Supplementary Table S1
[ Supplementary Table S1: DEG results of strucural cEC subwypes | |||

names scores logfoldchanges pvals pvals_adj comparison
Emcn 71.0444 | 4.09625 0 0 Fene ECs
Plvap 64.4399 | 5.23012 0 0 Fene ECs
Rgcc 63.417 6.4792 0 0 Fene ECs
Ly6e 61.0568 | 3.34326 0 0 Fene ECs
Cd81 59.9221 | 2.44331 0 0 Fene ECs
Cd200 59.4662 | 5.38655 0 0 Fene ECs
Ehd4 58.0748  4.60923 0 0 Fene ECs
Bsg 35.0229 | 5.65322 1.00793e-268 3.25409e-264 nonFene ECs
Itm2a 33.8505 | 6.53928 3.57155e-251 3.84358e-247 nonFene ECs
Slcola4d 33.7317 | 11.248 1.98275e-249 1.60033e-245 nonFene ECs
Cldn5 32.0129  4.60699 7.22145e-225 3.33064e-221 nonFene ECs
Spock2 31.8691 | 11.2683 7.16625e-223 2.89203e-219 nonFene ECs
Pltp 31.4253 | 4.91431 9.13713e-217 3.27769e-213 nonFene ECs
Ptn 30.6539 | 10.7194 2.34322e-206 6.87737e-203 nonFene ECs
Maf 747392 | 6.26226 0 0 Sinus ECs
Mrcl 71.2253 | 6.94004 0 0 Sinus ECs
Stab2 70.6412 | 12.8127 0 0 Sinus ECs
Plxncl 68.6608 | 10.4398 0 0 Sinus ECs
Ptprb 68.4635 | 2.25198 0 0 Sinus ECs
Dnasell3 68.3553 | 14.5779 0 0 Sinus ECs
Ralgapa2 68.148 6.111 0 0 Sinus ECs



Supplementary Table S2
[ Supplementary Table 52 Pseuidobulk DEG results of strucural cECsubyypes |||

gene_name baseMean log2FoldChange IfcSE stat pvalue padj Group

Gm16070 18.7559 4.16757 0.37479 11.1197 1.00561e-28 6.11986e-28 Conti_fene_vs_others
Crispld1 56.534 4.58357 0.241917 18.9468 4.68913e-80 6.24241e-79 Conti_fene_vs_others
Tmem182 12.6652 6.88309 1.07235 6.41871 1.3743e-10 4.40687e-10 Conti_fene_vs_others
Slc40al 208.98 -6.56755 0.205408 -31.9733 2.5643e-224 9.539e-223 Conti_fene_vs_others
Myolb 132.686 3.16411 0.108079 29.2758 2.1087e-188 6.6105e-187 Conti_fene_vs_others
Stk17b 10.8625 3.31201 0.378201 8.75729 2.00005e-18 8.9907e-18 Conti_fene_vs_others
Plcl1 20.2546 4.5816 0.409559 11.1867 4.73984e-29 2.90958e-28 Conti_fene_vs_others
Adam23 1250.73 -12.2806 0.590197 -20.8076 3.69533e-96 5.7922e-95 Conti_fene_vs_others
Map2 18.5628 5.9739 0.656129 9.10476 8.64566e-20 4.07245e-19 Conti_fene_vs_others
Fnl 34.8701 -3.51373 0.235436 -14.9244 2.28726e-50 2.0945e-49 Conti_fene_vs_others
Igfbp5 2381.27 7.20877 0.48087 14.9911 8.39494e-51 7.74217e-50 Conti_fene_vs_others
Serpine2 34.3578 8.03404 0.968434 8.29591 1.07756e-16 4.54559¢e-16 Conti_fene_vs_others
Col4a3 88.5456 3.82965 0.155259 24.6662 2.4636e-134 5.1766e-133 Conti_fene_vs_others
Arldc 24.4968 -3.07859 0.210396 -14.6323 1.74687e-48 1.55212e-47 Conti_fene_vs_others
Gpcl 25.1922 -6.62807 0.600567 -11.0364 2.55187e-28 1.53556e-27 Conti_fene_vs_others
Tnfrsflla 49.8268 3.02084 0.168952 17.8799 1.69118e-71 2.05922e-70 Conti_fene_vs_others
Cxcra 19.2596 5.75875 0.609883 9.4424 3.64339%e-21 1.79845e-20 Conti_fene_vs_others
Cd55b 15.7391 -7.67668 1.07092 -7.16833 7.59209e-13 2.71253e-12 Conti_fene_vs_others
Gm15675 280.862 -10.3888 0.64611 -16.079 3.57905e-58 3.64444e-57 Conti_fene_vs_others
Cd55 1048.56 -8.32222 0.165125 -50.3996 0 0 Conti_fene_vs_others
Gm16083 140.707 -4.47063 0.136183 -32.8281 2.3411e-236 9.2155e-235 Conti_fene_vs_others
Gm19461 17.2244 -5.84927 0.559557 -10.4534 1.41373e-25 7.89306e-25 Conti_fene_vs_others
Prelp 51.97 -3.15136 0.15836 -19.9 4.07244e-88 5.91797e-87 Conti_fene_vs_others
Cfh 194.827 -5.49295 0.14947 -36.7496 1.1819e-295 6.0851e-294 Conti_fene_vs_others
Npl 98.2929 -6.27339 0.270594 -23.1838 6.6349e-119 1.2597e-117 Conti_fene_vs_others
Dnm3 304.699 3.0358 0.0776505 39.0957 0 0 Conti_fene_vs_others
Dnm3os 20.4078 -4.46982 0.338016 -13.2237 6.40202e-40 4.92553e-39 Conti_fene_vs_others
Fmo2 57.1095 3.32024 0.340235 9.75867 1.69369e-22 8.68286e-22 Conti_fene_vs_others
Sele 38.8029 -5.65903 0.377956 -14.9727 1.10704e-50 1.01914e-49 Conti_fene_vs_others
Selp 55.6814 -5.51665 0.490746 -11.2414 2.55428e-29 1.5773e-28 Conti_fene_vs_others
Pbx1 4827.8 3.41565 0.0395898 86.2762 0 0 Conti_fene_vs_others
Fcgr2b 1664.44 -12.956 0.645376 -20.0751 1.21877e-89 1.79286e-88 Conti_fene_vs_others
Cds4 167.375 -7.31201 0.29316 -24.9421 2.6029e-137 5.5823e-136 Conti_fene_vs_others
Ackrl 18.1752 -5.93846 0.566323 -10.486 1.00191e-25 5.61801e-25 Conti_fene_vs_others
Enah 33.5044 7.41622 0.791816 9.36609 7.52718e-21 3.67588e-20 Conti_fene_vs_others
1700047M11Rik 46.8933 -9.24897 1.06579 -8.67807 4.02547e-18 1.79039%e-17 Conti_fene_vs_others
Susd4 11.2818 -3.36139 0.37265 -9.02024 1.87673e-19 8.75265e-19 Conti_fene_vs_others
Dusp10 61.3838 -4.736 0.215748 -21.9516 8.3678e-107 1.4505e-105 Conti_fene_vs_others
G0s2 17.6495 6.19383 0.722417 8.57376 1.00161e-17 4.3821e-17 Conti_fene_vs_others
Cd34 585.644 3.85331 0.0625414 61.6122 0 0 Conti_fene_vs_others
Camkl1d 1238.9 -3.12676 0.0329298 -94.9522 0 0 Conti_fene_vs_others

Proser2 34.3964 4.38673 0.298248 14.7083 5.70066e-49 5.13555e-48 Conti_fene_vs_others



Itga8 466.279 -5.8779 0.122349 -48.0421 Conti_fene_vs_others
Mrcl 2302.74 -5.54871 0.0507165 -109.406 0 0 Conti_fene_vs_others
Slc39a12 11.8824 -3.07339 0.321403 -9.56244 1.15015e-21 5.7745e-21 Conti_fene_vs_others
Adamts|2 15.5836 3.40678 0.334065 10.1979 2.02502e-24 1.09444e-23 Conti_fene_vs_others
Olfm1 132.742 -4.28162 0.129161 -33.1494 5.7734e-241 2.3256e-239 Conti_fene_vs_others
Assl 25.8134 4.13022 0.312592 13.2128 7.4015e-40 5.68887e-39 Conti_fene_vs_others
St6galnac4 47.9206 3.02895 0.174541 17.3538 1.8456e-67 2.12257e-66 Conti_fene_vs_others
Zebh2 863.712 -5.2498 0.0708468 -74.1007 0 0 Conti_fene_vs_others
Galnt13 11.927 -5.54614 0.676283 -8.20092 2.38554e-16 9.94977e-16 Conti_fene_vs_others
Dpp4 873.342 -10.6467 0.400692 -26.5708 1.4774e-155 3.7846e-154 Conti_fene_vs_others
Gm13561 19.074 -7.94976 1.07099 -7.42282 1.14649e-13 4.26171e-13 Conti_fene_vs_others
Fign 98.4539 -4.5082 0.161983 -27.8314 1.8115e-170 5.2065e-169 Conti_fene_vs_others
B3galtl 962.556 -6.34652 0.0933194 -68.0085 0 0 Conti_fene_vs_others
Rapgef4 577.985 4.55026 0.0806499 56.42 0 0 Conti_fene_vs_others
Rapgef4osl 44.4875 3.96622 0.224966 17.6303 1.442e-69 1.70118e-68 Conti_fene_vs_others
Gprl55 129.116 -4.1238 0.127102 -32.4448 6.4206e-231 2.465e-229 Conti_fene_vs_others
Hoxd3os1 25.8335 7.9156 1.06791 7.41222 1.24207e-13 4.60708e-13 Conti_fene_vs_others
Hoxd8 32.6357 8.25035 1.0658 7.74099 9.86437e-15 3.86058e-14 Conti_fene_vs_others
Hoxd4 15.9857 7.21858 1.06955 6.7492 1.48665e-11 5.00236e-11 Conti_fene_vs_others
Ccdcl141 29.0516 -5.70569 0.424001 -13.4568 2.80807e-41 2.22541e-40 Conti_fene_vs_others
Tipi 522.328 -3.22565 0.0526554 -61.2596 0 0 Conti_fene_vs_others
Aplnr 202.989 9.44341 0.64736 14.5876 3.36965e-48 2.98205e-47 Conti_fene_vs_others
Cds2 27.1055 -3.71639 0.236657 -15.7037 1.42677e-55 1.40144e-54 Conti_fene_vs_others
Mpped2 43.2324 4.78871 0.301327 15.8921 7.18812e-57 7.17382e-56 Conti_fene_vs_others
Fmnl 171.332 -10.2496 0.789843 -12.9767 1.6588e-38 1.23351e-37 Conti_fene_vs_others
3110099E03Rik 23.9545 7.80346 1.06831 7.30446 2.78373e-13 1.01606e-12 Conti_fene_vs_others
Thbsl 11.2263 3.38322 0.405036 8.35289 6.66155e-17 2.83006e-16 Conti_fene_vs_others
Bublb 11.3189 -3.49817 0.358149 -9.76735 1.55466e-22 7.98591e-22 Conti_fene_vs_others
Ehd4 1057.75 3.73337 0.0851566 43.8412 0 0 Conti_fene_vs_others
Frmd5 19.6441 -6.52921 0.663316 -9.84329 7.3278e-23 3.79927e-22 Conti_fene_vs_others
Sord 62.0128 -3.92191 0.16706 -23.4761 7.1512e-122 1.4004e-120 Conti_fene_vs_others
Slc28a2 23.831 6.33629 0.662557 9.56338 1.13975e-21 5.72413e-21 Conti_fene_vs_others
Gatm 1130.12 -7.25179 0.114311 -63.439 0 0 Conti_fene_vs_others
Hdc 78.4756 -4.16352 0.158208 -26.3167 1.2355e-152 3.0445e-151 Conti_fene_vs_others
Mall 17.4718 3.40073 0.313893 10.834 2.37471e-27 1.39476e-26 Conti_fene_vs_others
Morrbid 245.61 -4.07389 0.0875988 -46.5062 0 0 Conti_fene_vs_others
ll1la 184.834 -10.3592 0.788737 -13.134 2.10353e-39 1.59862e-38 Conti_fene_vs_others
Bmp2 1435.99 -5.97889 0.0689623 -86.6979 0 0 Conti_fene_vs_others
Firt3 26.1248 3.65938 0.27893 13.1194 2.55002e-39 1.93416e-38 Conti_fene_vs_others
Slc24a3 10.8523 3.36056 0.637025 5.2754 1.32468e-07 3.57782e-07 Conti_fene_vs_others
Ralgapa2 2167.18 -5.37986 0.0528386 -101.817 0 0 Conti_fene_vs_others
Acssl 28.2678 7.17134 0.792493 9.04909 1.4416e-19 6.7415e-19 Conti_fene_vs_others
Tcfl5 119.955 5.52241 0.22792 24.2296 1.0863e-129 2.2254e-128 Conti_fene_vs_others
Tox2 23.0095 -3.71306 0.257359 -14.4275 3.47282e-47 3.02854e-46 Conti_fene_vs_others

Sdc4 23.487 -3.41825 0.23875 -14.3173 1.70569e-46 1.47262e-45 Conti_fene_vs_others



Sulf2 22.4972 6.83954 0.797147 8.58003 9.48517e-18 4.15568e-17 Conti_fene_vs_others
Zbpl 21.9658 3.254 0.26816 12.1346 6.92896e-34 4.67615e-33 Conti_fene_vs_others
Srms 15.0152 4.78673 0.501084 9.55274 1.26314e-21 6.33771e-21 Conti_fene_vs_others
Pkia 19.115 5.75077 0.603464 9.5296 1.57883e-21 7.88603e-21 Conti_fene_vs_others
Stmn2 48.4279 3.94116 0.330185 11.9362 7.66388e-33 5.06657e-32 Conti_fene_vs_others
Pagl 12.8919 4.40329 0.474409 9.28163 1.66906e-20 8.05219e-20 Conti_fene_vs_others
Nignl 12.9411 5.17278 0.635799 8.13588 4.08964e-16 1.68987e-15 Conti_fene_vs_others
Tnik 259.364 -6.62823 0.188014 -35.2539 2.9898e-272 1.3553e-270 Conti_fene_vs_others
Egfeml 75.7256 -6.9153 0.452752 -15.2739 1.14104e-52 1.08316e-51 Conti_fene_vs_others
Spryl 106.197 3.00276 0.118048 25.4367 9.9035e-143 2.235e-141 Conti_fene_vs_others
Pabpc4l 39.8792 -3.68085 0.215256 -17.0998 1.48858e-65 1.66039e-64 Conti_fene_vs_others
P2ryl 65.9321 -3.39164 0.147441 -23.0033 4.317e-117 8.097e-116 Conti_fene_vs_others
Arhgef26 31.3155 8.19134 1.06574 7.68603 1.51775e-14 5.89399¢e-14 Conti_fene_vs_others
B3galntl 18.3429 7.12461 0.969845 7.34613 2.04029e-13 7.48925e-13 Conti_fene_vs_others
Gucylbl 11.7865 -3.23211 0.341918 -9.45286 3.29692e-21 1.63053e-20 Conti_fene_vs_others
Cdid1i 31.2066 3.72174 0.252088 14.7637 2.51274e-49 2.27419e-48 Conti_fene_vs_others
Lmna 114.674 3.29853 0.116623 28.2838 5.4723e-176 1.6146e-174 Conti_fene_vs_others
S100a6 382.706 4.08798 0.801903 5.09785 3.43526e-07 8.96071e-07 Conti_fene_vs_others
lgsf3 41.6606 -6.12965 0.39811 -15.3969 1.71766e-53 1.64255e-52 Conti_fene_vs_others
Inka2 10.331 4.40461 0.53346 8.25668 1.49786e-16 6.28956e-16 Conti_fene_vs_others
Dennd2d 19.2429 -6.79812 0.724985 -9.37691 6.79349e-21 3.32072e-20 Conti_fene_vs_others
Vcaml 178.723 -4.41527 0.163595 -26.989 1.9892e-160 5.2691e-159 Conti_fene_vs_others
Frrsl 62.1697 -6.71722 0.392829 -17.0996 1.49416e-65 1.66542e-64 Conti_fene_vs_others
Plppr5 31.6114 -6.22215 0.471373 -13.2001 8.76761e-40 6.72226e-39 Conti_fene_vs_others
Dkk2 129.43 4.26584 1.02025 4.18118 2.90002e-05 6.51908e-05 Conti_fene_vs_others
Gm30648 60.9118 -4.93391 0.223433 -22.0823 4.6766e-108 8.1981e-107 Conti_fene_vs_others
Slc39a8 263.172 -4.7302 0.104422 -45.299 0 0 Conti_fene_vs_others
Emcn 4337.55 3.57771 0.0254286 140.696 0 0 Conti_fene_vs_others
Adh6b 10.2266 -5.08728 0.644097 -7.89831 2.82714e-15 1.13238e-14 Conti_fene_vs_others
Clca3al 30.5687 -4.10488 0.25561 -16.0591 4.93295e-58 5.01651e-57 Conti_fene_vs_others
Ssx2ip 56.0758 -3.6298 0.160336 -22.6388 1.8007e-113 3.2979%e-112 Conti_fene_vs_others
Penk 11.2641 6.71359 1.10326 6.08524 1.1632e-09 3.54918e-09 Conti_fene_vs_others
Cga 61.9567 9.17315 1.07209 8.55633 1.16513e-17 5.08178e-17 Conti_fene_vs_others
Agp7 43.9265 8.38876 0.969024 8.65691 4.84718e-18 2.14971e-17 Conti_fene_vs_others
Cntfr 50.8844 -7.91777 0.650765 -12.1669 4.6665e-34 3.16853e-33 Conti_fene_vs_others
4930578G10Rik 12.0206 -6.98544 0.973777 -7.17355 7.30754e-13 2.61387e-12 Conti_fene_vs_others
Msmp 26.0979 5.06673 0.416951 12.1519 5.60687e-34 3.79709e-33 Conti_fene_vs_others
Hrctl 29.2566 3.98189 0.286188 13.9136 5.24064e-44 4.3275e-43 Conti_fene_vs_others
Spaar 28.8974 4.30194 0.310335 13.8623 1.0722e-43 8.8163e-43 Conti_fene_vs_others
Coll5a1 239.414 7.91431 0.353657 22.3785 6.3736e-111 1.151e-109 Conti_fene_vs_others
Ctnnall 48.3072 -5.32944 0.285579 -18.6619 1.01161e-77 1.30211e-76 Conti_fene_vs_others
Susdl 46.939 -3.99831 0.202887 -19.707 1.87649e-86 2.6793e-85 Conti_fene_vs_others
Col27a1 44.3457 -4.70597 0.24714 -19.0417 7.69571e-81 1.03245e-79 Conti_fene_vs_others
Ptprd 16.4542 -4.06855 0.349855 -11.6292 2.92699e-31 1.87368e-30 Conti_fene_vs_others

