISIDMVLLHKMHLVHGSDGCTSLVI
TTDFPSITTRKTTNIRATHNVKQSEWKEEWSDFRQTDVDQNPMRRSSAIQ
IRKSGCIIDTGRWRTYKITFAGDVASSEAFLDVLQALRDHNVVLETQEDL
TFNEVPPESLWKWQEALAPPKVAGEAVSSLFDMLQSHLAFSVHYQLEVCI
SVGALHESNIDRAFLQRLSTIETVRAVKMLEKIADEGKRIYKPSDIFSLH
NRVSVVEKKRPAYCTKIPAANITPTTIYFATPVLETSNRVVRNYKKYEDR
FMRVKFTDEKHKGQLQSQDGQAMNEVFSRIKQAMTHGIRVADRHYEFLAF
GNAQFREHGAYFFASTPDLNANMIRQWMGNFTQIKNVAKYISRLGQCYTT
TRAIPHSVNVERIPDVERNGYCFTDGVGKISPLLARMVADHFRLDNCPSV
YQFRMAGCKGVLAVDPSLKGMTVQIRPSQEKFPAEFHGLEICKMSQFSAA
NLNVQLILVMSSLGVPDNVFVNKYRDMLADLALAMTDEEMALKLLQKNID
FNQMTIYLATIILDGFMATKDPFTISCLRLWRSWNLKYLKEKARVFVDQG
AFVFGVTDETGTLQGQFDGFKTDEGDMAVPPTLPQIFLQIPDPNAKGGYT
VIQGPCLFARNPSLHPGDIRMVEAVDVPALHHLKDCVVLPQTGDRDLANM
CSGGDLDGDDYLICWDADLFPPVSEWNYPPMDYTAPPPVLSTGPVTVDDM
TSFFVNYIKNNKLGQIASHHRFWADKEDDGVKNEKCLQLANLHSLAVDYV
KTGVPATLPVELKVKARPHWAEARGQSYTSRKVLGQLYDEVKLDNFQPAW
ELPFDARILTADTPTPELIAGATEVKAEYDETMRRIMKQYGITNEFEVFT
TFVQSHHNDINDYKFYEKIGEVSMNLRDQFKEICYTKAGTDSVQREWSKL
KPFLIAMYTVTADQVTAVVASSHETVERGGRQVPKMSLTFATVPLMSFPW
IFASELGRIANGRDDPAYHHIGATPRPTLPKKVGKGKQALADLIGEGEVL
PDLPHIKVEDRVLGRGQVLDLYHGDQPRAPVDMAMDEEMHALMRETRTGG
HVEGVQAHTTGHPQGQPADEATEAPSSPINVQLTTTAPPAAPHAAARTAV
PSPENSMPAAAVRAQTLSDPPLSAPEPAATPQAPAQVNNVGEAASGSPQL
TMNSTSPAHAQTDVADEEDGEEVELELSLEDNPSRNWMMEEGEESD*

>Ztri_Ago2_p
MSGNPRGRGSGRGGESGGRGGGDRGSSRGGRGGDRGGRGGASGGPSSEQPKQMAMRGGPSRGRGDRGGDRGRGTGPPRGPHGGGGGRGGGRGGIYDPGEPAPAPDARVHKAEDDLVKETKGKIIDGFPGRPGYGTQGKQIVLRANYFVIATAFEQNLTEQPLYRYELSVSGEVSKPKRRQIFEEVLLHPVLKDVGWGTDYATILVTTKELDIKKHMGGSSEMKITLSRPGGQQQQQQENPPDFVQEARRRNTFLASLNYQGSFNLRQMIEYLRSPSAGAMYQGSADLIQMLNIIVAKPPNSSPTVRNIGQNKFYPFHGHPGMESANLGAGLEALRGYYSSVRPTVGRMLLNLNATSGAFFKPMRLFDLIAEFGGGKPLDQIEAFIRMLKVEAKYVKDGQTKPFMVKTKSIVGFARSIGKVKVKRFGNAREVKFSFEDRSKPGSSAQEISVFDYFKRHHGITLQSPDRPVLNVGTPGDPQYLPAELCTVLPGQAYRRLLSGDQTTEMLGFAARFPNLNAMSIAGTPQTPGTALRLLRLADPAGSGDPQTGSVKPFGISVSTKMITVPGRILAAPQIKYGNKSLNPRSGSWNSANQRFVKPGKFDGWQVVILNVRGNRGNALVPEPTQYQPDISRPAKLIDDFAKFLKDYGIQMGTRHSTQEHLLEPLTMQNREQNDKQLKQIFANADAKRAAMMLVILPANDKWLYARLKFHGDITYGIGTVCAVGSKMQKPNGQGMYFGEFDQVKQIFNPADTPAQGNLALKFNTKGGGVSHSVNNVIAPVDKNTMIVGIDVTHPSPGSSEGAPSIACMVASTDSQMFAWPGSIKTQKGRQEMVDGIEQMMNERLDLWQKHNGSKLPTKIIIYRDGVSEGQYMTVLKEELPGIEKAFTTRYGAKAKHPKLAIIIVGKRHHTRFYPTREQDADYDPQRQKGNWNPLPGTVVDRGVTSKILREFYLQAHQGLQGTARPAHYVVIKDEISFEADQLEQFTHHLCYLFNRATKAVSICPPAYYADLLCERGRSYLFTALAENNTSESKAFDSSTSWSGEIHPKIKNTTWYV*

>Ztri_Ago1_p
MAGAAKNRVQKERAAATPSQQNRSSSGENSSSGKASRSVISDSRSIAPSR
GGKSTRGQGYDGNNDEAPAGPTGGRNPNSSKVIVDPRNLDLGGYAWSTIR
GQEISTTLPTRPGPSKLGQAIKVGLNTFHVESFPDKPVYQFDVTIGKGDE
KRGAIAVVWKSKAVQAAVGPKAIFDGNKLMWSDRPIDREIRLTVNMSEED
GRPPGKDPNKNIFRVVIRQTNTVRFDTLKAHLQGKASFDNGCLEAINFFD
HLLRHYPRLKYTPVKRAFFAKGESRYDLGSGVEAFKGVYQSLRLVHPGRL
SINLDVANGTFWTSLALTLAAVKVTGARDIADLSAMLSRGGQSSRGAQAL
KKLRKIHVEAKHRNSTEPDHYCIERFEFKGARNTTFDKEDGTKISVYDFF
AKTYNIRLQYPDLPLVKATKGKNTYLPMECLVIKENQRYNFKMDERQTSN
MIKFAVTAPPERWTAIEHGLKMLSWSEDPYLQKYGVKVNPKKTVADSRLL
TAPKVKYAAGDANPGTSGRWDLKAKKFLQSNPLPLKSWAVCVISGRRGGK
PDKAVIEKWISEFCKGYIGLGGKVENKNPAMSLASGDDAANWVTAAWNAA
GTQSSARPQMLMFILPDKDSVTYGKIKRSCECRYGVVSQCVQYAHAQKAQ
LQYIANVCMKFNAKLGGATCRAMGKTSSGPTGLFTSPTMVIGADVSHSAP
GVDAPSMAALTVSTDKLATRYAAACQANGYRVEMIATEVINQELKPMVQH
WMANVGNGKLPQTVYYLRDGVSEGQYQQVLQYEVADMKALFKMADPNNNT
KFVVIVGSKRHHVRFFPERGDKHGNAMPGTLVESGITNPIENDFYLCGHH
ALKGTARPVHYYVLMNEAGVSNDFLHTMLYEHVYQYARATTPVSIHPAIY
YAHLASNRAVPHEADWGASDPAPSKAGSGSQGNTSSGAPTEFKKLLPMPN
QGGICTSMWYI*

>Ptri_RDR2_p
MDIFIPSVPQDANHIELQVFLKDKLNQFDIVVFEIRKFRGQNGRSSWAIL
TVPSTGNGNRFLQQYGSRGRQVPLRTMVFQGQNLTFRMNNKPGQPDPLKV
KSLQEKEAAMRSKMGSQAPKPQTSGRSTLAFQTLMTGVWDYDDMGKLVFD
QKFKDRRQGYVTFGKSALVLYLQAGNPINWHCRIDIPYAIVEHTIPSFEN
