Supplementary File S5. ITS sequences extracted from the genomes of the fungal strains used in this study.

>Ztri_ITS Zymoseptoria tritici IPO 323 ITS region; from TYPE material
GGAAGTAAAAGTCGTAACAAGGTCTCCGTAGGTGAACCTGCGGAGGGATCATTACCGAGCGAGGGCCTCCGGGTCCGACCTCCAACCCTTTGTGAACACATCCCGTTGCTTCGGGGGCGACCCTGCCGGGCGCCCCCGGAGGACCACCAAAAAACACTGCATCTCTGCGTCGGAGTTTACGAGTAAATCGAAACAAAACTTTCAACAACGGATCTCTTGGTTCTGGCATCGATGAAGAACGCAGCGAAATGCGATAAGTAATGTGAATTGCAGAATTCAGTGAATCATCGAATCTTTGAACGCACATTGCGCCCCCTGGTATTCCGGGGGGCATGCCCGTTCGAGCGTCATTACACCACTCCAGCCTCGCTGGGTATTGGGCGTCTTTTCGCGGGGGATCACTCCCCCGCGCGCCTCAAAGTCTCCGGCTGAGCGGTCTCGTCTCCCAGCGTTGTGGCATCACGTCTCGCCGCGGAGTTCACGAGCCCTCACGGCCGTTAAATCACACCTCAGGTTGACCTCGGATCGGGTAGGGATACCCGCTGAACTTA

>Ptri_ITS Pyrenophora tritici-repentis partial 18S rRNA gene, ITS1, 5.8S rRNA gene, ITS2 and partial 28S rRNA gene, strain MUCL 46843
TGCGGAGGGATCATTACACAAATATGAAGCCGGACTGGGATAGGGCCTCGCTGCCTTGCCCGTCTGGCGCCATATTCACCCATGTCTTTTTGCGTACTACTTGTTTCCTTGGCGGGTCCGCCCGCCAATTGGACCTTATTCAAACCTTTTTTTCAGTTGCAATCAGCGTCAGCAAAACAAATGTAATCAATTACAACTTTCAACAACGGATCTCTTGGTTCTGGCATCGATGAAGAACGCAGCGAAATGCGATAAGTAGTGTGAATTGCAGAATTCAGTGAATCATCGAATCTTTGAACGCACATTGCGCCCTTTGGTATTCCAAAGGGCATGCCTGTTCGAGCGTCATTTGTACCCTCAAGCTTTGCTTGGTGTTGGGCGTCTTGTCTCTCTCCCGAGACTCGCCTTAAAATCATTGGCAGCCGGCCTACTGGTTTCGGAGCGCAGCACATTATTTGCGCTCTTGTCCAGCCGCGGTCGCGCGTCCATGAAGCTTCTTTCAACCTTTTGACCTCGGATCAGGTAGGGATACCCGCTGAACTTA

>Pnod_ITS Parastagonospora nodorum FTS2 gene for 18S rRNA, ITS1, 5.8S rRNA, ITS2, 28S rRNA, partial and complete sequence
TGCGGAAGGATCATTACACTCAGTAGTTTACTACTGTAAAAGGGGCTGTTAGTCTGTATAGCGCAAGCTGATGAGCAGCTGGCCTCTTTTATCCACCCTTGTCTTTTGCGTACCCACGTTTCCTCGGCAGGCTTGCCTGCCGGTTGGACAAATTTATAACCTTTTTAATTTTCAATCAGCGTCTGAAAAACTTAATAATTACAACTTTCAACAACGGATCTCTTGGTTCTGGCATCGATGAAGAACGCAGCGAAATGCGATAAGTAGTGTGAATTGCAGAATTCAGTGAATCATCGAATCTTTGAACGCACATTGCGCCCCTTGGTATTCCATGGGGCATGCCTGTTCGAGCGTCATTTGTACCCTCAAGCTCTGCTTGGTGTTGGGTGTTTGTCCTCTCCCTAGTGTTTGGACTCGCCTTAAAATAATTGGCAGCCAGTGTTTTGGTATTGAAGCGCAGCACAAGTCGCGATTCGTAACAAACACTTGCGTCCACAAGCCTTTTTAACTTTTGACCTCGGATCAGGTAGGGATACCCGCTGAACTTA