Lurapll 74.9848 4.28067 0.191562 22.3462 1.3153e-110 2.3699e-109 Conti_fene_vs_others



Adamtsl1l 43.7088 5.62406 0.455444 12.3485 4.96231e-35 3.43539e-34 Conti_fene_vs_others
Gm12648 57.9496 -7.84271 0.604458 -12.9748 1.70085e-38 1.26357e-37 Conti_fene_vs_others
Kank4 20.1736 3.51398 0.303542 11.5766 5.41584e-31 3.44139e-30 Conti_fene_vs_others
Dock7 167.209 -5.31455 0.153252 -34.6785 1.6602e-263 7.313e-262 Conti_fene_vs_others
Rab3b 47.7127 -4.3007 0.216826 -19.8348 1.49118e-87 2.15286e-86 Conti_fene_vs_others
Ptch2 48.4063 -4.04467 0.193258 -20.9288 2.92487e-97 4.6407e-96 Conti_fene_vs_others
Gm12840 105.01 -6.63569 0.295691 -22.4413 1.5552e-111 2.8217e-110 Conti_fene_vs_others
RhbdI2 64.3296 8.9385 0.962878 9.28311 1.6461e-20 7.94389e-20 Conti_fene_vs_others
Ptpru 267.961 4.94522 0.124311 39.7812 0 0 Conti_fene_vs_others
Grrpl 141.05 4.36952 0.144894 30.1567 8.7645e-200 2.9057e-198 Conti_fene_vs_others
Alpl 45.849 3.68699 0.222111 16.5998 6.99674e-62 7.45664e-61 Conti_fene_vs_others
Mfap2 35.3752 5.76208 0.445019 12.9479 2.41402e-38 1.78741e-37 Conti_fene_vs_others
Fblim1 18.6533 5.48681 0.558262 9.82839 8.49702e-23 4.38792e-22 Conti_fene_vs_others
Tmem51 101.121 -3.36944 0.115344 -29.2121 1.3625e-187 4.2542e-186 Conti_fene_vs_others
Tmemb51losl 13.2606 -3.29959 0.311269 -10.6004 2.96609e-26 1.69185e-25 Conti_fene_vs_others
Tnfrsflb 13.1029 3.53516 0.372212 9.4977 2.14569e-21 1.06524e-20 Conti_fene_vs_others
Zfp979 48.9602 5.3615 0.329938 16.25 2.23304e-59 2.31169e-58 Conti_fene_vs_others
Rbp7 388.909 9.90162 0.554168 17.8675 2.11086e-71 2.56219e-70 Conti_fene_vs_others
Ctnnbipl 113.927 3.33391 0.121207 27.5058 1.495e-166 4.1586e-165 Conti_fene_vs_others
Clstn1 127.055 5.02929 0.184638 27.2387 2.2639e-163 6.1648e-162 Conti_fene_vs_others
Smim1 18.3545 -3.15841 0.254044 -12.4325 1.74029e-35 1.21671e-34 Conti_fene_vs_others
Megf6 17.668 -4.18463 0.478237 -8.75011 2.1315e-18 9.57053e-18 Conti_fene_vs_others
Cfap69 17.1008 -3.65402 0.303036 -12.058 1.75912e-33 1.1795e-32 Conti_fene_vs_others
Hgf 309.09 -11.9682 1.0643 -11.2451 2.44814e-29 1.51236e-28 Conti_fene_vs_others
Gsap 53.3555 -3.5739 0.17081 -20.9233 3.2875e-97 5.20013e-96 Conti_fene_vs_others
Msx1 15.8085 4.09794 0.401301 10.2116 1.75891e-24 9.52936e-24 Conti_fene_vs_others
Clqtnf7 33.8289 -3.41245 0.232212 -14.6954 6.89778e-49 6.19247e-48 Conti_fene_vs_others
Bstl 14.8896 4.11522 0.406694 10.1187 4.56396e-24 2.4513e-23 Conti_fene_vs_others
D5Ertd615e 242.531 4.4659 0.118537 37.6753 0 0 Conti_fene_vs_others
Pcdh7 89.4455 4.25358 0.463171 9.1836 4.16918e-20 1.98489¢-19 Conti_fene_vs_others
Uchl1 42.4631 5.6809 0.400022 14.2015 8.97043e-46 7.62192e-45 Conti_fene_vs_others
Bend4 36.6984 -5.34764 0.327632 -16.3221 6.87244e-60 7.18625e-59 Conti_fene_vs_others
Lnx1 15.6336 7.18765 1.08117 6.64802 2.97057e-11 9.838e-11 Conti_fene_vs_others
Kit 389.053 -4.5891 0.0989942 -46.3573 0 0 Conti_fene_vs_others
Cxcl10 140.35 -3.71855 0.405434 -9.17177 4.65305e-20 2.21255e-19 Conti_fene_vs_others
Rasgeflb 262.306 -5.83235 0.143841 -40.5472 0 0 Conti_fene_vs_others
Tmem150c 10.6715 5.16499 0.664097 7.77745 7.39989e-15 2.9122e-14 Conti_fene_vs_others
Hpse 45.8165 -7.28286 0.552238 -13.1879 1.03007e-39 7.8783e-39 Conti_fene_vs_others
Gpat3 17.2113 -4.28465 0.356675 -12.0127 3.04619e-33 2.0311e-32 Conti_fene_vs_others
Sparcll 703.885 3.8962 0.0969809 40.1749 0 0 Conti_fene_vs_others
Sez6l 10.2685 5.69034 0.801723 7.09764 1.26909e-12 4.48172e-12 Conti_fene_vs_others
Cabpl 13.0009 6.62683 0.969232 6.83719 8.07617e-12 2.74965e-11 Conti_fene_vs_others
Cux2 46.1103 -6.76699 0.464741 -14.5608 4.9878e-48 4.40155e-47 Conti_fene_vs_others
Hvenl 30.9621 -4.37339 0.2662 -16.4289 1.18742e-60 1.25005e-59 Conti_fene_vs_others

Rflna 40.0556 4.85738 0.312453 15.546 1.69472e-54 1.6408e-53 Conti_fene_vs_others



Hspbl 912.362 3.34942 0.051042 65.621 Conti_fene_vs_others
Cldn15 70.2472 5.45333 0.283957 19.2048 3.37404e-82 4.59798e-81 Conti_fene_vs_others
Agfg2 129.705 -3.04272 0.092025 -33.0641 9.7666e-240 3.8939%¢e-238 Conti_fene_vs_others
Snx8 218.072 -3.24476 0.0780271 -41.5851 0 0 Conti_fene_vs_others
Sdk1 100.57 3.22008 0.21319 15.1042 1.51837e-51 1.41881e-50 Conti_fene_vs_others
N4bp2I1 71.8408 -4.12555 0.172561 -23.9078 2.5421e-126 5.0871e-125 Conti_fene_vs_others
Ppplr9a 89.4402 -9.88694 0.963972 -10.2565 1.10697e-24 6.0288e-24 Conti_fene_vs_others
Pdk4 119.209 -3.75708 0.12374 -30.3627 1.7096e-202 5.7166e-201 Conti_fene_vs_others
Dynclil 15.4114 4.27639 0.423271 10.1032 5.3471e-24 2.86895e-23 Conti_fene_vs_others
Tfec 100.358 -7.89864 0.459497 -17.1898 3.16777e-66 3.56666e-65 Conti_fene_vs_others
Wwnt2 348.221 -8.37357 0.29201 -28.6756 7.6789e-181 2.3095e-179 Conti_fene_vs_others
Cpedl 259.903 5.14468 0.134268 38.3166 0 0 Conti_fene_vs_others
Aass 419.924 -11.8326 0.871085 -13.5837 5.00078e-42 4.01224e-41 Conti_fene_vs_others
Cadps2 229.357 -4.57376 0.105412 -43.3893 0 0 Conti_fene_vs_others
Akrlb8 82.6051 -8.35717 0.595 -14.0457 8.18901e-45 6.83839e-44 Conti_fene_vs_others
Chrm2 23.5642 6.90812 0.796267 8.67563 4.11256e-18 1.82808e-17 Conti_fene_vs_others
Ptn 99.4585 -4.19699 0.447356 -9.38178 6.48656e-21 3.17168e-20 Conti_fene_vs_others
Dennd2a 90.1476 -5.14781 0.204743 -25.1428 1.694e-139 3.7099%¢-138 Conti_fene_vs_others
Gimap3 19.1961 5.75445 0.599344 9.60124 7.89863e-22 3.98365e-21 Conti_fene_vs_others
Hoxa7 39.0637 8.21831 0.965576 8.51131 1.71986e-17 7.4553e-17 Conti_fene_vs_others
Creb5 17.4228 4.24467 0.397432 10.6803 1.25929e-26 7.25208e-26 Conti_fene_vs_others
Tril 48.6789 4.10998 0.229462 17.9114 9.60824e-72 1.17452e-70 Conti_fene_vs_others
Agpl 2347.76 -3.09713 0.0876104 -35.3512 9.6172e-274 4.3982e-272 Conti_fene_vs_others
Pdelc 227.107 -3.98611 0.10656 -37.4073 2.9713e-306 1.6268e-304 Conti_fene_vs_others
Ndnf 15.664 -4.47736 0.423849 -10.5636 4.39529e-26 2.49334e-25 Conti_fene_vs_others
LoxI3 38.0951 -3.93384 0.215149 -18.2843 1.10443e-74 1.38156e-73 Conti_fene_vs_others
Rtkn 22.5024 -3.16427 0.236817 -13.3617 1.01264e-40 7.91631e-40 Conti_fene_vs_others
Tgfa 44.3893 -3.20224 0.168596 -18.9935 1.92889e-80 2.57887e-79 Conti_fene_vs_others
Efccl 15.2095 -4.99917 0.456997 -10.9392 7.48817e-28 4.46962e-27 Conti_fene_vs_others
Nup210 23.6584 6.32613 0.654509 9.66546 4.22733e-22 2.14876e-21 Conti_fene_vs_others
Ssu2 26.1031 5.98525 0.560038 10.6872 1.16811e-26 6.73449e-26 Conti_fene_vs_others
Timp4 35.3329 7.78283 0.886216 8.78209 1.60465e-18 7.23837e-18 Conti_fene_vs_others
Cacnalc 11.7002 3.97876 0.486974 8.17038 3.07424e-16 1.27606e-15 Conti_fene_vs_others
Vwf 40.801 -4.35793 0.357279 -12.1976 3.20287e-34 2.18331e-33 Conti_fene_vs_others
Cleclb 156.144 -5.45835 0.170595 -31.996 1.2388e-224 4.6304e-223 Conti_fene_vs_others
Gm43914 11.6023 -5.76914 0.663263 -8.69812 3.37426e-18 1.50592e-17 Conti_fene_vs_others
Kap 227.946 10.7651 0.965035 11.1551 6.76268e-29 4.12688e-28 Conti_fene_vs_others
Empl 108.899 4.9205 0.194294 25.325 1.6928e-141 3.7709e-140 Conti_fene_vs_others
Arhgdib 245.54 -3.13328 0.0705378 -44.4199 0 0 Conti_fene_vs_others
Rerg 98.6001 -10.0317 0.965352 -10.3918 2.70205e-25 1.49783e-24 Conti_fene_vs_others
Slcolcl 70.3425 -9.83095 1.07043 -9.18415 4.14789e-20 1.97536e-19 Conti_fene_vs_others
Slcola4 126.51 -5.33726 0.25752 -20.7256 2.03481e-95 3.13881e-94 Conti_fene_vs_others
Kcnj8 39.9067 3.33111 0.199688 16.6815 1.78534e-62 1.91847e-61 Conti_fene_vs_others
Lrmp 64.7225 -3.15832 0.13488 -23.4158 2.9498e-121 5.7333e-120 Conti_fene_vs_others

Tmtcl 129.037 3.99672 0.134505 29.7144 5.0071e-194 1.622e-192 Conti_fene_vs_others



Peg3 24.3184 3.02273 0.250234 12.0796 1.35361e-33 9.0917e-33 Conti_fene_vs_others
Ehd2 174.315 3.68394 0.105164 35.0304 7.7453e-269 3.4707e-267 Conti_fene_vs_others
Cbhar2 143.106 -10.2773 0.871757 -11.7892 4.43982e-32 2.89576e-31 Conti_fene_vs_others
Pglyrpl 35.5906 -4.45124 0.25906 -17.1823 3.60641e-66 4.05761e-65 Conti_fene_vs_others
lgsf23 13.2758 -4.66477 0.443528 -10.5174 7.18218e-26 4.04329e-25 Conti_fene_vs_others
Spint2 67.1868 -4.10795 0.168497 -24.3799 2.7963e-131 5.805e-130 Conti_fene_vs_others
Chst8 78.2424 3.73803 0.168123 22.2339 1.614e-109 2.8747e-108 Conti_fene_vs_others
Sult2bl 29.3452 7.51193 0.876649 8.56891 1.0447e-17 4.56677e-17 Conti_fene_vs_others
Lmtk3 42.8801 4.37156 0.263271 16.6048 6.43465e-62 6.8623e-61 Conti_fene_vs_others
Gm2788 11.3865 -4.43633 0.443516 -10.0026 1.4839e-23 7.84801e-23 Conti_fene_vs_others
Gm29683 20.1118 -5.41335 0.464449 -11.6554 2.15322e-31 1.38235e-30 Conti_fene_vs_others
B130024G19Rik 149.504 -3.04309 0.0905697 -33.5995 1.7073e-247 7.023e-246 Conti_fene_vs_others
Gm42397 20.1259 -7.44281 0.888089 -8.38071 5.26095e-17 2.2467e-16 Conti_fene_vs_others
Semadb 45.2083 -3.02085 0.166217 -18.1742 8.26605e-74 1.02823e-72 Conti_fene_vs_others
Prss23 183.826 4.10746 0.217207 18.9104 9.36822e-80 1.23971e-78 Conti_fene_vs_others
Me3 31.7902 4.33087 0.297042 14.58 3.76515e-48 3.33017e-47 Conti_fene_vs_others
Dlg2 54.3657 5.31021 0.313624 16.9318 2.62419e-64 2.88364e-63 Conti_fene_vs_others
Thrsp 356.83 4.09483 0.0845799 48.4138 0 0 Conti_fene_vs_others
Acer3 457.578 -3.97335 0.0676592 -58.7259 0 0 Conti_fene_vs_others
Map6 10.7863 6.65111 1.07536 6.18503 6.2089e-10 1.92238e-09 Conti_fene_vs_others
Tpbgl 396.883 -6.11333 0.12929 -47.2837 0 0 Conti_fene_vs_others
Gm10605 69.137 -5.40597 0.244346 -22.1243 1.8468e-108 3.2484e-107 Conti_fene_vs_others
Anapcl5 334.12 -4.28206 0.0826332 -51.82 0 0 Conti_fene_vs_others
Cavin3 533.528 5.90396 0.122179 48.3224 0 0 Conti_fene_vs_others
Apbb1 13.899 3.71507 0.373898 9.93606 2.90087e-23 1.52384e-22 Conti_fene_vs_others
Lmol 16.4328 6.67143 0.879004 7.58976 3.2051e-14 1.22749e-13 Conti_fene_vs_others
Lyvel 469.172 -10.6431 0.548879 -19.3905 9.27733e-84 1.29143e-82 Conti_fene_vs_others
Dkk3 13.2829 -6.85083 0.886552 -7.72749 1.09684e-14 4.28514e-14 Conti_fene_vs_others
Mical2 77.4015 -3.6936 0.145083 -25.4586 5.6706e-143 1.2853e-141 Conti_fene_vs_others
Pth 68.5529 9.32043 1.72657 5.39825 6.72937e-08 1.85227e-07 Conti_fene_vs_others
4933406118Rik 18.1272 -6.41099 0.663396 -9.6639 4.29218e-22 2.18102e-21 Conti_fene_vs_others
Pde3b 36.2177 -4.1539 0.23923 -17.3636 1.556e-67 1.79217e-66 Conti_fene_vs_others
Xyltl 55.9938 3.5236 0.176908 19.9177 2.86047e-88 4.16846e-87 Conti_fene_vs_others
Gprc5b 24.0639 3.78861 0.292916 12.9341 2.89013e-38 2.13688e-37 Conti_fene_vs_others
Vwa3a 37.432 3.81018 0.248278 15.3464 3.74265e-53 3.57021e-52 Conti_fene_vs_others
Prkcb 148.45 -3.47901 0.107565 -32.3433 1.7233e-229 6.5836e-228 Conti_fene_vs_others
Nuprl 21.18 6.45533 0.719342 8.97394 2.86082e-19 1.32745e-18 Conti_fene_vs_others
Cpxm2 23.1216 7.46045 0.966185 7.72155 1.14923e-14 4.48415e-14 Conti_fene_vs_others
Ebf3 58.13 4.10995 0.212446 19.3459 2.20716e-83 3.05875e-82 Conti_fene_vs_others
Ifitm1 12.8224 -3.25868 0.376901 -8.646 5.33378e-18 2.36013e-17 Conti_fene_vs_others
Stxbp2 11.499 -4.32822 0.431757 -10.0247 1.18743e-23 6.29721e-23 Conti_fene_vs_others
Clec4g 1747.37 -14.4676 1.06328 -13.6065 3.66337e-42 2.94528e-41 Conti_fene_vs_others
Cd209b 12.226 -7.30782 1.08332 -6.74578 1.52203e-11 5.11808e-11 Conti_fene_vs_others
Mcf2l 288.283 4.78164 0.11985 39.8969 0 0 Conti_fene_vs_others