GRHGSITFTLKSPPKIYNIQSTDDLHLYAGMDAPQMSDVLASLARLNLGP
KERTLRLERLCALSPEHTKNSALCMVYKIAFPNTENAGLAWNFVKDFSVP
AVYCWKTMVPKLKTFSIEDEYRVVERKLCSYDPSIPQAFSFAVRYQVTAL
MLEGTITPLNIIKLLPYVYHLAKQHGSDLTANAVRQLGQQIPTPSPQEDA
KSFTTQKLAHNLRETILENEKRELIARELNVKQKKHHHLALTYKATVTPT
GILLRGPDWDVSNRILRKYGTRTEYFMRVFFADEDGLSVFHDPRASQGNV
YERFRSVLQHGIFVAGRTYQFLGFSHASLRSHQAWFMAPFEMNGTMFRAR
DIISDLGDFSHIHCSARCSARIGQAFSDTIFSVPVPSTAYVTETKADIAR
NGRTFSDGCGTISLEILRKVWNTLPPERKAQRPTILQIRFRGAKGVLSLD
ESLVGEQLHIRQSMTKYIAKETWRDLELCGAAYKPLQVFLNHQFIKILED
LGVPARNFKAVQDEAVNALKMITEHPLNAASFLEYSHSGVYAKVPRLFEL
MHQIGLSFHADRFLTDIVEVAAMTNLRSLKYRARIPIEQGHLLYGIMDET
NFLQEGQVYIATQDYDKSGKLRRRILVGERIVITRAPALHPGDVQLVTAV
DVPEHSSLRALHNCVVFSQRGARDLPSQLSGGDLDGDLFHIIYDQRLIPD
FTMPPADYKSNGAKDLGRPVEVNDIVDFFIEYMNMDRLGQISNKHKIRAD
KSTGTNDPECLLLAQLASDAVDFSKSGISADISKIPRGFDHIRPDFMAPG
TNLVVNELGAAELEELEPDDIDDPDGVSVLDADKARSRYYKSDKILGILY
RDIDERKFFNRMKNDFETFRNRWGGESLIQKLKRYIQRETRGVMWDHHWD
LAERLRETYEANMLEIMDTLRPTRGAPLTELEVFSGSILGKKERAPSRYI
REANLEVQERFNRDVSAMIKRIQLGDGDWVEYEDTEALPRSIACFMVALE
TQGWENYRNLKSWKYVAAAVCLEQLWKYNNGKLRAL*

>Ptri_Ago3_p
MSNAPRGGGDRGRGNFRGDRGGGRGGGRGDSGGRGGGRGDSGGRGGGRGD
FGGRGGGRGDFGGRGGGDRGGGRGGGGGFGGGGRGGPVPNEVFANPGVIN
PKVAKVEDAMHPIAKKTLDLGSLKLSEGNPTRPGYGTKGIKVELTANYVE
LLPPSNMVLYRYDIDVSPEATGRKRHRLVELLLQTPEMTPYKGSVATDFR
STMVSKTKLKHDEDVIEVQYRSEGEDDPAANAAVYKIRVKYTNTLSVGDL
VDWMNSTNTAEFGDKQDITQALNIFINHYAKSAKTLATIGSSKSFSLGQN
ATKGDLGSGLEVIRGFFSSVRVATCRILVNINVSHGAFYNAGSLPALMNS
YGTRNTIALEKFLKLVRVQTSHLAEKKNKAGQVIPRVKTIFGLARKDDGH
KLANRPRITKHGAGAKEVEFWLDGEASAPAPKPGAEGAKGKGKKVPTKGP
ATSGRYISVFDFFKQTYNRVLKNPELPVINCGNRENPMYLPAEVCNVVPG
QPSKAKLDGSQTQQMIRYAVRKPWENARSIQNEGIATVGLDANTNLLLRS
FGLQVGPGLIKVPGRILNGPKVIYKGNKTADPRFGSWNMINIKFNTGSTL
AKWSYVMISLPYARDSFDSNGLMRVMQEFHQGLIKIGLTANAPLPGQRLQ
LQNPDDSNLGPFLKRAADGLDLLFIVLPEANIPLYKRIKSIADKEYGLHT
