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Fig. S1 Sampling map in the river
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Figure S2 the reads of UB and LB
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Figure S3 Venn diagram of the composition of LE and SE groups at different classification levels













Table S1 Summary of environmental factors of all samples 
	
	Longitude
	Latitude
	T
	PH
	DO
	TOC(mg/L)
	IC(mg/L)
	TC(mg/L)
	TN(mg/L)
	TP(mg/L)

	S1
	111.320146
	32.58745
	15.4
	7.855
	7.9
	2.95
	23.76
	26.73
	0.7905
	0.12

	S2
	111.286451
	32.53947
	15.7
	7.794
	9.7
	1.29
	22.7
	23.99
	0.703
	0.14

	S3
	111.246043
	32.51961
	15.8
	7.828
	9.4
	1.42
	23.02
	24.44
	0.7589
	0.14

	S4
	111.2509881
	32.52049
	15.7
	7.833
	8.68
	3.22
	20.48
	23.7
	0.9309
	0.2

	S5
	111.239316
	32.47499
	15.6
	7.905
	8.2
	2.43
	20.92
	23.35
	0.8221
	0.22

	S6
	111.261116
	32.44551
	15.6
	7.73
	9.06
	1.73
	20.59
	22.31
	0.9637
	0.24

	S7
	111.264887
	32.45797
	15.7
	7.948
	9.8
	1.3
	21.25
	22.55
	1.14
	0.45

	S8
	111.258725
	32.42137
	15.5
	7.795
	9.85
	1.15
	14.71
	15.86
	1.09
	0.39

	S9
	111.252103
	32.41176
	15.6
	7.88
	9.16
	1.6
	13.88
	15.48
	1.23
	0.44

	S10
	111.248257
	32.40311
	15.7
	7.92
	8.4
	2.14
	12.64
	14.77
	1.11
	0.42
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