Tmem255b 26.4311 6.00549 0.560029 10.7235 7.89328e-27 4.56764e-26 Conti_fene_vs_others



Csmdl 113.033 -10.2276 0.967881 -10.567 4.23648e-26 2.405e-25 Conti_fene_vs_others
Plat 155.824 3.74961 0.125765 29.8143 2.5503e-195 8.3133e-194 Conti_fene_vs_others
Nrgl 150.806 -6.63705 0.45405 -14.6174 2.17408e-48 1.9284e-47 Conti_fene_vs_others
Gm6213 35.7488 4.62253 0.330874 13.9707 2.35351e-44 1.95589e-43 Conti_fene_vs_others
Msrl 452.626 -9.49093 0.373693 -25.3976 2.6779e-142 5.9998e-141 Conti_fene_vs_others
Hpgd 335.28 -9.50671 0.436141 -21.7973 2.4602e-105 4.2083e-104 Conti_fene_vs_others
Palld 1013.05 -6.5536 0.192854 -33.9822 4.0852e-253 1.7214e-251 Conti_fene_vs_others
Ti1 88.9568 8.53773 0.714721 11.9456 6.8493e-33 4.53384e-32 Conti_fene_vs_others
Psd3 2263.38 -3.2002 0.0403851 -79.242 0 0 Conti_fene_vs_others
Lpl 55.9023 6.57695 0.465873 14.1175 2.96445e-45 2.49428e-44 Conti_fene_vs_others
Plvap 2772.51 4.27263 0.0684281 62.4398 0 0 Conti_fene_vs_others
F2ri3 10.267 6.28067 0.977584 6.42468 1.32146e-10 4.24445e-10 Conti_fene_vs_others
Nkd1 62.179 -4.56822 0.198242 -23.0437 1.7011e-117 3.2062e-116 Conti_fene_vs_others
Tox3 26.6249 4.45368 0.33565 13.2688 3.51067e-40 2.71985e-39 Conti_fene_vs_others
Irx3 180.559 9.275 0.646222 14.3526 1.02549e-46 8.88318e-46 Conti_fene_vs_others
Crnde 20.221 7.26393 0.966856 7.51293 5.78168e-14 2.19053e-13 Conti_fene_vs_others
Irx5 59.0885 8.526 0.872933 9.76707 1.55895e-22 8.0053e-22 Conti_fene_vs_others
Mt2 65.6249 -3.81427 0.156485 -24.3748 3.1687e-131 6.5605e-130 Conti_fene_vs_others
Cx3cll 44553 4.83464 0.297294 16.2621 1.83212e-59 1.90298e-58 Conti_fene_vs_others
Ccdcl02a 27.7888 3.4476 0.257492 13.3891 6.99949e-41 5.4995e-40 Conti_fene_vs_others
Mmp15 89.0813 4.24818 0.176656 24.0478 8.8026e-128 1.7799e-126 Conti_fene_vs_others
Car7 54.5564 3.21276 0.178733 17.9752 3.04607e-72 3.74414e-71 Conti_fene_vs_others
Rrad 18.4854 5.10506 0.497079 10.2701 9.60838e-25 5.24029e-24 Conti_fene_vs_others
Has3 15.6737 4.69647 0.473427 9.92016 3.40195e-23 1.78104e-22 Conti_fene_vs_others
Maf 3517.65 -4.75686 0.0331668 -143.423 0 0 Conti_fene_vs_others
Plcg2 13.165 3.22489 0.360658 8.94168 3.83312e-19 1.77121e-18 Conti_fene_vs_others
Foxfl 27.0779 3.81083 0.277783 13.7187 7.84339e-43 6.35854e-42 Conti_fene_vs_others
Sipall2 141.648 3.64835 0.120534 30.2683 2.9998e-201 9.9878e-200 Conti_fene_vs_others
Endod1 121.674 5.83825 0.245196 23.8105 2.5971e-125 5.1906e-124 Conti_fene_vs_others
Fut4 16.6677 6.98941 0.968003 7.22045 5.18157e-13 1.86673e-12 Conti_fene_vs_others
Bmper 52.7597 -4.17215 0.202355 -20.618 1.89415e-94 2.90168e-93 Conti_fene_vs_others
Jam3 303.558 4.50198 0.101781 44.2318 0 0 Conti_fene_vs_others
Kirrel3 94.5986 4.5427 0.215868 21.0439 2.60146e-98 4.18305e-97 Conti_fene_vs_others
Robo3 13.479 6.67386 0.971869 6.86703 6.55509e-12 2.23765e-11 Conti_fene_vs_others
Gramd1b 108.196 -3.38461 0.114057 -29.6747 1.6289e-193 5.2549e-192 Conti_fene_vs_others
Mirl100hg 249.469 -5.21899 0.132156 -39.4911 0 0 Conti_fene_vs_others
Fxyd2 22.6466 7.13778 0.875811 8.14992 3.6417e-16 1.50919e-15 Conti_fene_vs_others
Zbtb16 75.8026 8.02027 0.648564 12.3662 3.98266e-35 2.7621e-34 Conti_fene_vs_others
Scamp5 47.7044 -5.66662 0.316769 -17.8888 1.44204e-71 1.75723e-70 Conti_fene_vs_others
Sema7a 174.263 4.07538 0.118271 34.4579 3.4292e-260 1.4853e-258 Conti_fene_vs_others
Megfll 15.1637 -3.35797 0.298839 -11.2367 2.69111e-29 1.66114e-28 Conti_fene_vs_others
Rab27a 119.373 -3.37189 0.108768 -31.0009 5.2425e-211 1.8195e-209 Conti_fene_vs_others
Myo5a 21.8698 3.2005 0.264586 12.0963 1.10545e-33 7.4345e-33 Conti_fene_vs_others
Lysmd2 53.4922 4.99466 0.287067 17.3989 8.40409e-68 9.71563e-67 Conti_fene_vs_others

Gsta4 13.2732 -4.6678 0.476829 -9.78924 1.25228e-22 6.44332e-22 Conti_fene_vs_others



Hmgn3 56.4494 4.78586 0.254881 18.7769 1.16796e-78 1.52099e-77 Conti_fene_vs_others
Plscrl 176.565 4.02514 0.119547 33.6699 1.5974e-248 6.5882e-247 Conti_fene_vs_others
Plscr2 636.457 6.67869 0.144839 46.1112 0 0 Conti_fene_vs_others
Slc9a9 1198.27 -8.34094 0.159352 -52.3428 0 0 Conti_fene_vs_others
Trpcl 12.0143 5.91643 0.799897 7.3965 1.39825e-13 5.17406e-13 Conti_fene_vs_others
Ephb1 103.23 6.9784 0.389805 17.9023 1.1314e-71 1.37977e-70 Conti_fene_vs_others
Trf 10.0036 6.24504 0.971964 6.42517 1.31718e-10 4.23158e-10 Conti_fene_vs_others
Ackr4 43.5375 -5.74578 0.342503 -16.7758 3.6663e-63 3.98374e-62 Conti_fene_vs_others
Rtp3 39.4589 4.48888 0.278344 16.1271 1.6464e-58 1.68421e-57 Conti_fene_vs_others
Viprl 12.0138 -6.3945 0.81012 -7.89327 2.94375e-15 1.17788e-14 Conti_fene_vs_others
Ackr2 24.9467 -4.23896 0.283882 -14.9322 2.03583e-50 1.86536e-49 Conti_fene_vs_others
Esrl 38.419 -4.57507 0.25524 -17.9246 7.57973e-72 9.28741e-71 Conti_fene_vs_others
Cnksr3 538.562 -3.64345 0.0553448 -65.8318 0 0 Conti_fene_vs_others
Ust 22.0245 -5.42098 0.442111 -12.2616 1.45618e-34 9.98769e-34 Conti_fene_vs_others
Plagll 19.1467 -5.8079 0.530867 -10.9404 7.38763e-28 4.41299e-27 Conti_fene_vs_others
Adgrgé 101.787 -7.15144 0.455885 -15.6869 1.85779e-55 1.82251e-54 Conti_fene_vs_others
Cited2 67.039 3.05443 0.145183 21.0385 2.91699e-98 4.67591e-97 Conti_fene_vs_others
Map3k5 109.022 5.31485 0.220826 24.0681 5.3974e-128 1.0942e-126 Conti_fene_vs_others
Aldh8al 11.1585 -5.21342 0.572472 -9.10686 8.47985e-20 3.99798e-19 Conti_fene_vs_others
Enpp3 31.3338 7.02739 0.718157 9.78531 1.30191e-22 6.69204e-22 Conti_fene_vs_others
Rspo3 215.287 -8.41653 0.404902 -20.7866 5.72134e-96 8.89612e-95 Conti_fene_vs_others
Hey2 12.9101 6.91456 1.07689 6.42085 1.35514e-10 4.34992e-10 Conti_fene_vs_others
Calhmé 27.5391 -8.18459 0.968567 -8.4502 2.90796e-17 1.25356e-16 Conti_fene_vs_others
Dse 407.43 -4.23285 0.0715142 -59.189 0 0 Conti_fene_vs_others
Mettl24 73.5249 3.79642 0.169624 22.3814 5.9706e-111 1.0795e-109 Conti_fene_vs_others
Ccdc162 10.6082 -3.54255 0.362498 -9.77261 1.47594e-22 7.58406e-22 Conti_fene_vs_others
Cd24a 605.46 8.34235 0.25636 32.5416 2.7567e-232 1.0689e-230 Conti_fene_vs_others
Prdm1 108.02 3.37226 0.128382 26.2673 4.5345e-152 1.1121e-150 Conti_fene_vs_others
Sowahc 13.456 -4.06978 0.375947 -10.8254 2.60915e-27 1.53035e-26 Conti_fene_vs_others
Qit3 670.488 -5.27924 0.077682 -67.9596 0 0 Conti_fene_vs_others
Spock2 109.799 -4.96791 0.179735 -27.6401 3.6694e-168 1.0374e-166 Conti_fene_vs_others
Unc5b 74.9849 3.09816 0.142611 21.7246 1.2016e-104 2.0397e-103 Conti_fene_vs_others
H2afy2 25.1821 3.37758 0.250637 13.476 2.16582e-41 1.72081e-40 Conti_fene_vs_others
Tetl 19.341 3.28674 0.282105 11.6508 2.27427e-31 1.45945e-30 Conti_fene_vs_others
Tmem26 76.9827 8.61898 0.789341 10.9192 9.33054e-28 5.55014e-27 Conti_fene_vs_others
Biccl 31.8936 8.21835 1.06709 7.70161 1.34358e-14 5.22543e-14 Conti_fene_vs_others
Mmp11l 14.8458 6.52698 0.881722 7.40254 1.33604e-13 4.94975e-13 Conti_fene_vs_others
Chchd10 97.0344 4.24489 0.997267 4.25653 2.07628e-05 4.72611e-05 Conti_fene_vs_others
Cfd 12.2194 6.82945 1.07805 6.33501 2.37327e-10 7.52488e-10 Conti_fene_vs_others
Arhgap45 300.023 -3.85296 0.0766673 -50.2556 0 0 Conti_fene_vs_others
Chstll 152.571 4.24084 0.134991 31.4158 1.2306e-216 4.4088e-215 Conti_fene_vs_others
Stab2 4367.19 -11.6699 0.256327 -45.5275 0 0 Conti_fene_vs_others
Igfl 47.6981 6.85937 0.550088 12.4696 1.09386e-35 7.67872e-35 Conti_fene_vs_others
Dram1l 95.1225 6.96514 0.403274 17.2715 7.71434e-67 8.78114e-66 Conti_fene_vs_others