ICSVGSKLAKDRGRDQYIANVALKINLKLGGINQIVENKNLGIIDQNKTM
VVGIDVTHPSPGSASNAPSVSAMVASVDRFLGQWPATLRIQRGRQENVDA
LGEMFKSRLSLWKTKGKHTTLPENILMYRDGVSEGQYDMVLAQELPQIRK
ACEETYPATDTKKGLPRITIVICGKRHKTRFYPTKDQDCDRSGNTKPGTV
VDRGVTDARNWDFFLQAHAALQGTARPCHYYIVHDEIFRQIYAKQIPPPF
GNIADIVEDLTHNMCYLFGRATKAVSLCPPAYYADLACERARCYLASLYD
TPTPSAAQSLAGTSVAGGAGAAPDASDVQIHPKLRDTMFYI*

>Pmin_RDR3_p
MSNNRPPPSQGNRGQSAGLAPPAPTTPSKSGKELYALIHSFSEQWQLGLV
RDKNWSSTKSPKDVPDKVYTHLKRLYWQGDFHEVVERFVLQAHSQSGTAH
AVKTERLQLLRDIVRDVDVAKGRSPGSRAGTPLGRGNLIPGLRALRTDQF
STSRSRPSAPSGQHHASHTNDGESNDASFDPGSPTDEDEPNPSPIASSKS
AQRRIQASPRYQVGASARKRPLGGSGSDHGNSPKLTRTSKGKQPTNDNAP
DSAPSVFKKPRLPEPFMGMPNLGSSSMSAQPEAVDSFASTVNNSFNTNPS
SQQTLVDTPGTSFAFDAYDADVRYPKLRRTSSTTLGSFKDQDLFDTEDPS
EAQIHREQRWRMEELERIYSSQDLPPRSSSVYGSVDEEDMWEKSFEVEAE
GCVSPVPTRQSLTGLPIASSPSKGPAGSIKRLPKPSAENSPFNRPSQHND
RSESRVNPSAAVGVQQPRYTVSGNSPAKALSQSPSKSFNESPSKLPHYIR
NIPDQNLFNEPLAEDLKHFPYFVLFICSKLASEHSIPLSMLLEGVEASSA
LADPPKFLEQVCENLSLPRDALRDEQKYWSAWKRDFEGYTFKARIDCNDL
GYKISPSPVFKMSILPIQAERSCRLQRKFGSDRYLYVNVPAFGVDSARYT
QSDWKNIELQFRLWCNRDHSFLGRTWRVFHLEPRMKKKGRITDDLSAQRI
VLFATEGIGIEKPTITGSMIDWFFPFEKNMDQAYPKAFARLDLGLSRTIP
TLAFKPHQVIYVKDILADDTPEDTSYNDDTIGPWPRHYPKGAVMNDGCSL
ISVGAAQVIWQEVRKITNSDEPMPSAFQARIGGAKGVWMISAEPSSATDD
DRKIWIHVSESQLKFKPRREDRFDDLEFDPLRLMLEYVNHSRRPVPSGLH
ISFVSIMFDRGVPRNVIADLMVNQLDDKREELMQILPNTERMYHWVYQEG
PSNAGGKSPPWQGAMYQSLQEKIKHLLESGFTPDQEPYLADCLWHFIRQR
QRYMESKLRIPLYKSTYVLGVADPLGILEPGEVHMEFSTPFTDEVTGGRL
RSLENMDILVSRQPACRRSDIQKVRTVRHPELSHLIDVIVFPTKGQYPLA
GKLQGGDYDGDIFWVCWDQAIVQPFKNAPAPVVPPDPAQYGIQQDIRKLP
QIMDSADLSTVNSFLAEAFEFRMAPSMLGIATSHLEKMAYYENQVSSNRL
DALCDMHDLLVDAPKQGYKFTEKDFRHQTINALRCGKPRKPAYKEAMEDC
EKNDDTEKTRKKDYKPKKENILDYLYFEVIRKHNVVTLKRVKDFFPKEFG
ENPDLVLQYPYLHLREHGGPEVQEELETLYNRLKIVEAKWLDMTKDNRAK
EKPDWYKRAVETCYAKYRAILPTRVDHPDIKPWVHPFSRPQYSVWDEIRA
