
Table S2. Whole-brain quantification of tdTomato-positive neurons during the first REM sleep rebound (RR1) in CTRL and UCMS mice.
Mean densities (cells/mm²) are shown for each of the 114 analyzed brain structures grouped by macroregion. Percent changes correspond to UCMS relative to CTRL mice. Group × structure effects were analyzed using linear mixed-effects models (LMMs), followed by Holm-corrected post hoc comparisons. Uncorrected and Holm-adjusted p values are reported.

	Macroregion tdTomato
	Acronym
	Mean CTRL
	Mean UCMS
	% change
	Interaction
	 p  
	p Holm

	Olfactory areas
	AON
	37.1
	46.3
	24.7
	0.480
	.641
	1.000

	 
	EP
	27.0
	30.7
	13.7
	 
	.850
	1.000

	 
	NLOT
	68.9
	91.8
	33.2
	 
	.254
	1.000

	 
	OP
	36.3
	44.2
	21.9
	 
	.685
	1.000

	 
	PIR
	44.1
	48.8
	10.7
	 
	.810
	1.000

	 
	PAA
	38.1
	30.1
	-20.9
	 
	.685
	1.000

	 
	TT
	30.1
	29.7
	-1.1
	 
	.986
	1.000

	Isocortex
	AI
	22.1
	26.1
	17.8
	1.000
	.867
	1.000

	 
	ACAd
	38.3
	42.4
	10.5
	 
	.865
	1.000

	 
	ACAv
	40.9
	46.7
	14.1
	 
	.807
	1.000

	 
	AUD
	56.2
	54.2
	-3.5
	 
	.933
	1.000

	 
	GU
	31.2
	32.8
	5.2
	 
	.945
	1.000

	 
	ILA
	23.0
	31.4
	36.4
	 
	.724
	1.000

	 
	ORB
	27.4
	37.4
	36.5
	 
	.673
	1.000

	 
	PTLp
	59.2
	63.1
	6.5
	 
	.870
	1.000

	 
	PL
	31.0
	31.6
	2.1
	 
	.978
	1.000

	 
	MOp
	56.1
	58.7
	4.6
	 
	.913
	1.000

	 
	RSPd
	76.2
	79.4
	4.2
	 
	.892
	1.000

	 
	RSPv
	91.3
	106.0
	16.1
	 
	.536
	1.000

	 
	Mos
	39.4
	45.4
	15.0
	 
	.802
	1.000

	 
	SS
	76.2
	82.4
	8.1
	 
	.794
	1.000

	 
	TEa
	52.0
	49.4
	-5.2
	 
	.910
	1.000

	 
	VISC
	37.6
	37.5
	-0.3
	 
	.996
	1.000

	 
	VIS
	76.7
	73.3
	-4.5
	 
	.885
	1.000

	Hippocampal formation
	DGd
	47.1
	46.1
	-2.1
	1.000
	.974
	1.000

	 
	DGv
	19.9
	19.8
	-0.4
	 
	.998
	1.000

	 
	ECT
	42.7
	34.5
	-19.3
	 
	.788
	1.000

	 
	ENT
	27.5
	26.3
	-4.5
	 
	.968
	1.000

	 
	CA1d
	6.4
	6.7
	5.3
	 
	.991
	1.000

	 
	CA1v
	6.8
	7.1
	4.4
	 
	.992
	1.000

	 
	CA3d
	7.0
	9.4
	33.9
	 
	.938
	1.000

	 
	CA3v
	4.3
	5.8
	34.2
	 
	.962
	1.000

	 
	PERI
	32.4
	30.2
	-6.7
	 
	.943
	1.000

	 
	POST
	131.9
	124.2
	-5.8
	 
	.801
	1.000

	 
	PRE
	136.8
	132.3
	-3.3
	 
	.883
	1.000

	 
	SUB
	33.1
	20.3
	-38.6
	 
	.676
	1.000

	Cortical subplate
	AAA
	63.1
	61.8
	-2.1
	0.438
	.959
	1.000

	 
	BLA
	33.5
	36.1
	7.9
	 
	.916
	1.000

	 
	BMA
	79.3
	89.0
	12.3
	 
	.698
	1.000

	 
	CEA
	74.6
	83.6
	12.0
	 
	.721
	1.000

	 
	CLA
	42.6
	47.7
	11.8
	 
	.841
	1.000

	 
	COA
	82.0
	100.0
	21.9
	 
	.477
	1.000

	 
	IA
	63.8
	110.8
	73.7
	 
	.075
	.750

	 
	LA
	48.2
	50.4
	4.4
	 
	.933
	1.000

	 
	MEA
	108.4
	119.6
	10.3
	 
	.656
	1.000

	 
	PA
	47.5
	47.3
	-0.3
	 
	.995
	1.000

	Cerebral nuclei
	BST
	77.3
	70.9
	-8.2
	0.723
	.647
	1.000

	 
	CP
	14.2
	13.6
	-3.9
	 
	.968
	1.000

	 
	LS
	67.3
	63.6
	-5.5
	 
	.788
	1.000

	 
	MA
	21.8
	18.3
	-16.1
	 
	.799
	1.000

	 
	MS
	27.8
	29.7
	6.8
	 
	.890
	1.000

	 
	ACB
	24.2