Rmst 10.3488 6.59 1.07751 6.11598 9.59646e-10 2.9402e-09 Conti_fene_vs_others



Plxncl 1390.13 -9.7687 0.235276 -41.5202 0 Conti_fene_vs_others
Ppfia2 452.707 -3.67792 0.0621627 -59.1661 0 0 Conti_fene_vs_others
Nav3 200.588 7.74567 0.363881 21.2863 1.5221e-100 2.4939%e-99 Conti_fene_vs_others
Kenc2 10.8261 3.99605 0.520366 7.6793 1.59962e-14 6.19951e-14 Conti_fene_vs_others
Lyz2 14.6323 4.12905 0.7661 5.38971 7.05721e-08 1.9408e-07 Conti_fene_vs_others
Tafa2 17.5621 -5.87644 0.559385 -10.5052 8.17651e-26 4.5964e-25 Conti_fene_vs_others
Gpr182 1346.04 -4.18066 0.0394187 -106.058 0 0 Conti_fene_vs_others
Aplbl 391.581 -3.93173 0.067761 -58.0234 0 0 Conti_fene_vs_others
Emidl 74.2889 5.90492 0.320268 18.4374 6.5796e-76 8.29734e-75 Conti_fene_vs_others
Ramp3 369.107 5.16646 0.11383 45.3877 0 0 Conti_fene_vs_others
Igfbp3 2177.85 7.6026 0.696188 10.9203 9.21603e-28 5.48412e-27 Conti_fene_vs_others
Tns3 280.323 -3.03766 0.0659147 -46.0847 0 0 Conti_fene_vs_others
Gm12002 284.937 9.44994 0.546631 17.2876 5.83379e-67 6.66003e-66 Conti_fene_vs_others
Meis1 402.341 -3.40454 0.06979 -48.7826 0 0 Conti_fene_vs_others
Ccdc85a 353.243 5.5976 0.134965 41.4745 0 0 Conti_fene_vs_others
Stk10 108.41 3.40778 0.126536 26.9312 9.4743e-160 2.4927e-158 Conti_fene_vs_others
Lcp2 38.3102 -4.14111 0.223064 -18.5647 6.20848e-77 7.91925e-76 Conti_fene_vs_others
Slit3 178.378 4.04639 0.842635 4.80206 1.57041e-06 3.90631e-06 Conti_fene_vs_others
Clgtnf2 18.4778 3.16633 0.2807 11.2801 1.64519e-29 1.01876e-28 Conti_fene_vs_others
Ebfl 1313.85 4.44037 0.114 38.9507 0 0 Conti_fene_vs_others
Gpx3 67.0808 6.99268 0.493792 14.1612 1.5924e-45 1.3442e-44 Conti_fene_vs_others
Hs3st3bl 294.265 -3.82047 0.0797589 -47.9002 0 0 Conti_fene_vs_others
Usp43 23.2122 5.14643 0.450432 11.4255 3.11684e-30 1.95104e-29 Conti_fene_vs_others
9130017K11Rik 22.2802 5.75176 0.554256 10.3774 3.14063e-25 1.73971e-24 Conti_fene_vs_others
Arrb2 144.287 -3.94435 0.110508 -35.693 5.0792e-279 2.4078e-277 Conti_fene_vs_others
Cxcl16 194.687 -3.72682 0.0922197 -40.4124 0 0 Conti_fene_vs_others
Zmynd15 69.6916 -4.60033 0.188066 -24.4613 3.8165e-132 7.9549e-131 Conti_fene_vs_others
Tlcd2 17.6499 -3.00415 0.266365 -11.2783 1.67917e-29 1.03939%e-28 Conti_fene_vs_others
Gm45606 12.6231 -4.719 0.4668 -10.1093 5.0266e-24 2.69792e-23 Conti_fene_vs_others
Slc43a2 460.093 -6.43019 0.132307 -48.6003 0 0 Conti_fene_vs_others
Rflnb 648.843 4.9379 0.087934 56.1547 0 0 Conti_fene_vs_others
Nos2 20.6162 4.06219 0.338825 11.9891 4.05424e-33 2.69745e-32 Conti_fene_vs_others
Tmem132e 81.4379 -10.0449 1.06598 -9.42317 4.37665e-21 2.1522e-20 Conti_fene_vs_others
Slfn2 92.0064 4.39146 0.177384 24.7569 2.6158e-135 5.5414e-134 Conti_fene_vs_others
Gm20234 10.8636 5.77271 0.800814 7.20855 5.65498e-13 2.03352e-12 Conti_fene_vs_others
Al662270 34.4502 -4.82623 0.288551 -16.7258 8.50542e-63 9.17134e-62 Conti_fene_vs_others
Ppmle 61.3179 3.92463 0.197108 19.9111 3.26338e-88 4.75115e-87 Conti_fene_vs_others
HIf 25.5221 3.98647 0.304428 13.095 3.51881e-39 2.65602e-38 Conti_fene_vs_others
Itga3 24.818 3.19894 0.252201 12.6841 7.24572e-37 5.24505e-36 Conti_fene_vs_others
Pixdc1 44.9554 -4.02483 0.215651 -18.6637 9.78007e-78 1.2599e-76 Conti_fene_vs_others
P3h4 16.4271 3.0762 0.288306 10.6699 1.40726e-26 8.08328e-26 Conti_fene_vs_others
Fkbp10 15.1731 3.8466 0.372077 10.3382 4.73388e-25 2.60833e-24 Conti_fene_vs_others
Tmem106a 301.197 -3.83137 0.0740994 -51.7058 0 0 Conti_fene_vs_others
Meox1 122.768 7.45077 0.418813 17.7902 8.41786e-71 1.00995e-69 Conti_fene_vs_others

Wnt9b 13.2502 -5.9589 0.665705 -8.95125 3.5147e-19 1.62552e-18 Conti_fene_vs_others



528.684 11.979 0.977435 12.2555 1.56983e-34 1.07577e-33 Conti_fene_vs_others
Sdk2 19.3902 3.82406 0.326896 11.6981 1.30384e-31 8.42269e-31 Conti_fene_vs_others
Hidl 45.7206 -3.29086 0.164886 -19.9584 1.26645e-88 1.8525e-87 Conti_fene_vs_others
Unc13d 10.6985 -5.1604 0.581134 -8.87988 6.6934e-19 3.06195e-18 Conti_fene_vs_others
Gm11730 23.0024 7.16145 0.876389 8.17154 3.04487e-16 1.26455e-15 Conti_fene_vs_others
Clqgtnfl 116.355 -5.21398 0.180829 -28.8338 8.0976e-183 2.464e-181 Conti_fene_vs_others
Pomc 180.46 5.48184 0.186796 29.3466 2.6383e-189 8.338e-188 Conti_fene_vs_others
Fam49a 66.591 -3.01448 0.156778 -19.2277 2.17086e-82 2.96354e-81 Conti_fene_vs_others
Mboat2 14.997 4.49292 0.471113 9.53683 1.47259e-21 7.3672e-21 Conti_fene_vs_others
Rsad2 922.547 3.17826 0.0971311 32.7213 7.7632e-235 3.0329e-233 Conti_fene_vs_others
Lambl 49.7162 6.72966 0.516156 13.038 7.43419e-39 5.57081e-38 Conti_fene_vs_others
Twistl 39.6556 -5.08937 0.296272 -17.178 3.87763e-66 4.3596e-65 Conti_fene_vs_others
Meox2 19.7342 7.22977 0.980732 7.37181 1.68328e-13 6.19782e-13 Conti_fene_vs_others
Prkd1 381.263 3.92464 0.0799662 49.0787 0 0 Conti_fene_vs_others
EgIn3 23.5399 3.27453 0.266147 12.3035 8.67619e-35 5.97458e-34 Conti_fene_vs_others
Mdga2 39.0261 7.63499 0.802111 9.51863 1.75479e-21 8.74524e-21 Conti_fene_vs_others
Slc38a6 325.474 -3.06284 0.0631632 -48.491 0 0 Conti_fene_vs_others
Ttc9 11.7908 6.19003 0.880362 7.03123 2.04719e-12 7.18389e-12 Conti_fene_vs_others
Batf 15.5864 -3.22657 0.302621 -10.6621 1.53125e-26 8.78578e-26 Conti_fene_vs_others
Esrrb 45.9201 -8.9244 0.965434 -9.24393 2.37614e-20 1.13927e-19 Conti_fene_vs_others
Lgmn 596.364 -4.65696 0.0680021 -68.4827 0 0 Conti_fene_vs_others
Serpina3f 75.5462 -7.34898 0.440109 -16.6981 1.35325e-62 1.45617e-61 Conti_fene_vs_others
Serpina3g 164.15 -5.68106 0.177681 -31.9734 2.5578e-224 9.5374e-223 Conti_fene_vs_others
Gm28875 15.5917 4.69202 0.473099 9.91763 3.48961e-23 1.82632e-22 Conti_fene_vs_others
Syne3 20.8057 4.51159 0.387848 11.6324 2.82152e-31 1.80766e-30 Conti_fene_vs_others
Evl 85.9103 4.26727 0.177124 24.0919 3.0366e-128 6.1639e-127 Conti_fene_vs_others
Tnfaip2 237.295 4.67506 0.121226 38.5648 0 0 Conti_fene_vs_others
Jag2 69.7994 3.30965 0.152729 21.6701 3.932e-104 6.6527e-103 Conti_fene_vs_others
Cripl 604.843 3.72742 0.100486 37.0941 3.5037e-301 1.8786e-299 Conti_fene_vs_others
Chrm3 1324.79 8.53073 0.711301 11.9931 3.86068e-33 2.57087e-32 Conti_fene_vs_others
Gm47405 19.5705 6.92182 0.876337 7.89859 2.82081le-15 1.13014e-14 Conti_fene_vs_others
Edaradd 11.2215 -4.18776 0.423087 -9.89811 4.24223e-23 2.2135e-22 Conti_fene_vs_others
Elmol 263.882 5.29305 0.139696 37.8899 0 0 Conti_fene_vs_others
Gm47664 10.4097 5.11712 0.660406 7.74845 9.3024e-15 3.64248e-14 Conti_fene_vs_others
Prl 42.5929 8.63436 1.09677 7.87251 3.47585e-15 1.38509e-14 Conti_fene_vs_others
2610307P16Rik 154.598 6.60886 0.282156 23.4227 2.5082e-121 4.8811e-120 Conti_fene_vs_others
Foxql 21.1806 -7.51516 0.883733 -8.50388 1.83356e-17 7.93931e-17 Conti_fene_vs_others
Tubb2a 71.8008 3.44642 0.154753 22.2704 7.1494e-110 1.2792e-108 Conti_fene_vs_others
Bmp6 845.975 -3.05052 0.0477016 -63.9501 0 0 Conti_fene_vs_others
Gent2 115.109 3.11721 0.117628 26.5006 9.5306e-155 2.4057e-153 Conti_fene_vs_others
Nfil3 10.7014 5.45155 0.727074 7.49793 6.48326e-14 2.4468e-13 Conti_fene_vs_others
Slc34al 13.6057 6.98764 1.07408 6.5057 7.73334e-11 2.5114e-10 Conti_fene_vs_others
Dapk1 46.022 -3.27207 0.165855 -19.7285 1.22725e-86 1.75391e-85 Conti_fene_vs_others
AB830082K12Rik 95.3242 -3.20167 0.117881 -27.1601 1.9236e-162 5.2199e-161 Conti_fene_vs_others

Edil3 301.368 10.8787 0.870666 12.4947 7.98046e-36 5.62503e-35 Conti_fene_vs_others



Hapinl 62.6218 9.18891 1.06549 8.62409 6.46068e-18 2.84823e-17 Conti_fene_vs_others
Cmyab 24.0601 4.22522 0.331053 12.763 2.63988e-37 1.9235e-36 Conti_fene_vs_others
lggap2 348.921 -8.77351 0.332635 -26.3758 2.5963e-153 6.4284e-152 Conti_fene_vs_others
Arhgef28 74.8087 4.35721 0.195881 22.2441 1.2852e-109 2.2943e-108 Conti_fene_vs_others
Ocln 10.3343 -6.77571 0.975527 -6.94569 3.76609e-12 1.30392e-11 Conti_fene_vs_others
Rgs7bp 209.856 -5.75505 0.159854 -36.002 7.7934e-284 3.7751e-282 Conti_fene_vs_others
Elovl7 14.6856 -5.09 0.491133 -10.3638 3.62325e-25 2.00491e-24 Conti_fene_vs_others
lI6st 1255.95 -3.57278 0.0382986 -93.2874 0 0 Conti_fene_vs_others
Gpx8 60.8004 3.67516 0.179499 20.4745 3.63307e-93 5.52205e-92 Conti_fene_vs_others
Gzmk 40.906 4.44551 0.278827 15.9436 3.15422e-57 3.16828e-56 Conti_fene_vs_others
Esml 1036.99 5.6849 0.256234 22.1864 4.65e-109 8.2349e-108 Conti_fene_vs_others
Dnasell3 2333.72 -14.0192 0.787688 -17.7979 7.33177e-71 8.80322e-70 Conti_fene_vs_others
Lrrc3b 164.293 8.001 0.439479 18.2056 4.65567e-74 5.80521e-73 Conti_fene_vs_others
Gm48163 22.9216 -3.5091 0.261294 -13.4297 4.05068e-41 3.19391e-40 Conti_fene_vs_others
Thrb 53.6201 5.10672 0.294964 17.313 3.7504e-67 4.30051e-66 Conti_fene_vs_others
Nid2 75.1501 3.75746 0.163913 22.9235 2.7065e-116 5.0459e-115 Conti_fene_vs_others
Kcnk5 30.1221 4.02515 0.281821 14.2826 2.80748e-46 2.41447e-45 Conti_fene_vs_others
Cacna2d3 16.0532 6.34371 0.810821 7.82381 5.12486e-15 2.02816e-14 Conti_fene_vs_others
Prked 10.2541 3.14777 0.375753 8.37723 5.419e-17 2.31166e-16 Conti_fene_vs_others
Sema3g 76.681 4.12373 0.19061 21.6344 8.5231e-104 1.4389e-102 Conti_fene_vs_others
Vstm4 63.155 -8.52035 0.716079 -11.8986 1.20314e-32 7.93371e-32 Conti_fene_vs_others
Sncg 93.1054 4.02271 0.16018 25.1138 3.5163e-139 7.6576e-138 Conti_fene_vs_others
Pnp2 20.0277 -4.11861 0.30856 -13.3479 1.21886e-40 9.5141e-40 Conti_fene_vs_others
Mmp14 203.188 -3.05811 0.0759132 -40.2843 0 0 Conti_fene_vs_others
Slc7a8 10.0707 -5.28666 0.617862 -8.55638 1.16467e-17 5.08123e-17 Conti_fene_vs_others
Atp8a2 10.2883 3.7779 0.444147 8.50597 1.80085e-17 7.80203e-17 Conti_fene_vs_others
Clqgtnf9 30.0441 3.22793 0.276847 11.6596 2.05009e-31 1.31668e-30 Conti_fene_vs_others
Faml124a 535.503 -4.84091 0.076049 -63.6551 0 0 Conti_fene_vs_others
Gata4 981.228 -13.6348 1.06343 -12.8216 1.2419e-37 9.09147e-37 Conti_fene_vs_others
Extl3 68.0999 3.05507 0.146564 20.8446 1.70679e-96 2.69156e-95 Conti_fene_vs_others
Stcl 64.6508 3.57175 0.200414 17.8219 4.77656e-71 5.75742e-70 Conti_fene_vs_others
LoxI2 49.6012 -3.72951 0.178346 -20.9117 4.1947e-97 6.6284e-96 Conti_fene_vs_others
Tnfrsf10b 28.2723 3.73681 0.268251 13.9303 4.14886e-44 3.43507e-43 Conti_fene_vs_others
Bmpl 27.5827 5.69443 0.48987 11.6244 3.099e-31 1.98135e-30 Conti_fene_vs_others
Rubcenl 12.4301 -6.15527 0.732369 -8.40461 4.29277e-17 1.84235e-16 Conti_fene_vs_others
Serp2 32.003 5.26016 0.395922 13.2858 2.79763e-40 2.17067e-39 Conti_fene_vs_others
Laccl 18.3531 -3.39766 0.273212 -12.436 1.66697e-35 1.16598e-34 Conti_fene_vs_others
Rgcc 1864.57 7.24509 0.10304 70.3133 0 0 Conti_fene_vs_others
Diaph3 16.678 -5.27252 0.510061 -10.337 4.79122e-25 2.63806e-24 Conti_fene_vs_others
Pcdh9 32.0062 3.40404 0.59199 5.75017 8.91523e-09 2.57424e-08 Conti_fene_vs_others
Hs6st3 38.7071 -6.25014 0.494742 -12.6331 1.38632e-36 9.97958e-36 Conti_fene_vs_others
Selenop 6956.2 -3.57085 0.0262743 -135.906 0 0 Conti_fene_vs_others
Ccdc152 22.2691 -3.28891 0.241394 -13.6246 2.85902e-42 2.30456e-41 Conti_fene_vs_others
Npr3 465.362 4.14346 0.282741 14.6546 1.25864e-48 1.12217e-47 Conti_fene_vs_others

Semaba 15.134 5.67025 0.657451 8.6246 6.43158e-18 2.83782e-17 Conti_fene_vs_others