SAFYTNFTKRHKLVWTVAGKQLAELKAASYADSTRVVPNIKVIMKPRAPK
APNLIEDESEDEFEDAVEEIVEEL*

>Pmin_Ago3_p
MSTGYRGGGRGGGGGGFRGDRGGGGGGGFRGDRGGGAFRGDRGGGRRGGR
GGGPVPVQVFPNQQQQNPKIAQVEDALLPVAKKTLDLSTLKLSDDYPTRP
GFGTRGTKVLLTANYVELIPPSNLVLHQYAIQTSPEAAGRKHKRIMQLLL
ESPEVAPHKGNVATDFKSTLISKTKISDQEQIDVEIVYRSDGEDEPGTGA
STYKVRLLFVKSLSIRQLTDYLNSTNLSNAVENKHEFTQALNIFLNHYAK
SANKLASIGSSKAFSLSQNTARADLGAGLEVIRGFFSSVRTATCRILVNV
NVSHGAFYQTGPLPGLMGSYGTRNTASLEKFLKLVRVQTNHLPEKKNKAG
QVIPRIKTIFGLPRHDDGHGLPKPPKVPSHGAGAKDVQFWLEGDGGPNAT
KAKAKGGKKEGPATGGKYISVYDFFKTTHKRVLKHPELPVVNCGNRQNPM
YLPAEVCTVISGQPSKAKLDSRQTQEMIKHAVRKPWENAASIVQQGIQTV
GLDEKSNILLKSFNLQITPGLIKVPGRVLNGPKVIYKGNKSTETRFGSWN
MMNIKFNAGATIPDRKWSFMMIAWQGGRDPFEKPQFDAVMREFHQGLITI
GINAGAPLPGNRIPITYPEDPALDAAFKRAQGAGLQLLVLILPEASIPLY
KQIKTLADKVYGIHTICCVAQKLAKDRGRDQYIANVALKVNLKLGGVNQV
VEPKNLSIIDQNKTMVVGLDVTHPSPGSTSNAPSVAAMVASVDKYLSQWP
AVLRVQKGRQEEVDAVGEMLKSRLNLWKTKGKHTALPENILVYRDGVSEG
QYDMVLGKELTQLRRACEQVYPPPDTKKGLPRITVIICGKRHKTRFYPTT
EQDCDRSGNTKPGTVVDRGVTEARNWDFFLQAHAALQGTARPCHYYIVHD
EIFRQIYAKQIPPPSQNIADIVEDLTHNMCYLFGRATKAVSLCPPAYYAD
LACERARCYLANLFDSPAPSTAPSQAGGSTAPGRVAATADDVQIHPNLKD
TMFYI*

>Pnod_RDR3_p
MRQSPRLLGNTAGRSDSGRPEPTITGSLPPTTPHHPKTGDALNNLVIDLE
DKWRLGLRVRGPLWSPQKTERTPAETVYGLIKRLFFSARPALDAALDNFR
EIAPAFEHNKRLDLLHGILKSKTLSPISRTSTPLNEPPKSLGSVHISSQA
ARPGGLFDNYRSDAHDSYQQDSYQTALLDTGSPTDAEEDDFYTPPSPTRS
TASAQRRESIDRFRVPQEPAVQDTFKKPTLQMARSFHQNDTSTVAHSSSA
NTSFNNPSVFSSQQTTNTSFNDKSVFSSQQTANTSFTTDGSGDEPPTNWR
PRKSSTSLEYLGDSEAIAVLSASEREIYEQEKQREADRIFSQGASRESNS
TYGSVDEDLFLHAEIGTTRRSGAPLKPNKDTKSHESLQSPDVTPAKQPHV
DTPHTETPDAVQTDLNDSPWRVPWYIRDLPSSNLFVDDLPSELNTCPYFL
AFIGCRLSSVNNVAIREVLRHVDLSRARDDPSLFWSNIGEHLKTQPCESN
DVWAAAKRSFEGYSFKGKLGFESARSGPVFRLELLPIQKEKSSLFQRMYG
SDRFLYLMFPSFQDKPDRFTLAQLPFLQTQWKIWITQHHSFLGRKWRVFH
VEPMKRKGGSRKSGDDAADTRVILFATEGAGIDQPMSVGEMINGFFNFEQ