>Pmin_ITS Paraphaeosphaeria minitans 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA gene, and internal transcribed spacer 2, complete sequence; and 28S ribosomal RNA gene, partial sequence
TGCGGAAGGATCATTATCCATCCTTAACAGGTGCGGTCGCGGCCCCTGGGGGCTCCCCCAGGTGGTAAGGTGAAATACCCTATCGCGCCGCATACCTGCATCCTTTTTTTACGAGCACCTTTCGTTCTCCTTCGGCGGGGCAACCTGCCGCTGGAACCTGATAAACCTTTTTTGCATCTAGTATTACCTGTTCTGATACAAACAATCGTTACAACTTTCAACAATGGATCTCTTGGCTCTGGCATCGATGAAGAACGCAGCGAAATGCGATAAGTAGTGTGAATTGCAGAATTCAGTGAATCATCGAATCTTTGAACGCACATTGCGCCCCTTGGTATTCCATGGGGCATGCCTGTTCGAGCGTCATCTACACCCTCAAGCTCTGCTTGGTGTTGGGCGTCTGTCCCGCCTTTGCGCGCGGACTCGCCCCAAACTCATTGGCAGCGGTTTTTGCCTCCTCTCGCGCAGCACAATTGCGTCTGCGAGGGGGCGTGGCCCGCGTCCACGAAGCAACATTACCGTCTTTGACCTCGGATCAGGTAGGGATACCCGCTGAACTTA

>Asp1_ITS Ampelomyces sp. BRIP72097
TGCGGAAGGATCATTATGTTCAGTAGCTTGCTGCTGTGATGGTCTGTCAGTCTGTATAGTATCACTACTGATGAGCAGCATGACTGTCTGTCTATACCCTTGTCTTTTCGCACCCTATTTCCTCAGCAGGTCTATACTTGCTGGCCGGACCACTTTATATAACTCTTGAATATTCAATCAGCGTCTGAAAAACTTAATAATTACAACTTTCAACAACGGATCTCTTGGTTCTGGCATCGATGAAGAACGCAGCGAAATGCGATAAGTAGTGTGAATTGCAGAATTCAGTGAATCATCGAATCTTTGAACGCACATTGCGCCCCTTGGTATTCCATGGGGCATGCCTGTTCGAGCGTCATTTGTATCCTCAAGCTTAGCTTGGTGTTGGGTGTTTGTCTATGCTTGTATTTAGACTCACCTCAAAGTAATTGGCAGCTAGTGTCCTGGTATAGAAGTGCAGCACATTTTGCAACTCTAGCCTAGAACACTGGTGTCTAGTAAGCTTCTCCACTTTTGACCTCGGATCAGGTAGGGATACCCGCTGAACTTA

>Aqui_ITS Ampelomyces quisqualis BRIP72107
TGCGGAAGGATCATTACATTTAGTAGCTTGCTACTGCTAAGAGGGTCTGTTAGGCTGTATAGTATTGCTACTGACGAGCAGCATGATCCTCTAAGTCAACCCTTGTCTTTTGCGTACCTACGTTTCCTCAGCGGGTATAACCCGCTGGCTGGACAAAATTAAAACCCTTGAATATTCAATCAGTGTCTGAGAAACTTAATAATTACAACTTTCAACAACGGATCTCTTGGTTCTGGCATCGATGAAGAACGCAGCGAAATGCGATAAGTAGTGTGAATTGCAGAATTCAGTGAATCATCGAATCTTTGAACGCACATTGCGCCCCTTGGTATTCCATGGGGCATGCCTGTTCGAGCGTCATTTGTACCCTCAAGCTCTGCTTGGTGTTGGGTGTTTGTCTATGCTTTTGCTTGGACTCACCTCAAAGCAATTGGCAGCCAGTGTTTTGGCATAGAAGCGCAGCACATCTTGCACTTCCAGTCTTAAACACCAGCTTCCAGTAAGTCCCTTTACGTTTGACCTCGGATCAGGTAGGGATACCCGCTGAACTTA

>Asp2_ITS Ampelomyces sp. HMLAC05119
TGTAGAAGGATTATTATTCTAGTAGCTTGCTGCTGCTAAGGGGTTCTATCAGACTGTATAGTAATGTTACTAATAAGCAGCATAAACCTCAAACCCAACCCCTGTTTTTTGCGTACCTATGTTTCCTCAGCAGATTATATCTGCTGGCTGGACATTCTTAACATACTTGAACATTCAATCAGCGTCTGAAAAACCTAATTATTACAACTTTCAACAACAGATCTCTTGGTTCTGGCATTAATGAAGAACGCAGCGAAATGCGATAAGTAGTGTGAATTGCAGAATTCAGTGAATCATCGAATTTTTGAACGCATATTGCGCCCCTTAGTATTCTATGGGGCATGCCTGTTTGAGCGTTATTTGTCTCCTTAAGCTGTGCTTGGTGTTGGATAATTGTCTATTTTCTTGTGCCTAGACTTATCTCAAAGCAATTGGCAGGCAGTGTTTTGGTTTACTAGTGCAGCACATTTTGTATTTGTAGCTTAGATACTTGCAACCTAAAAGAATTTTTACTCTTAACCTTAGATTAGGTAGGGATACCCGCTGAACTTA