Zfpm2 400.288 -3.77436 0.0743229 -50.7833 Conti_fene_vs_others
Sybu 64.6104 7.10915 0.513684 13.8395 1.47145e-43 1.208e-42 Conti_fene_vs_others
Ccn3 12.4448 3.19759 0.415656 7.69289 1.43849e-14 5.59036e-14 Conti_fene_vs_others
Enpp2 44.1874 5.43662 0.649843 8.36605 5.95828e-17 2.53823e-16 Conti_fene_vs_others
Sntbl 1117.39 -3.23474 0.0752516 -42.9856 0 0 Conti_fene_vs_others
Tg 222.441 11.0188 1.0758 10.2425 1.27935e-24 6.95787e-24 Conti_fene_vs_others
Khdrbs3 150.177 -6.26669 0.220555 -28.4133 1.3864e-177 4.0983e-176 Conti_fene_vs_others
Ly6cl 2440.17 3.96522 0.0494213 80.233 0 0 Conti_fene_vs_others
Apol10b 20.2622 3.11839 0.269777 11.5592 6.63552e-31 4.20782e-30 Conti_fene_vs_others
Apol9b 19.3976 5.54715 0.557736 9.94584 2.6295e-23 1.38316e-22 Conti_fene_vs_others
Csf2rb 13.6358 4.4987 0.486926 9.23899 2.4884e-20 1.19236e-19 Conti_fene_vs_others
Lgalsl 262.274 -3.05907 0.0974502 -31.3911 2.6769e-216 9.5467e-215 Conti_fene_vs_others
Pricklel 1430.1 -3.60603 0.0461564 -78.1264 0 0 Conti_fene_vs_others
Krt80 13.8605 7.01188 1.06985 6.55407 5.59888e-11 1.82855e-10 Conti_fene_vs_others
AU021092 377.344 3.21885 0.0638668 50.3994 0 0 Conti_fene_vs_others
Abat 71.3846 -3.8156 0.150187 -25.4056 2.1878e-142 4.9159e-141 Conti_fene_vs_others
Emp2 146.935 4.87965 0.163525 29.8405 1.1673e-195 3.8131e-194 Conti_fene_vs_others
Shisa9 65.0155 -4.16709 0.207103 -20.1208 4.85026e-90 7.16207e-89 Conti_fene_vs_others
St6gall 125.651 -4.13845 0.126473 -32.722 7.6059e-235 2.979e-233 Conti_fene_vs_others
Maspl 269.322 -10.9029 0.788411 -13.8289 1.70505e-43 1.39683e-42 Conti_fene_vs_others
Bcl6 28.1303 -3.40424 0.233801 -14.5604 5.01421e-48 4.42234e-47 Conti_fene_vs_others
Mb21d2 346.142 -3.5441 0.0654764 -54.1278 0 0 Conti_fene_vs_others
Gm46565 121.325 -3.86538 0.126339 -30.5955 1.4069e-205 4.7659e-204 Conti_fene_vs_others
Tfrc 28.7794 -4.60505 0.317987 -14.4819 1.57728e-47 1.38014e-46 Conti_fene_vs_others
Itgb5 125.634 6.97932 0.35372 19.7312 1.16459e-86 1.66589e-85 Conti_fene_vs_others
Sema5h 16.2662 5.09263 0.531952 9.57348 1.03368e-21 5.20151e-21 Conti_fene_vs_others
Slc15a2 17.0535 7.31421 1.07449 6.80718 9.95325e-12 3.37689¢-11 Conti_fene_vs_others
Fstll 100.879 3.52565 0.260909 13.5129 1.3116e-41 1.04638e-40 Conti_fene_vs_others
Gramdlc 38.8414 -3.16196 0.185179 -17.0752 2.27044e-65 2.52526e-64 Conti_fene_vs_others
Boc 65.321 7.12505 0.516099 13.8056 2.35796e-43 1.92765e-42 Conti_fene_vs_others
Cd200r1 19.0836 -7.95216 1.07212 -7.41721 1.19612e-13 4.44197e-13 Conti_fene_vs_others
Ccdc80 223.873 -3.94012 0.09084 -43.3743 0 0 Conti_fene_vs_others
Cd200 826.203 5.24652 0.136482 38.4411 0 0 Conti_fene_vs_others
Alcam 19.9407 -3.47431 0.58662 -5.9226 3.16892e-09 9.43214e-09 Conti_fene_vs_others
Epha6 23.6139 6.3167 0.735051 8.59356 8.43163e-18 3.69931e-17 Conti_fene_vs_others
Robol 251.707 -8.64342 0.376258 -22.9721 8.8643e-117 1.6566e-115 Conti_fene_vs_others
Robo2 37.2804 8.14942 0.967549 8.42275 3.67758e-17 1.58138e-16 Conti_fene_vs_others
Itsnl 498.897 -4.01796 0.0653778 -61.4575 0 0 Conti_fene_vs_others
Neurllb 33.0046 4.70184 0.329725 14.2599 3.89075e-46 3.33318e-45 Conti_fene_vs_others
Gm26885 53.2015 -3.56358 0.167389 -21.2892 1.4285e-100 2.3431e-99 Conti_fene_vs_others
Slc37al 20.865 -3.43888 0.251328 -13.6828 1.28569e-42 1.04012e-41 Conti_fene_vs_others
Angptl4 32.3909 6.29643 0.570595 11.0348 2.5951e-28 1.56098e-27 Conti_fene_vs_others
H2-Abl 38.7433 4.74468 0.676261 7.01604 2.28242e-12 7.9931e-12 Conti_fene_vs_others
H2-Aa 22.0882 3.37942 0.719785 4.69504 2.66551e-06 6.51769e-06 Conti_fene_vs_others

H2-Eb1l 19.5389 3.47784 0.821376 4.23416 2.29408e-05 5.20359¢e-05 Conti_fene_vs_others



Rcan2 42.1256 7.16564 0.654434 10.9494 6.69138e-28 4.00324e-27 Conti_fene_vs_others
Clics 302.069 4.28502 0.0979965 43.7262 0 0 Conti_fene_vs_others
Satbl 12.0354 3.13319 0.357243 8.77048 1.77911e-18 8.01837e-18 Conti_fene_vs_others
Ltbpl 227.295 6.87548 0.253753 27.0951 1.124e-161 3.0237e-160 Conti_fene_vs_others
Gm30938 43.1428 -5.27417 0.293635 -17.9617 3.8905e-72 4.77831e-71 Conti_fene_vs_others
Greb1l 127.642 -10.401 0.963491 -10.7951 3.63064e-27 2.1191e-26 Conti_fene_vs_others
Gatab 12.1741 3.33338 0.374508 8.9007 5.54961e-19 2.54921e-18 Conti_fene_vs_others
Cdh2 11.6951 3.09748 0.402684 7.69209 1.44756e-14 5.62421e-14 Conti_fene_vs_others
Gm49980 20.4311 3.52449 0.297568 11.8443 2.30353e-32 1.51321e-31 Conti_fene_vs_others
Lims2 526.391 3.09632 0.0541229 57.209 0 0 Conti_fene_vs_others
Cd14 13.8954 3.37904 0.343674 9.83209 8.1898e-23 4.23348e-22 Conti_fene_vs_others
Pcdhl 84.4141 3.67011 0.151446 24.2339 9.7811e-130 2.0064e-128 Conti_fene_vs_others
Gnpdal 88.832 -3.41907 0.1237 -27.6399 3.6863e-168 1.0403e-166 Conti_fene_vs_others
Snx24 453.564 -6.42008 0.135567 -47.3573 0 0 Conti_fene_vs_others
Ablim3 75.4235 6.00035 0.3494 17.1733 4.20775e-66 4.72051e-65 Conti_fene_vs_others
Piezo2 574.077 4.0636 0.0703969 57.7242 0 0 Conti_fene_vs_others
Tubb6 28.9643 3.52024 0.252761 13.9271 4.33361e-44 3.58422e-43 Conti_fene_vs_others
Zbtb7c 10.1619 5.97683 0.882959 6.76909 1.29599e-11 4.37311e-11 Conti_fene_vs_others
Mbp 11.3092 -3.29328 0.413899 -7.95671 1.76674e-15 7.13347e-15 Conti_fene_vs_others
AC109619.1 17.5846 -7.54114 0.969551 -7.77797 7.36996e-15 2.90189e-14 Conti_fene_vs_others
Firtl 58.1126 -7.42973 0.515907 -14.4013 5.078e-47 4.42093e-46 Conti_fene_vs_others
Slc22a8 12.787 -4.17707 0.393472 -10.6159 2.51286e-26 1.43543e-25 Conti_fene_vs_others
Fads2 21.5143 -3.65224 0.264046 -13.8319 1.63727e-43 1.34343e-42 Conti_fene_vs_others
Gnald 67.9366 -9.49434 0.964361 -9.84522 7.18854e-23 3.72955e-22 Conti_fene_vs_others
Gda 85.1262 5.19461 0.243456 21.3369 5.1582e-101 8.4963e-100 Conti_fene_vs_others
Cemip2 1629.61 -3.19099 0.0302628 -105.443 0 0 Conti_fene_vs_others
Trpm3 23.8383 3.24625 0.390976 8.30295 1.01561e-16 4.28773e-16 Conti_fene_vs_others
Pgm5 73.5082 -4.65837 0.187573 -24.835 3.7578e-136 8.0041e-135 Conti_fene_vs_others
Kank1 25.3833 -4.36696 0.303556 -14.386 6.33562e-47 5.50349e-46 Conti_fene_vs_others
Slc16a12 22.146 -5.30803 0.425389 -12.4781 9.8325e-36 6.91164e-35 Conti_fene_vs_others
A830019P07Rik 14.5623 -3.89644 0.339443 -11.4789 1.68362e-30 1.05944e-29 Conti_fene_vs_others
Entpdl 226.482 3.02453 0.0779106 38.8205 0 0 Conti_fene_vs_others
Scdl 15.9573 4.4538 0.437172 10.1878 2.24908e-24 1.21469e-23 Conti_fene_vs_others
Gstol 37.9247 -3.11317 0.176155 -17.673 6.77392e-70 8.0158e-69 Conti_fene_vs_others
Magix 23.2546 3.43351 0.26509 12.9523 2.28141e-38 1.69083e-37 Conti_fene_vs_others
Lancl3 20.6513 3.92733 0.344087 11.4138 3.56981e-30 2.23278e-29 Conti_fene_vs_others
Tspan? 1510.6 -3.69891 0.0385892 -95.8534 0 0 Conti_fene_vs_others
Dipk2b 72.5037 3.40144 0.155296 21.903 2.4323e-106 4.193e-105 Conti_fene_vs_others
Slc9a7 23.0158 -6.28713 0.563365 -11.16 6.40175e-29 3.90816e-28 Conti_fene_vs_others
KIhi13 59.9852 -3.00664 0.149821 -20.0682 1.40045e-89 2.05624e-88 Conti_fene_vs_others
6030498E09Rik 133.172 -10.4646 0.964164 -10.8536 1.91784e-27 1.13085e-26 Conti_fene_vs_others
Tenml 15.4939 -6.49194 0.745649 -8.70643 3.13586e-18 1.40114e-17 Conti_fene_vs_others
Apln 15.9617 4.73335 0.478383 9.89448 4.39893e-23 2.29373e-22 Conti_fene_vs_others
Mbnl3 42.902 -4.62169 0.244321 -18.9165 8.34444e-80 1.10706e-78 Conti_fene_vs_others

Fgf13 16.541 4.51447 0.45594 9.90144 4.10304e-23 2.14232e-22 Conti_fene_vs_others



1684.62 -3.19138 0.0346028 -92.2291 0 Conti_fene_vs_others
Dmd 362.105 -3.43761 0.0615177 -55.88 0 0 Conti_fene_vs_others
Ar 105.51 5.17377 0.22973 22.5211 2.5784e-112 4.7001e-111 Conti_fene_vs_others
1113ra2 38.9465 -8.9775 1.06693 -8.41429 3.9527e-17 1.69827e-16 Conti_fene_vs_others
Mid1l 601.656 -3.84469 0.0602583 -63.8034 0 0 Conti_fene_vs_others
G530011006Rik 10.5586 -4.93793 0.551876 -8.94754 3.63506e-19 1.68019e-18 Conti_fene_vs_others
Csprs 25.4615 -4.17727 0.281825 -14.8222 1.05252e-49 9.57612e-49 Conti_fene_vs_others
2610203C22Rik 18.6882 -4.67068 1.05597 -4.42313 9.7281e-06 7.82627e-05 Conti_non_fene_vs_others
Neurl3 13.447 -4.1972 1.05603 -3.9745 7.05285e-05 0.000482966 Conti_non_fene_vs_others
Slc39a10 308.189 4.7264 0.0734631 64.337 0 0 Conti_non_fene_vs_others
Hecw2 125.903 -7.13194 0.954509 -7.47184 7.90783e-14 1.57289%-12 Conti_non_fene_vs_others
Ankrd44 126.226 -3.17467 0.256774 -12.3637 4.1087e-35 2.08042e-33 Conti_non_fene_vs_others
Spats2I 18.0573 -4.62213 1.05578 -4.37793 1.19813e-05 9.51099e-05 Conti_non_fene_vs_others
Abi2 27.2511 -4.28071 0.782721 -5.46901 4.5256e-08 5.29981e-07 Conti_non_fene_vs_others
Adam23 127.232 -7.43889 1.05601 -7.04436 1.8631e-12 3.33312e-11 Conti_non_fene_vs_others
Fnl 212.602 8.85151 0.177427 49.8882 0 0 Conti_non_fene_vs_others
Igfbp5 338.646 -7.41473 0.645494 -11.4869 1.53524e-30 6.782e-29 Conti_non_fene_vs_others
Sgpp2 59.829 6.1843 0.18956 32.6245 1.8447e-233 7.1548e-231 Conti_non_fene_vs_others
Slc19a3 32.3503 10.0978 0.666045 15.1609 6.41754e-52 4.99821e-50 Conti_non_fene_vs_others
Itm2c 25.4276 -3.04407 0.5465 -5.57012 2.54559e-08 3.07006e-07 Conti_non_fene_vs_others
Inpp5d 41.3468 -3.24859 0.457288 -7.10404 1.2116e-12 2.19594e-11 Conti_non_fene_vs_others
Inhbb 13.5525 -4.20757 1.05584 -3.98504 6.74694e-05 0.000464313 Conti_non_fene_vs_others
Dbi 45.2076 -5.34152 0.863996 -6.18235 6.31554e-10 9.09935e-09 Conti_non_fene_vs_others
Mgat5 23.4824 -4.69177 0.955462 -4.91047 9.08578e-07 8.83537e-06 Conti_non_fene_vs_others
Gm15675 28.8015 -5.29497 1.05683 -5.01023 5.4366e-07 5.4713e-06 Conti_non_fene_vs_others
Cd55 108.551 -6.32588 0.783201 -8.07695 6.64063e-16 1.52404e-14 Conti_non_fene_vs_others
Gm16083 14.9396 -4.01989 0.956301 -4.20358 2.62722e-05 0.00019581 Conti_non_fene_vs_others
Tmcc2 27.5249 -5.23035 1.05776 -4.94475 7.6241e-07 7.52439e-06 Conti_non_fene_vs_others
Pik3c2b 27.4403 -4.62055 0.864245 -5.34634 8.97511e-08 1.01608e-06 Conti_non_fene_vs_others
Atp2b4 56.4933 -4.79274 0.64394 -7.44283 9.85503e-14 1.94424e-12 Conti_non_fene_vs_others
Arl8a 12.5036 -4.09247 1.05564 -3.87676 0.000105856 0.000696358 Conti_non_fene_vs_others
Csrpl 28.7204 -4.68086 0.86414 -5.41679 6.06786e-08 7.01276e-07 Conti_non_fene_vs_others
Nr5a2 29.5317 -4.70252 0.864504 -5.43955 5.34139e-08 6.21389e-07 Conti_non_fene_vs_others
Gm20631 18.1137 5.03108 0.272808 18.4419 6.05993e-76 6.71544e-74 Conti_non_fene_vs_others
Fam129a 15.3054 3.34356 0.30464 10.9754 5.01649e-28 2.05242e-26 Conti_non_fene_vs_others
1700025G04Rik 35.2755 -5.5879 1.05544 -5.29439 1.19415e-07 1.32788e-06 Conti_non_fene_vs_others
Npl 10.1302 -3.78775 1.05767 -3.58122 0.000342 0.00196162 Conti_non_fene_vs_others
Ralgps2 31.3179 -3.9083 0.644723 -6.06197 1.34461e-09 1.87193e-08 Conti_non_fene_vs_others
Gasb 46.1258 -3.28645 0.436658 -7.52636 5.21736e-14 1.05177e-12 Conti_non_fene_vs_others
Prdx6 12.4066 -4.08132 1.05583 -3.86552 0.000110852 0.000726269 Conti_non_fene_vs_others
F5 10.3277 6.53761 0.492157 13.2836 2.88266e-40 1.67878e-38 Conti_non_fene_vs_others
lldr2 18.2453 9.82425 0.818729 11.9994 3.57868e-33 1.7264e-31 Conti_non_fene_vs_others
Pbx1 688.793 -4.89835 0.19331 -25.3393 1.1787e-141 2.4847e-139 Conti_non_fene_vs_others
Rgs5 46.7474 3.07746 0.302731 10.1657 2.82142e-24 1.00396e-22 Conti_non_fene_vs_others

Fcgr2b 170.081 -7.8576 1.05572 -7.44289 9.85096e-14 1.94424e-12 Conti_non_fene_vs_others