NMDQNFCKAFARLDLGLSRTIPTLSFKPSQIRRMPDTYADRTPEAQEFND
ATLDWTEQYDRTPVMNDGCARVSVGAALLIWKFCQDATGSDEPLPSTLQG
RIGGAKGMWMISAEPHTRDPAHLDIWIEVTDSQLKFEPAQEDQADDRPYN
SHRLTFNYIKHSFVNGSSDLHISFIPILVDRGVQKSTIAKLMISRLDDER
KQLLEMLDDPVRLHNWVTKQGSATPALGILPWQAALPLTLPEKAKLLLRT
GFQPYQSPFLARTLKRFVQQRQLWMEEKLRAPLGRATYLIGLADPLGILK
PGEVHVQFSKPFLDEYGRNTYRNLAGEEVVITRQPACRRSDMQKMRAVSH
PQLSHLVDVVVFSSRGIYPAAGKLQGGDYDGDTFWVCWEPDLVVPFLNAP
APLNDLEPQKYGIKKDTRKLTDIMNPHDLSTVDNLLKEALEFRMTQSLLG
KATTFAEKVAYKENRIYSERLNALYDVHDLLVDAPKQAYRFDDEDFSRLV
RQELRCGNPKKPAYKNAMEASAKSKAMGDEGNDTLKGLKHKPDNVIDYLY
FEVVKKHNTETRKAFKNALPKEDDDDADLRVPFLQLKNMDDTVLDSEIDR
LLTGIGKVIQDWNRSLGDKSELQPDKYNKLVDTCFNKFRALMPSPANASH
PQIAPLIFPYFGPKHPTLWETIRASALYTANPKKHAFVWNMAGRELARLK
AATNADTYSIVPAVFADMKTKPTKVVRPDDGAEDSEDDFGSALEQVTG*

>Aqui_AGO1_p 
MGAPVKKRAQAEKKAQDSSNDSSSASRDPTQRSIPKSIPRLDGNRDPSLA
APIEYTRPVDLKNISEFLGAGGWYAARGRPKNFNTFGKETVITLNTFNVV
KTPDTVVHQYDLHFTGDAQDYTKRVLLKKIFNSKGVKQALGEPSNLWVWD
GNKLAWSGKRLDRDDYRITVDLDEEQGRPTRAGQRGNKHTVHLRHTRKVD
FTNLRAFLQGQASWGNECIDTINFLDHVMREWPSQQYTQIKKSFFQRGEQ
RFDLGNGVEAFKGVFASLRPVLDDKFQKSLSVNVDVANGTFWRAQQLTRA
IGQVFNCTPQQFQTRFKEARRDWKRSHLKKDLRVLRRVGVSSTHTKEPVQ
WTIEDFEDREATEVTFPDPDDRSKKITIAKYFKQKYNVTCMPGLPVVKMT
KKIRKENVYLPMDVLSIDANQRYNTKLSDKQTSEMIKFAVTLPKERWAAV
GHGVKLLNWANDPYLRHYGLQVSTTPAKVKARVLPSPNVHFGAGSKEAQL
NPRDMLAGRWRLDGRKFAINNKDRPIKAWGVCAITGRGSANPQAVQAFFQ
KFVQIYESHGGMVMAHPQHGKTPWMGPGNLADGGEMVQKVWNLTGNRYNQ
TPNLIFFVVNDRNVDVYRRIKKSCDIRFGVASQVLQAKHVLSASPQYISN
VCMKVNAKLGGCTSVAKSNVIPKVAPKSASIPTMVVGADVSHPAPGAGSG
EAASFAAITVSSDPFFAKYWAEVQTNGNRVEMVTTSNIDEHFGFMAKNWM
QRIGQGKPPQRVLYIRDGVSEGQYAAVLEEEVRDMKECFKKLGCKELPKF
TVVIAGKRHHIRFFPETGKGDRNNNPLPGTLVESGCTHPFEFDFYLCSHV
AIKGTARPIHYQCILNEGEWMAAELQSFIFEHSYHYMRSTTPVSLHPAVY
YAHLAADRARAHLNDNPVSSGKKESKADQQSSTGSSSKNVEIAPLMAMQN
ARGLKEVMWYI*