	27.3
	12.8
	 
	.823
	1.000

	 
	NDB
	33.7
	47.0
	39.4
	 
	.343
	1.000

	 
	SI
	21.5
	28.0
	29.8
	 
	.643
	1.000

	Hypothalamus
	AHN
	90.3
	127.3
	40.9
	0.962
	.513
	1.000

	 
	DMH
	123.2
	128.4
	4.2
	 
	.927
	1.000

	 
	LHA
	80.5
	93.2
	15.8
	 
	.822
	1.000

	 
	LPO
	63.7
	66.9
	5.1
	 
	.954
	1.000

	 
	MPO
	93.3
	115.3
	23.5
	 
	.697
	1.000

	 
	MPN
	52.7
	56.1
	6.5
	 
	.951
	1.000

	 
	PVH
	198.3
	198.4
	0.1
	 
	.999
	1.000

	 
	PV
	78.3
	127.0
	62.1
	 
	.389
	1.000

	 
	PH
	133.0
	195.1
	46.7
	 
	.273
	1.000

	 
	SBPV
	134.7
	160.3
	19.0
	 
	.650
	1.000

	 
	SCH
	534.6
	585.1
	9.4
	 
	.372
	1.000

	 
	SUM
	237.6
	167.2
	-29.6
	 
	.215
	1.000

	 
	TU
	76.8
	106.8
	39.0
	 
	.595
	1.000

	 
	PMv
	55.3
	107.9
	95.0
	 
	.353
	1.000

	 
	VLPO
	255.0
	291.5
	14.3
	 
	.518
	1.000

	 
	VMH
	66.7
	64.3
	-3.7
	 
	.965
	1.000

	 
	ZI
	70.2
	88.1
	25.6
	 
	.750
	1.000

	Thalamus
	ATN
	43.7
	63.8
	45.9
	0.940
	0.616
	1.000

	 
	LGd
	45.2
	53.3
	18.0
	 
	0.839
	1.000

	 
	GENv
	401.2
	426.6
	6.3
	 
	0.524
	1.000

	 
	ILM
	62.4
	74.0
	18.5
	 
	0.773
	1.000

	 
	LAT
	29.6
	35.2
	18.8
	 
	0.889
	1.000

	 
	LH
	57.6
	78.3
	36.1
	 
	0.603
	1.000

	 
	MG
	30.7
	25.4
	-17.1
	 
	0.895
	1.000

	 
	MED
	36.3
	45.0
	23.8
	 
	0.828
	1.000

	 
	MH
	33.6
	24.2
	-27.8
	 
	0.815
	1.000

	 
	RE
	37.0
	38.5
	3.9
	 
	0.971
	1.000

	 
	PSTN
	230.7
	257.8
	11.7
	 
	0.499
	1.000

	 
	PVT
	345.7
	387.3
	12.0
	 
	0.301
	1.000

	 
	RT
	16.7
	15.0
	-9.7
	 
	0.968
	1.000

	 
	SPF
	143.5
	226.6
	57.8
	 
	0.042
	1.000

	 
	STN
	54.4
	61.3
	12.7
	 
	0.863
	1.000

	 
	VENT
	35.6
	41.3
	16.0
	 
	0.886
	1.000

	Midbrain
	IC
	222.5
	240.7
	8.2
	0.782
	.593
	1.000

	 
	IPN
	63.7
	57.5
	-9.7
	 
	.857
	1.000

	 
	MRN
	52.1
	58.3
	11.9
	 
	.856
	1.000

	 
	PG
	93.8
	124.0
	32.2
	 
	.379
	1.000

	 
	PRT
	115.5
	140.7
	21.8
	 
	.463
	1.000

	 
	SCm
	122.1
	152.6
	24.9
	 
	.376
	1.000

	 
	SCs
	386.7
	442.7
	14.5
	 
	.111
	1.000

	 
	TRN
	244.6
	288.5
	17.9
	 
	.206
	1.000

	 
	VTA
	16.2
	25.6
	58.6
	 
	.781
	1.000

	 
	VTN
	77.2
	107.4
	39.2
	 
	.380
	1.000

	Pons
	LDT
	150.6
	145.7
	-3.2
	1.000
	.951
	1.000

	 
	PB
	119.3
	130.2
	9.1
	 
	.782
	1.000

	 
	PPN
	24.7
	35.7
	44.9
	 
	.778
	1.000

	 
	PG
	562.1
	578.4
	2.9
	 
	.680
	1.000

	 
	PRNr
	19.2
	20.0
	4.2
	 
	.984
	1.000

	 
	PRNc
	20.9
	24.1
	15.0
	 
	.936
	1.000

	 
	SLD
	90.7
	92.9
	2.4
	 
	.723
	1.000

	Medulla
	GRN
	17.5
	21.8
	24.6
	0.996
	.906
	1.000

	 
	IF
	84.6
	99.5
	17.5
	 
	.685
	1.000

	 
	IRN
	58.2
	59.4
	2.1
	 
	.973
	1.000

	 
	LRN
	160.3
	160.7
	0.3
	 
	.990
	1.000

	 
	MARN
	34.0
	45.1
	32.9
	 
	.760
	1.000

	 
	NTS
	232.0
	276.0
	19.0
	 
	.232
	1.000

	 
	RPO
	66.7
	80.9
	21.3
	 
	.697
	1.000

	 
	PGRNd
	42.8
	53.9
	25.9
	 
	.762
	1.000

	 
	PGRNl
	40.4
	56.6
	40.1
	 
	.658
	1.000

	 
	CS
	62.2
	82.0
	31.9
	 
	.588
	1.000






































