Pcp4ll 248.423 3.13595 0.0799985 39.2001 0 Conti_non_fene_vs_others
Fcerlg 25.038 -5.0932 1.05576 -4.82421 1.40559e-06 1.33294e-05 Conti_non_fene_vs_others
Cd84 17.1317 -4.54567 1.05625 -4.3036 1.68045e-05 0.000129527 Conti_non_fene_vs_others
1fi207 13.6284 -4.21532 1.05716 -3.98741 6.67989e-05 0.00046068 Conti_non_fene_vs_others
Ifi204 23.3918 -4.99588 1.05552 -4.73311 2.21105e-06 2.02164e-05 Conti_non_fene_vs_others
Mndal 111.278 -4.63555 0.435446 -10.6455 1.82977e-26 7.0828e-25 Conti_non_fene_vs_others
1fi203 97.353 -4.73499 0.481299 -9.83793 7.72877e-23 2.61122e-21 Conti_non_fene_vs_others
Tmem63a 12.8172 -3.44699 0.865166 -3.9842 6.77082e-05 0.000465791 Conti_non_fene_vs_others
Degsl 81.8767 -3.68745 0.373736 -9.86647 5.81751e-23 1.97928e-21 Conti_non_fene_vs_others
Hix 27.3353 -3.98708 0.708721 -5.62574 1.84716e-08 2.27009e-07 Conti_non_fene_vs_others
Esrrg 12.6962 -3.76947 0.957825 -3.93544 8.30434e-05 0.000558412 Conti_non_fene_vs_others
Lpgatl 17.8215 -3.32308 0.710316 -4.67832 2.89239e-06 2.57186e-05 Conti_non_fene_vs_others
Slc30al 89.4085 3.33198 0.111599 29.8566 7.2103e-196 2.37e-193 Conti_non_fene_vs_others
Frmd4a 30.038 -5.35602 1.05508 -5.07641 3.84633e-07 3.95922e-06 Conti_non_fene_vs_others
Optn 10.5725 -3.52616 0.955686 -3.68966 0.000224553 0.00135409 Conti_non_fene_vs_others
Itih& 214.104 3.56569 0.104438 34.1417 1.7771e-255 7.3325e-253 Conti_non_fene_vs_others
Prkecq 22.3338 -4.92867 1.05733 -4.66143 3.14024e-06 2.77696e-05 Conti_non_fene_vs_others
Pfkfb3 13.2992 -4.18093 1.05577 -3.96006 7.49301e-05 0.000509509 Conti_non_fene_vs_others
Itga8 47.8189 -6.0268 1.0556 -5.70934 1.13415e-08 1.42544e-07 Conti_non_fene_vs_others
St8siab 21.6112 3.22143 0.273201 11.7914 4.32128e-32 2.00484e-30 Conti_non_fene_vs_others
Mrcl 236.666 -8.33422 1.05521 -7.89818 2.83002e-15 6.24375e-14 Conti_non_fene_vs_others
Nebl 169.882 4.64312 0.181129 25.6343 6.328e-145 1.3635e-142 Conti_non_fene_vs_others
Pip4k2a 63.2825 -5.835 0.86403 -6.75324 1.44582e-11 2.40058e-10 Conti_non_fene_vs_others
Rabl6 19.9152 -3.18113 0.644518 -4.93567 7.98754e-07 7.86706e-06 Conti_non_fene_vs_others
Olfm1 13.7971 -4.23443 1.05552 -4.01168 6.02876e-05 0.000418902 Conti_non_fene_vs_others
Ntng2 18.6801 -4.67102 1.05608 -4.423 9.73391e-06 7.82627e-05 Conti_non_fene_vs_others
Sh3glb2 15.4253 -4.39403 1.05601 -4.16099 3.16876e-05 0.000232156 Conti_non_fene_vs_others
Fnbpl 42.2809 -5.54888 0.954923 -5.81081 6.21711e-09 8.08642e-08 Conti_non_fene_vs_others
Aifll 12.5548 5.07359 0.33964 14.9381 1.86184e-50 1.41042e-48 Conti_non_fene_vs_others
Ptgsl 47.192 -5.11872 0.781802 -6.54734 5.8569e-11 9.24189e-10 Conti_non_fene_vs_others
Zeb2 88.9032 -6.92176 1.05604 -6.55445 5.58463e-11 8.83382e-10 Conti_non_fene_vs_others
Rnd3 18.3509 -3.67628 0.782603 -4.69751 2.63358e-06 2.35685e-05 Conti_non_fene_vs_others
Cd302 10.4842 -3.83692 1.05673 -3.63096 0.000282374 0.00165191 Conti_non_fene_vs_others
Ly75 15.2556 3.11965 0.264131 11.811 3.426e-32 1.60098e-30 Conti_non_fene_vs_others
Pla2rl 36.2747 -5.62838 1.05582 -5.33081 9.77776e-08 1.09797e-06 Conti_non_fene_vs_others
Dpp4 99.4134 -3.07345 0.281447 -10.9202 9.23317e-28 3.73818e-26 Conti_non_fene_vs_others
Grb14 66.8146 6.62984 0.224071 29.5881 2.124e-192 6.5381e-190 Conti_non_fene_vs_others
Cobll1 144.594 5.47253 0.114837 47.6548 0 0 Conti_non_fene_vs_others
B3galtl 98.9528 -7.07609 1.05591 -6.7014 2.06429e-11 3.38115e-10 Conti_non_fene_vs_others
Wipfl 55.1018 -3.55446 0.435881 -8.15465 3.50197e-16 8.218e-15 Conti_non_fene_vs_others
Ccdc141 188.707 10.9558 0.367835 29.7844 6.2132e-195 1.9753e-192 Conti_non_fene_vs_others
Itgav 12.9227 -3.79626 0.955708 -3.9722 7.12113e-05 0.000487125 Conti_non_fene_vs_others
Slc43a3 106.15 -6.30151 0.781651 -8.06179 7.51834e-16 1.71533e-14 Conti_non_fene_vs_others
Aplnr 29.9803 -4.13983 0.710699 -5.82501 5.71085e-09 7.45444e-08 Conti_non_fene_vs_others

Ptprj 21.9154 5.14501 0.288912 17.8082 6.1028e-71 6.36299e-69 Conti_non_fene_vs_others



Trp53i1l 44.4124 -3.72844 0.511916 -7.28331 3.25728e-13 6.15077e-12 Conti_non_fene_vs_others
Gm13889 25.2099 -3.30375 0.589919 -5.60034 2.13931e-08 2.61093e-07 Conti_non_fene_vs_others
Ldlrad3 73.4413 3.29695 0.121321 27.1754 1.2688e-162 3.5152e-160 Conti_non_fene_vs_others
Slcla2 20.2645 10.5546 1.18161 8.93243 4.16738e-19 1.17298e-17 Conti_non_fene_vs_others
Renl 22.4387 -3.98739 0.782351 -5.09668 3.45662e-07 3.57897e-06 Conti_non_fene_vs_others
Fmnl 17.4586 -4.57321 1.05568 -4.332 1.4776e-05 0.000115405 Conti_non_fene_vs_others
Meis2 701.2 -9.90126 1.05488 -9.38613 6.2247e-21 1.92222e-19 Conti_non_fene_vs_others
Spred1 48.4098 -4.30484 0.59005 -7.29573 2.97051e-13 5.6367e-12 Conti_non_fene_vs_others
Gcehfr 11.0637 -3.91486 1.05583 -3.70786 0.000209017 0.00127387 Conti_non_fene_vs_others
Ehd4 163.919 -3.05784 0.218644 -13.9855 1.91178e-44 1.22766e-42 Conti_non_fene_vs_others
Frmd5 117.96 9.33369 0.293588 31.7918 8.4136e-222 3.1993e-219 Conti_non_fene_vs_others
Sema6d 54.9069 -4.74617 0.643833 -7.37174 1.68418e-13 3.2694e-12 Conti_non_fene_vs_others
Galk2 14.2951 -3.95256 0.956185 -4.13368 3.57003e-05 0.000258914 Conti_non_fene_vs_others
Morrbid 26.5289 -4.55033 0.865406 -5.25803 1.45608e-07 1.59535e-06 Conti_non_fene_vs_others
Mertk 96.1731 -3.84165 0.363579 -10.5662 4.27443e-26 1.62219e-24 Conti_non_fene_vs_others
ll1la 18.8582 -4.6844 1.05619 -4.4352 9.19848e-06 7.46385e-05 Conti_non_fene_vs_others
Sirpa 23.2976 -4.99015 1.05566 -4.72702 2.27837e-06 2.07731e-05 Conti_non_fene_vs_others
4930402H24Rik 57.1576 -4.10263 0.510974 -8.02904 9.82394e-16 2.2153e-14 Conti_non_fene_vs_others
Prnp 45.0923 3.2149 0.160656 20.0111 4.40877e-89 5.85611e-87 Conti_non_fene_vs_others
Gpcpdl 319.687 4.54114 0.0626629 72.4694 0 0 Conti_non_fene_vs_others
Bmp2 149.175 -6.50045 0.709429 -9.16293 5.05057e-20 1.49764e-18 Conti_non_fene_vs_others
Ism1 16.2249 5.4387 0.313748 17.3346 2.57744e-67 2.51177e-65 Conti_non_fene_vs_others
Macrod2 20.6098 -3.86421 0.783166 -4.93409 8.05236e-07 7.92285e-06 Conti_non_fene_vs_others
Snx5 39.715 -3.5478 0.51174 -6.93283 4.125e-12 7.14889%e-11 Conti_non_fene_vs_others
Ralgapa2 231.093 -4.90535 0.334502 -14.6647 1.08553e-48 7.59987e-47 Conti_non_fene_vs_others
Pigu 10.4758 -3.14496 0.864741 -3.63687 0.000275966 0.00161833 Conti_non_fene_vs_others
2900097C17Rik 25.9517 -4.84251 0.954929 -5.07106 3.95602e-07 4.06136e-06 Conti_non_fene_vs_others
Sogal 16.3106 -3.53162 0.782528 -4.51309 6.389e-06 5.33141e-05 Conti_non_fene_vs_others
Lbp 17.215 -4.23208 0.955532 -4.42903 9.46586e-06 7.64562e-05 Conti_non_fene_vs_others
Pltp 728.571 3.93123 0.0475905 82.6054 0 0 Conti_non_fene_vs_others
Prex1 19.97 -4.76702 1.0554 -4.51681 6.2779e-06 5.24999e-05 Conti_non_fene_vs_others
Zfasl 10.639 -3.85918 1.05615 -3.65401 0.000258176 0.0015302 Conti_non_fene_vs_others
Kcnbl 31.5837 -4.51426 0.7825 -5.76903 7.97301e-09 1.02398e-07 Conti_non_fene_vs_others
Cebpb 12.1361 -3.05376 0.784208 -3.89407 9.85778e-05 0.000653356 Conti_non_fene_vs_others
Atp9a 12.4971 -4.09198 1.05607 -3.87474 0.00010674 0.000701695 Conti_non_fene_vs_others
Edn3 29.7904 11.4309 1.0774 10.6097 2.68562e-26 1.02929e-24 Conti_non_fene_vs_others
Cdh4 19.8909 -4.76155 1.05709 -4.50437 6.65701e-06 5.52888e-05 Conti_non_fene_vs_others
Fabp5 84.6375 -6.85078 1.05741 -6.47882 9.24446e-11 1.43998e-09 Conti_non_fene_vs_others
Fabp4 881.577 -9.65289 0.864988 -11.1596 6.4304e-29 2.67607e-27 Conti_non_fene_vs_others
Cp 41.5479 6.31337 0.213323 29.5954 1.7127e-192 5.3571e-190 Conti_non_fene_vs_others
Pld1 15.4765 -3.74023 0.864635 -4.32579 1.51985e-05 0.000118324 Conti_non_fene_vs_others
Tnik 26.6174 -5.18149 1.05624 -4.90561 9.31394e-07 9.0403e-06 Conti_non_fene_vs_others
Trpc3 25.5879 -4.82138 0.954909 -5.04904 4.4403e-07 4.52262e-06 Conti_non_fene_vs_others
Maml3 107.713 -3.59136 0.316163 -11.3592 6.67319e-30 2.86947e-28 Conti_non_fene_vs_others

Rnf13 22.4627 -3.66967 0.709188 -5.17447 2.28559¢e-07 2.43943e-06 Conti_non_fene_vs_others



Schipl 53.0632 -3.36749 0.417279 -8.07011 7.02323e-16 1.60615e-14 Conti_non_fene_vs_others
Bche 26.2885 10.9435 0.979965 11.1672 5.89972e-29 2.46581e-27 Conti_non_fene_vs_others
Tmem131l 11.4695 -3.63016 0.955628 -3.79871 0.00014545 0.000924431 Conti_non_fene_vs_others
Trim2 24.525 -5.06311 1.05555 -4.79668 1.61315e-06 1.51422e-05 Conti_non_fene_vs_others
Dclk2 11.8851 -3.33225 0.86505 -3.85209 0.000117115 0.00076446 Conti_non_fene_vs_others
Pbxipl 11.8937 -4.02072 1.05576 -3.80835 0.000139898 0.000893329 Conti_non_fene_vs_others
ll6ra 11.1318 4.01978 0.322086 12.4805 9.54226e-36 4.92162e-34 Conti_non_fene_vs_others
4933434E20Rik 15.0127 -3.72768 0.864383 -4.31254 1.61393e-05 0.000125096 Conti_non_fene_vs_others
S100al 43.4893 -5.27807 0.86398 -6.10903 1.00241e-09 1.41175e-08 Conti_non_fene_vs_others
S100a6 52.6902 -5.56908 0.86515 -6.43712 1.21758e-10 1.87849e-09 Conti_non_fene_vs_others
Plekhol 47.7592 -4.83804 0.708547 -6.82812 8.60336e-12 1.45716e-10 Conti_non_fene_vs_others
Hmgcs2 37.4636 10.0177 0.613093 16.3397 5.15374e-60 4.44207e-58 Conti_non_fene_vs_others
Ptgfrn 13.2134 4.33223 0.34751 12.4665 1.13707e-35 5.8491e-34 Conti_non_fene_vs_others
Tspan2 11.4676 -3.96705 1.05643 -3.75516 0.00017323 0.0010809 Conti_non_fene_vs_others
Slcl6al 107.203 4.63061 0.112473 41.1709 0 0 Conti_non_fene_vs_others
Slicl6a4 58.2899 7.574 0.240048 31.552 1.6846e-218 6.164e-216 Conti_non_fene_vs_others
Gstm7 18.3297 4.90868 0.265821 18.4661 3.86904e-76 4.33712e-74 Conti_non_fene_vs_others
Fam102b 12.028 -4.03486 1.05588 -3.82133 0.000132735 0.000853775 Conti_non_fene_vs_others
Vav3 99.4753 -5.90852 0.708364 -8.34108 7.36155e-17 1.80028e-15 Conti_non_fene_vs_others
Usp53 97.0583 5.20862 0.122663 42.4627 0 0 Conti_non_fene_vs_others
Synpo2 26.6889 6.6016 0.363236 18.1744 8.22992e-74 8.86682e-72 Conti_non_fene_vs_others
Snhg8 10.8649 -3.53012 0.955491 -3.69456 0.000220271 0.00133204 Conti_non_fene_vs_others
Enpep 37.7559 -5.38691 0.954874 -5.64149 1.68585e-08 2.08905e-07 Conti_non_fene_vs_others
Lefl 256.336 5.19585 0.10274 50.5728 0 0 Conti_non_fene_vs_others
Sgms2 24.6602 8.59978 0.729704 11.7853 4.648e-32 2.15128e-30 Conti_non_fene_vs_others
Dkk2 18.829 -3.72542 0.787631 -4.72991 2.24622e-06 2.04896e-05 Conti_non_fene_vs_others
Lmo4 15.76 -3.77301 0.864477 -4.36449 1.27417e-05 0.000100665 Conti_non_fene_vs_others
Nexn 12.4635 -3.06049 0.783867 -3.90435 9.44792e-05 0.000628986 Conti_non_fene_vs_others
Car8 64.6613 -5.00303 0.644324 -7.76478 8.17873e-15 1.76038e-13 Conti_non_fene_vs_others
Asph 12.7327 -4.11848 1.05666 -3.89765 9.71325e-05 0.000644879 Conti_non_fene_vs_others
Rad54b 18.7085 5.8191 0.346022 16.8172 1.82725e-63 1.65588e-61 Conti_non_fene_vs_others
Runx1tl 14.121 4.00468 0.292336 13.6989 1.03075e-42 6.38636e-41 Conti_non_fene_vs_others
Reck 34.5827 3.49706 0.198435 17.6232 1.63427e-69 1.6507e-67 Conti_non_fene_vs_others
Trim14 10.7318 -3.16147 0.865576 -3.65245 0.000259752 0.00153907 Conti_non_fene_vs_others
Coll5al 36.6265 -3.43247 0.51372 -6.68159 2.36357e-11 3.84537e-10 Conti_non_fene_vs_others
Tmeffl 21.2496 6.46293 0.31175 20.7312 1.81394e-95 2.53078e-93 Conti_non_fene_vs_others
Zfp462 28.2837 -5.26937 1.0552 -4.9937 5.92329e-07 5.93339e-06 Conti_non_fene_vs_others
Cdkn2b 16.0336 4.74031 0.285348 16.6124 5.67115e-62 5.02194e-60 Conti_non_fene_vs_others
Dock7 17.2657 -4.55731 1.05576 -4.3166 1.5845e-05 0.000122962 Conti_non_fene_vs_others
Jakl 213.834 -4.38416 0.290271 -15.1037 1.53156e-51 1.17863e-49 Conti_non_fene_vs_others
Pde4db 41.9455 -5.22747 0.864546 -6.04649 1.4804e-09 2.04921e-08 Conti_non_fene_vs_others
Plpp3 771.23 -5.52379 0.22299 -24.7715 1.8197e-135 3.5646e-133 Conti_non_fene_vs_others
Ssbp3 20.5334 -3.54864 0.708873 -5.00603 5.55655e-07 5.58622e-06 Conti_non_fene_vs_others
Lrp8 40.2815 9.00464 0.427722 21.0525 2.16731e-98 3.13662e-96 Conti_non_fene_vs_others

Cyp4bl 63.256 -6.43073 1.05507 -6.09507 1.09392e-09 1.53393e-08 Conti_non_fene_vs_others



Eri3 15.2348 -3.38398 0.782499 -4.32459 1.52817e-05 0.000118924 Conti_non_fene_vs_others
Gm12840 11.6269 -3.3003 0.867482 -3.80446 0.000142113 0.000905981 Conti_non_fene_vs_others
St3gal3 17.7363 -3.94808 0.865922 -4.5594 5.13005e-06 4.38094e-05 Conti_non_fene_vs_others
Slc2al 242.285 6.95685 0.100933 68.9253 0 0 Conti_non_fene_vs_others
Hivep3 68.1779 -6.53838 1.05511 -6.19688 5.7595e-10 8.33537e-09 Conti_non_fene_vs_others
Smap2 52.5571 -4.42623 0.589886 -7.50353 6.2123e-14 1.24201e-12 Conti_non_fene_vs_others
Mfsd2a 62.7674 11.6388 0.796761 14.6077 2.50861e-48 1.73748e-46 Conti_non_fene_vs_others
Ago3 74.8751 -3.10166 0.324679 -9.55302 1.25974e-21 4.00493e-20 Conti_non_fene_vs_others
Gja4 16.7766 -3.86926 0.865578 -4.47015 7.81656e-06 6.42044e-05 Conti_non_fene_vs_others
Marcksl1 53.2832 -6.18299 1.05507 -5.86027 4.62125e-09 6.0966e-08 Conti_non_fene_vs_others
Fam167b 119.748 -5.64055 0.589253 -9.57237 1.04479e-21 3.35456e-20 Conti_non_fene_vs_others
Ptpru 40.1931 -3.77625 0.546256 -6.91296 4.7465e-12 8.18212e-11 Conti_non_fene_vs_others
Slc9al 25.8647 -3.60489 0.644225 -5.59569 2.1974e-08 2.67677e-07 Conti_non_fene_vs_others
Srarp 75.1259 8.06319 0.272824 29.5546 5.7399%e-192 1.7393e-189 Conti_non_fene_vs_others
Plekhm2 12.2373 -3.72157 0.955779 -3.89375 9.87056e-05 0.00065398 Conti_non_fene_vs_others
Dhrs3 87.6981 -5.44636 0.643423 -8.46466 2.56898e-17 6.52097e-16 Conti_non_fene_vs_others
Rbp7 55.7474 -5.65789 0.869794 -6.50487 7.77619e-11 1.21812e-09 Conti_non_fene_vs_others
Vwal 103.497 3.5653 0.11275 31.6212 1.888e-219 7.0411e-217 Conti_non_fene_vs_others
Mxra8 17.5291 -3.60362 0.782908 -4.60287 4.16715e-06 3.61793e-05 Conti_non_fene_vs_others
Rundc3b 124.788 6.88696 0.141928 48.5243 0 0 Conti_non_fene_vs_others
Abcbla 381.606 6.97508 0.0841035 82.9345 0 0 Conti_non_fene_vs_others
Crot 10.2755 -3.48207 0.956186 -3.64162 0.000270924 0.00159165 Conti_non_fene_vs_others
Hof 31.5785 -5.42819 1.05836 -5.12885 2.91511e-07 3.06078e-06 Conti_non_fene_vs_others
Sema3c 285.65 6.47586 0.108196 59.8527 0 0 Conti_non_fene_vs_others
Cd36 132.253 -6.90835 0.864765 -7.98871 1.36358e-15 3.0571e-14 Conti_non_fene_vs_others
Emilinl 27.7218 -5.2397 1.05577 -4.96294 6.94338e-07 6.89293e-06 Conti_non_fene_vs_others
Slbp 19.5578 -3.45942 0.710148 -4.8714 1.1081e-06 1.067e-05 Conti_non_fene_vs_others
Hitt 13.7924 -3.25791 0.782761 -4.16208 3.15363e-05 0.000231135 Conti_non_fene_vs_others
Cd38 132.075 -3.30525 0.260899 -12.6687 8.81585e-37 4.67119e-35 Conti_non_fene_vs_others
Proml 124.987 8.20481 0.191491 42.8469 0 0 Conti_non_fene_vs_others
Ldb2 384.156 -5.13938 0.278596 -18.4475 5.46608e-76 6.09216e-74 Conti_non_fene_vs_others
D5Ertd615e 33.9447 -5.53296 1.05597 -5.23972 1.60819e-07 1.75113e-06 Conti_non_fene_vs_others
Pcdh7 12.5175 -4.09322 1.05956 -3.86312 0.00011195 0.000732472 Conti_non_fene_vs_others
Kit 40.7979 -5.49428 0.956212 -5.74588 9.14428e-09 1.16668e-07 Conti_non_fene_vs_others
Adgrl3 57.1103 9.07426 0.363226 24.9824 9.4985e-138 1.899%e-135 Conti_non_fene_vs_others
Tecrl 10.4608 8.71328 0.771793 11.2897 1.47604e-29 6.29116e-28 Conti_non_fene_vs_others
Rufy3 18.3683 -3.07413 0.644363 -4.77081 1.83489e-06 1.70258e-05 Conti_non_fene_vs_others
Cxcl9 24.9459 -5.08821 1.07221 -4.74555 2.07944e-06 1.91212e-05 Conti_non_fene_vs_others
Art3 11.6964 -3.65363 0.955979 -3.82187 0.000132442 0.000852175 Conti_non_fene_vs_others
Cxcl10 14.8003 -4.33523 1.06851 -4.05727 4.96492e-05 0.000351276 Conti_non_fene_vs_others
Rasgeflb 26.9055 -5.19785 1.056 -4.9222 8.5578e-07 8.38189e-06 Conti_non_fene_vs_others
Nudt9 10.1591 -3.12701 0.865124 -3.61452 0.000300903 0.00174817 Conti_non_fene_vs_others
Lrrc8d 20.8253 -4.18355 0.865718 -4.83246 1.34858e-06 1.28264e-05 Conti_non_fene_vs_others
Crlf2 12.1987 -3.04071 0.784205 -3.87744 0.000105561 0.00069489 Conti_non_fene_vs_others

Fbrsi1 13.128 -3.49983 0.86459 -4.04796 5.16656e-05 0.000363684 Conti_non_fene_vs_others



Cox6al 57.2786 -5.09317 0.708335 -7.19034 6.46294e-13 1.20053e-11 Conti_non_fene_vs_others
Taok3 24.2495 -5.04682 1.056 -4.77917 1.76019e-06 1.64033e-05 Conti_non_fene_vs_others
Fbxw8 11.6 -3.65242 0.956132 -3.81999 0.000133455 0.000857554 Conti_non_fene_vs_others
Camkk2 12.8343 -4.13011 1.0559 -3.91144 9.17478e-05 0.000612062 Conti_non_fene_vs_others
Mixip 26.7566 -5.18883 1.05553 -4.91584 8.84022e-07 8.62366e-06 Conti_non_fene_vs_others
Stx2 26.1437 -4.53055 0.864145 -5.2428 1.58154e-07 1.72308e-06 Conti_non_fene_vs_others
Agfg2 13.7831 -4.23233 1.05715 -4.00351 6.24087e-05 0.000431785 Conti_non_fene_vs_others
Tsc22d4 22.5007 -4.93952 1.05536 -4.6804 2.8632e-06 2.54707e-05 Conti_non_fene_vs_others
Micall2 12.4265 -3.0832 0.782982 -3.93777 8.22423e-05 0.000553601 Conti_non_fene_vs_others
Snx8 23.1335 -4.97869 1.05553 -4.71676 2.39634e-06 2.17261e-05 Conti_non_fene_vs_others
Ttyh3 12.551 -4.09655 1.05564 -3.88063 0.000104184 0.000687693 Conti_non_fene_vs_others
Gnal2 38.6443 -5.11334 0.863925 -5.91873 3.24444e-09 4.36032e-08 Conti_non_fene_vs_others
Fscnl 29.9583 -5.3521 1.05577 -5.06937 3.99142e-07 4.09553e-06 Conti_non_fene_vs_others
Slc7al 180.16 5.83784 0.111086 52.5524 0 0 Conti_non_fene_vs_others
Sgce 16.3078 -4.47499 1.05788 -4.23015 2.33536e-05 0.000176019 Conti_non_fene_vs_others
Pdk4 12.4974 -4.09104 1.05783 -3.86737 0.000110015 0.00072127 Conti_non_fene_vs_others
Thsd7a 15.8506 -3.1262 0.714648 -4.37446 1.21735e-05 9.64378e-05 Conti_non_fene_vs_others
Tfec 10.2783 -3.80732 1.05605 -3.60524 0.000311865 0.00180484 Conti_non_fene_vs_others
Wnt2 35.562 -5.60003 1.05659 -5.30011 1.15735e-07 1.28991e-06 Conti_non_fene_vs_others
Cpedl 39.4759 -3.73323 0.546048 -6.83681 8.09749e-12 1.37508e-10 Conti_non_fene_vs_others
Aass 42.8508 -5.86848 1.05568 -5.55897 2.71365e-08 3.26666e-07 Conti_non_fene_vs_others
Cadps2 24.5936 -4.44521 0.865632 -5.13522 2.81813e-07 2.9686e-06 Conti_non_fene_vs_others
Kcp 12.102 6.41354 0.403034 15.9132 5.13508e-57 4.27402e-55 Conti_non_fene_vs_others
Plxna4 55.3478 -5.04462 0.708302 -7.12213 1.06272e-12 1.94244e-11 Conti_non_fene_vs_others
Ptn 645.288 9.77591 0.443398 22.0477 1.0052e-107 1.6521e-105 Conti_non_fene_vs_others
Hipk2 171.679 -7.28772 0.864118 -8.4337 3.34908e-17 8.41304e-16 Conti_non_fene_vs_others
Zfp467 11.1597 -3.58479 0.956363 -3.74836 0.000177996 0.00110708 Conti_non_fene_vs_others
Gimap4 109.526 -6.63524 0.863695 -7.68239 1.56144e-14 3.28428e-13 Conti_non_fene_vs_others
Tmeml76a 46.016 -5.37217 0.863994 -6.21783 5.04062e-10 7.35537e-09 Conti_non_fene_vs_others
Skap2 52.9705 -4.42672 0.589642 -7.50746 6.02845e-14 1.20775e-12 Conti_non_fene_vs_others
Hibadh 21.8671 -3.33569 0.644624 -5.17464 2.28351e-07 2.43855e-06 Conti_non_fene_vs_others
Agpl 2494 -8.40984 1.05529 -7.96924 1.59656e-15 3.55885e-14 Conti_non_fene_vs_others
Pdelc 23.6398 -5.0112 1.05656 -4.74295 2.10631e-06 1.93407e-05 Conti_non_fene_vs_others
Fam13a 17.132 4.79045 0.337518 14.1932 1.01le-45 6.61721e-44 Conti_non_fene_vs_others
Ndnf 101.265 10.0371 0.374485 26.8024 3.0307e-158 7.7334e-156 Conti_non_fene_vs_others
St3gal5 39.1551 -5.73924 1.05507 -5.4397 5.33711e-08 6.21264e-07 Conti_non_fene_vs_others
Tef711 80.6349 -3.13423 0.315693 -9.92811 3.14167e-23 1.08328e-21 Conti_non_fene_vs_others
Dysf 117.974 -3.81537 0.323204 -11.8049 3.68426e-32 1.7134e-30 Conti_non_fene_vs_others
Cyp26b1 56.3931 -5.08785 0.708741 -7.17872 7.03693e-13 1.30093e-11 Conti_non_fene_vs_others
Gkn3 39.5264 6.97637 0.663646 10.5122 7.59137e-26 2.85863e-24 Conti_non_fene_vs_others
Mgll 189.04 -4.61463 0.331881 -13.9045 5.94908e-44 3.77028e-42 Conti_non_fene_vs_others
Xpc 20.4524 -3.85518 0.78277 -4.92505 8.43375e-07 8.27711e-06 Conti_non_fene_vs_others
Slc6a6 579.722 3.32033 0.0622452 53.3427 0 0 Conti_non_fene_vs_others
Nr2c2 26.2842 -3.36298 0.589952 -5.70042 1.19513e-08 1.4982e-07 Conti_non_fene_vs_others

Prickle2 36.7909 -5.64801 1.05515 -5.35279 8.66071e-08 9.81058e-07 Conti_non_fene_vs_others



Suclg2 17.5058 -3.60697 0.783302 -4.60482 4.12817e-06 3.59002e-05 Conti_non_fene_vs_others
Eif4e3 14.7611 -3.34312 0.782477 -4.27248 1.93311e-05 0.000147652 Conti_non_fene_vs_others
Pparg 12.6449 -4.10851 1.06241 -3.86715 0.000110116 0.000721689 Conti_non_fene_vs_others
Cxcl12 828.897 4.93941 0.0965811 51.1426 0 0 Conti_non_fene_vs_others
Gm9946 28.4864 10.453 0.809001 12.9209 3.42927e-38 1.90011e-36 Conti_non_fene_vs_others
Cd9 78.409 -3.17041 0.323387 -9.80379 1.08444e-22 3.64481e-21 Conti_non_fene_vs_others
vwf 41.8928 3.36254 0.267603 12.5654 3.27124e-36 1.70078e-34 Conti_non_fene_vs_others
Ntf3 24.8567 -4.14603 0.782981 -5.29518 1.189e-07 1.32291e-06 Conti_non_fene_vs_others
Cleclb 16.1004 -4.45662 1.0569 -4.21667 2.47934e-05 0.000185429 Conti_non_fene_vs_others
Clecla 59.0075 -3.07474 0.362438 -8.48349 2.18536e-17 5.5764e-16 Conti_non_fene_vs_others
Kap 32.3161 -5.46169 1.06022 -5.15147 2.58447e-07 2.73435e-06 Conti_non_fene_vs_others
Empl 15.2973 -4.38261 1.05574 -4.15122 3.30715e-05 0.000241202 Conti_non_fene_vs_others
Rerg 10.0692 -3.7801 1.05824 -3.57206 0.000354182 0.00202079 Conti_non_fene_vs_others
Eps8 20.3973 3.86191 0.271529 14.2228 6.61213e-46 4.36154e-44 Conti_non_fene_vs_others
Slcolcl 478.791 15.4073 1.0656 14.4588 2.20672e-47 1.50157e-45 Conti_non_fene_vs_others
Slcola4 826.677 10.8995 0.172292 63.262 0 0 Conti_non_fene_vs_others
Lmntd1 43.9587 9.86511 0.529804 18.6203 2.19889e-77 2.47925e-75 Conti_non_fene_vs_others
Far2 35.508 9.73069 0.568898 17.1044 1.37517e-65 1.30729e-63 Conti_non_fene_vs_others
Epnl 20.6857 -4.18134 0.864289 -4.83789 1.31222e-06 1.25051e-05 Conti_non_fene_vs_others
Cb5ar2 14.578 -4.31287 1.05681 -4.08101 4.48399e-05 0.000319346 Conti_non_fene_vs_others
Strn4 24.981 -4.78125 0.956325 -4.99961 5.74472e-07 5.76643e-06 Conti_non_fene_vs_others
Calm3 35.3777 -3.58653 0.545936 -6.5695 5.0486e-11 8.01864e-10 Conti_non_fene_vs_others
Pglyrpl 233.57 10.0357 0.256458 39.1319 0 0 Conti_non_fene_vs_others
Exoc3I2 156.937 -6.2989 0.643479 -9.78881 1.25768e-22 4.20519e-21 Conti_non_fene_vs_others
Nectin2 25.0918 -3.85429 0.708884 -5.43713 5.4147e-08 6.29163e-07 Conti_non_fene_vs_others
Gmfg 21.3481 -4.55658 0.954916 -4.7717 1.82673e-06 1.69664e-05 Conti_non_fene_vs_others
Sirt2 25.2496 -3.55737 0.644098 -5.52303 3.33206e-08 3.9692e-07 Conti_non_fene_vs_others
Lsr 59.8299 9.97193 0.472352 21.1112 6.2716e-99 9.14471e-97 Conti_non_fene_vs_others
Scnlb 17.3685 -4.56575 1.05541 -4.32605 1.51807e-05 0.000118233 Conti_non_fene_vs_others
Chst8 10.8615 -3.88956 1.05634 -3.68213 0.000231297 0.00138785 Conti_non_fene_vs_others
Ptovl 15.312 -3.3896 0.782539 -4.33154 1.48073e-05 0.000115603 Conti_non_fene_vs_others
Atpl0a 129.778 5.35355 0.105562 50.7149 0 0 Conti_non_fene_vs_others
Selenos 10.6074 -3.85363 1.05608 -3.64899 0.000263276 0.00155604 Conti_non_fene_vs_others
Synm 67.741 4.05979 0.135755 29.9052 1.684e-196 5.6307e-194 Conti_non_fene_vs_others
B130024G19Rik 16.2931 -4.15043 0.95524 -4.34491 1.39334e-05 0.000109397 Conti_non_fene_vs_others
Fam174b 16.9436 -3.23952 0.710234 -4.56119 5.08636e-06 4.34919e-05 Conti_non_fene_vs_others
Slco3al 37.2749 -5.06389 0.864199 -5.85963 4.63895e-09 6.11578e-08 Conti_non_fene_vs_others
Mfge8 61.9768 -4.65883 0.589339 -7.90518 2.6755e-15 5.90957e-14 Conti_non_fene_vs_others
Abhd2 260.942 5.23731 0.0741741 70.6084 0 0 Conti_non_fene_vs_others
Zfp710 34.6807 -5.56365 1.05515 -5.27284 1.34328e-07 1.48013e-06 Conti_non_fene_vs_others
Ctsc 25.575 6.73348 0.527779 12.7581 2.80837e-37 1.52557e-35 Conti_non_fene_vs_others
Thrsp 49.8369 -6.08704 1.05556 -5.76664 8.08653e-09 1.03787e-07 Conti_non_fene_vs_others
Agpll 34.3022 4.68055 0.19438 24.0794 4.1056e-128 7.5829e-126 Conti_non_fene_vs_others
Myo7a 18.6273 -4.34497 0.955052 -4.54946 5.37845e-06 4.57074e-05 Conti_non_fene_vs_others

Arrbl 24.9472 -5.08864 1.05558 -4.8207 1.43054e-06 1.35594e-05 Conti_non_fene_vs_others



Tpbagl 40.7734 -5.79686 1.05523 -5.49346 3.94123e-08 4.66051e-07 Conti_non_fene_vs_others
Anapcl5 34.7399 -5.56597 1.05644 -5.26859 1.37473e-07 1.51392e-06 Conti_non_fene_vs_others
Dchs1 16.1066 -3.16383 0.708981 -4.46251 8.10061e-06 6.6229e-05 Conti_non_fene_vs_others
Lyvel 47.9082 -6.02943 1.05689 -5.7049 1.16415e-08 1.46125e-07 Conti_non_fene_vs_others
Tmc7 18.8371 9.56742 0.746219 12.8212 1.24764e-37 6.81565e-36 Conti_non_fene_vs_others
Vps35! 17.5745 -3.61954 0.782853 -4.62353 3.77266e-06 3.29267e-05 Conti_non_fene_vs_others
Dnah3 14.1932 5.85608 0.346163 16.9171 3.36385e-64 3.07713e-62 Conti_non_fene_vs_others
Prkcb 15.6249 -4.41311 1.05581 -4.17983 2.91725e-05 0.000215437 Conti_non_fene_vs_others
Al467606 11.8963 3.20203 0.338762 9.45216 3.31904e-21 1.03984e-19 Conti_non_fene_vs_others
Chst15 57.4417 -3.05732 0.361736 -8.4518 2.86845e-17 7.24321e-16 Conti_non_fene_vs_others
Fam53b 15.8883 -4.43775 1.05554 -4.20426 2.61932e-05 0.000195371 Conti_non_fene_vs_others
Adam12 26.6757 -5.18525 1.05551 -4.91258 8.98858e-07 8.75517e-06 Conti_non_fene_vs_others
Ptpre 16.474 -4.49071 1.05586 -4.25314 2.1079e-05 0.000160308 Conti_non_fene_vs_others
Inpp5a 66.6004 -3.37624 0.37401 -9.02714 1.76221e-19 5.09307e-18 Conti_non_fene_vs_others
Hras 31.8597 -5.44186 1.05526 -5.15687 2.51117e-07 2.66261e-06 Conti_non_fene_vs_others
Ctsd 74.9563 -5.21096 0.643802 -8.09404 5.77175e-16 1.33411e-14 Conti_non_fene_vs_others
Clec4g 178.37 -7.9263 1.05591 -7.50661 6.06803e-14 1.21442e-12 Conti_non_fene_vs_others
Kbtbd11 12.4083 4.1302 0.325897 12.6733 8.31059e-37 4.41554e-35 Conti_non_fene_vs_others
Csmd1 12.3697 -3.39569 0.873542 -3.88726 0.000101381 0.000670331 Conti_non_fene_vs_others
Agpat5 36.4283 -5.63442 1.0553 -5.33918 9.33691e-08 1.05396e-06 Conti_non_fene_vs_others
Tcim 142.827 -3.53856 0.269138 -13.1478 1.753e-39 1.00878e-37 Conti_non_fene_vs_others
Rab11fipl 28.653 9.94932 0.669288 14.8655 5.51729e-50 4.11526e-48 Conti_non_fene_vs_others
Nrgl 16.1685 -4.12716 0.99877 -4.13225 3.59234e-05 0.00026024 Conti_non_fene_vs_others
Purg 10.2221 -3.45057 0.956342 -3.6081 0.000308453 0.00178883 Conti_non_fene_vs_others
Tusc3 21.1932 -3.60483 0.709209 -5.08288 3.71745e-07 3.83471e-06 Conti_non_fene_vs_others
Msrl 46.1648 -5.97642 1.05716 -5.65328 1.57411e-08 1.95684e-07 Conti_non_fene_vs_others
Sorbs2 269.883 3.56097 0.0767558 46.3935 0 0 Conti_non_fene_vs_others
Sorbs2o0s 21.0899 4.45437 0.246314 18.0841 4.25107e-73 4.55475e-71 Conti_non_fene_vs_others
Ankrd37 14.2007 5.78882 0.354377 16.3352 5.54336e-60 4.75674e-58 Conti_non_fene_vs_others
Snx25 13.3732 -4.18915 1.05568 -3.9682 7.2417e-05 0.000494153 Conti_non_fene_vs_others
Slc25a4 45.3254 -4.18746 0.589911 -7.09847 1.26149e-12 2.27996e-11 Conti_non_fene_vs_others
Enpp6 21.4752 -4.56599 0.956348 -4.77441 1.80237e-06 1.67803e-05 Conti_non_fene_vs_others
Hpgd 34.3089 -5.54785 1.05605 -5.25341 1.4931e-07 1.63407e-06 Conti_non_fene_vs_others
Palld 103.841 -7.14566 1.05572 -6.76849 1.30133e-11 2.16996e-10 Conti_non_fene_vs_others
TIL 12.9226 -3.81177 0.956406 -3.98552 6.73323e-05 0.000463692 Conti_non_fene_vs_others
Psd3 256.696 -3.79697 0.22105 -17.177 3.94716e-66 3.78947e-64 Conti_non_fene_vs_others
Isynal 39.1603 3.81237 0.174716 21.8205 1.4833e-105 2.3579e-103 Conti_non_fene_vs_others
Plvap 397.807 -4.99553 0.260664 -19.1646 7.31041e-82 8.86068e-80 Conti_non_fene_vs_others
Inpp4b 54.9491 -5.92643 0.954988 -6.20577 5.44301e-10 7.88911e-09 Conti_non_fene_vs_others
Cacnala 14.8966 3.81669 0.277047 13.7763 3.53972e-43 2.20726e-41 Conti_non_fene_vs_others
Man2b1 27.8859 -3.44264 0.589622 -5.83871 5.26059e-09 6.90247e-08 Conti_non_fene_vs_others
Nkd1 57.9605 3.22038 0.136371 23.6148 2.7189e-123 4.9278e-121 Conti_non_fene_vs_others
Chd9 40.4945 -3.78541 0.54608 -6.93197 4.15011e-12 7.18599e-11 Conti_non_fene_vs_others
Irx3 27.5433 -3.69454 0.644573 -5.73176 9.9394e-09 1.26148e-07 Conti_non_fene_vs_others

Mtl 34.1923 -5.54327 1.05675 -5.24558 1.55793e-07 1.69831e-06 Conti_non_fene_vs_others



Plip 51.5206 8.38928 0.312301 26.8627 5.9864e-159 1.5479e-156 Conti_non_fene_vs_others
Adgrg3 21.1704 -4.52981 0.954923 -4.74364 2.09912e-06 1.92838e-05 Conti_non_fene_vs_others
Cmtm3 25.6634 -4.50028 0.864282 -5.20695 1.91968e-07 2.07401e-06 Conti_non_fene_vs_others
Ces2e 21.7456 -3.04896 0.590753 -5.16115 2.45443e-07 2.60529e-06 Conti_non_fene_vs_others
Zfhx3 94.9539 -3.91514 0.372942 -10.498 8.82374e-26 3.30984e-24 Conti_non_fene_vs_others
Mtss2 15.3665 -4.39035 1.05584 -4.15814 3.20844e-05 0.000234709 Conti_non_fene_vs_others
Rfwd3 10.1858 -3.44726 0.955572 -3.60754 0.000309116 0.0017916 Conti_non_fene_vs_others
Maf 364.056 -8.95558 1.05561 -8.48379 2.17978e-17 5.56949¢e-16 Conti_non_fene_vs_others
Cmip 82.6593 -6.81657 1.05511 -6.46052 1.04341e-10 1.61491e-09 Conti_non_fene_vs_others
Cdh13 111.629 -3.36784 0.300649 -11.2019 3.99161e-29 1.67191e-27 Conti_non_fene_vs_others
Widcl 69.7598 5.41421 0.148644 36.4239 1.7836e-290 8.2355e-288 Conti_non_fene_vs_others
Cotll 36.9115 -5.65337 1.05521 -5.35759 8.43397e-08 9.57612e-07 Conti_non_fene_vs_others
6430548M08Rik 24.1505 -5.04138 1.05539 -4.77677 1.78132e-06 1.65923e-05 Conti_non_fene_vs_others
Irf8 10.6826 -3.86584 1.05613 -3.66039 0.000251833 0.00149672 Conti_non_fene_vs_others
Fendrr 13.3226 3.18942 0.297083 10.7358 6.91431e-27 2.71986e-25 Conti_non_fene_vs_others
Slc7a5 67.109 4.04531 0.12968 31.1945 1.2662e-213 4.385e-211 Conti_non_fene_vs_others
Carba 24.7139 8.67968 0.494928 17.5373 7.44359e-69 7.36497e-67 Conti_non_fene_vs_others
Spg7 10.81 -3.88178 1.05575 -3.67679 0.00023619 0.00141372 Conti_non_fene_vs_others
Pard3 44.7107 4.6764 0.175637 26.6254 3.4461e-156 8.15e-154 Conti_non_fene_vs_others
Casp4 12.7571 -3.78376 0.955894 -3.95835 7.54699e-05 0.00051264 Conti_non_fene_vs_others
Icaml 17.1066 -3.26301 0.708984 -4.60237 4.17707e-06 3.62443e-05 Conti_non_fene_vs_others
Slc44a2 40.3005 -3.20191 0.457286 -7.00198 2.52371e-12 4.46554e-11 Conti_non_fene_vs_others
Prkcsh 11.2996 -3.94545 1.056 -3.73623 0.000186796 0.00115736 Conti_non_fene_vs_others
Jam3 45.5778 -3.76014 0.511167 -7.356 1.89509e-13 3.64598e-12 Conti_non_fene_vs_others
Arhgap32 23.5591 -4.06784 0.782885 -5.19596 2.03663e-07 2.19546e-06 Conti_non_fene_vs_others
Kirrel3 13.5929 -3.883 0.963359 -4.03069 5.56141e-05 0.000389078 Conti_non_fene_vs_others
St3gal4 158.553 -4.60032 0.361889 -12.712 5.07433e-37 2.72594e-35 Conti_non_fene_vs_others
Gramd1b 11.8639 -3.67505 0.956676 -3.84148 0.000122297 0.000795606 Conti_non_fene_vs_others
Ubash3b 32.8342 -5.48398 1.05569 -5.19467 2.05085e-07 2.20834e-06 Conti_non_fene_vs_others
Mirl100hg 25.7368 -5.13293 1.05573 -4.86197 1.16221e-06 1.11688e-05 Conti_non_fene_vs_others
Mcam 28.6229 -4.97741 0.955054 -5.21165 1.87165e-07 2.02437e-06 Conti_non_fene_vs_others
Cadml 21.3295 5.30931 0.323102 16.4323 1.12352e-60 9.85899e-59 Conti_non_fene_vs_others
Zbtb16 11.5339 -3.29101 0.865874 -3.8008 0.000144229 0.000917362 Conti_non_fene_vs_others
Pletlos 12.7412 -4.11762 1.05592 -3.89954 9.63743e-05 0.000640942 Conti_non_fene_vs_others
Dixdcl 13.8863 7.75378 0.506742 15.3012 7.50231e-53 5.91432e-51 Conti_non_fene_vs_others
Slc35f2 20.3036 7.65732 0.410799 18.64 1.52107e-77 1.72503e-75 Conti_non_fene_vs_others
Ube2qg2 12.7249 -3.77998 0.956532 -3.95176 7.75784e-05 0.000525674 Conti_non_fene_vs_others
Ptpn9 35.9631 -4.71508 0.782248 -6.0276 1.66409e-09 2.29365e-08 Conti_non_fene_vs_others
Stra6 10.707 7.78358 0.854462 9.10933 8.28896e-20 2.42821e-18 Conti_non_fene_vs_others
Hexa 33.2397 -5.19658 0.954854 -5.44228 5.26029e-08 6.13057e-07 Conti_non_fene_vs_others
Lrrc49 43.7534 3.40284 0.157121 21.6575 5.1677e-104 7.9538e-102 Conti_non_fene_vs_others
Pagr5 60.8802 7.61387 0.263157 28.9328 4.6204e-184 1.3785e-181 Conti_non_fene_vs_others
Calml4 12.8749 -4.13432 1.05598 -3.91516 9.03461e-05 0.000604583 Conti_non_fene_vs_others
Map2k1 18.7703 -4.35559 0.95504 -4.56063 5.09995e-06 4.35889e-05 Conti_non_fene_vs_others

Plekho2 16.8092 -4.51828 1.05619 -4.2779 1.88665e-05 0.000144387 Conti_non_fene_vs_others



Dapk2 43.675 -5.89603 1.05538 -5.58664 2.31508e-08 2.81129e-07 Conti_non_fene_vs_others
Rab27a 12.5698 -4.10023 1.05689 -3.87951 0.000104667 0.00069041 Conti_non_fene_vs_others
Uncl3c 28.8743 10.2389 0.734303 13.9437 3.4371e-44 2.19262e-42 Conti_non_fene_vs_others
Gsta4 85.492 10.002 0.407919 24.5194 9.1652e-133 1.7598e-130 Conti_non_fene_vs_others
Myo6 105.064 -4.41594 0.416789 -10.5951 3.13855e-26 1.20051e-24 Conti_non_fene_vs_others
Ctsh 82.851 5.38904 0.174538 30.8759 2.5135e-209 8.5517e-207 Conti_non_fene_vs_others
Thcld2b 14.3416 -3.31899 0.782487 -4.2416 2.21936e-05 0.00016806 Conti_non_fene_vs_others
Slc9a9 122.745 -7.38694 1.05599 -6.99529 2.64718e-12 4.67549e-11 Conti_non_fene_vs_others
Chst2 32.6712 -5.47732 1.0555 -5.18932 2.11069e-07 2.26648e-06 Conti_non_fene_vs_others
Ephb1 14.6058 -4.31702 1.05673 -4.08525 4.40292e-05 0.000314217 Conti_non_fene_vs_others
Slco2al 53.7034 -5.2912 0.781787 -6.76808 1.305e-11 2.17422e-10 Conti_non_fene_vs_others
Alas1 61.5121 3.61553 0.13551 26.681 7.821e-157 1.8959e-154 Conti_non_fene_vs_others
Slc38a3 33.8938 8.09622 0.356872 22.6866 6.0755e-114 1.052e-111 Conti_non_fene_vs_others
Sema3f 40.1476 -4.86734 0.782306 -6.22178 4.91547e-10 7.18356e-09 Conti_non_fene_vs_others
Clasp2 38.8649 -3.72183 0.546773 -6.8069 9.97227e-12 1.6773e-10 Conti_non_fene_vs_others
Itga9 106.073 -6.88429 0.955327 -7.20621 5.75301e-13 1.07587e-11 Conti_non_fene_vs_others
Ctdspl 80.4655 -6.48027 0.954984 -6.78574 1.15495e-11 1.93586e-10 Conti_non_fene_vs_others
Myrip 18.8418 3.81927 0.243713 15.6712 2.38071e-55 1.93988e-53 Conti_non_fene_vs_others
Ulk4 18.6543 4.62091 0.264245 17.4872 1.79282e-68 1.75596e-66 Conti_non_fene_vs_others
Repsl 12.562 -3.76937 0.955403 -3.94532 7.96943e-05 0.000538319 Conti_non_fene_vs_others
Map3k5 15.7744 -4.09918 0.957137 -4.28275 1.84599e-05 0.000141499 Conti_non_fene_vs_others
Epb41I2 95.3989 -3.33673 0.309582 -10.7782 4.36391e-27 1.72713e-25 Conti_non_fene_vs_others
Rspo3 22.0193 -4.90848 1.07712 -4.55706 5.18748e-06 4.42396e-05 Conti_non_fene_vs_others
Tpd52I1 23.9281 6.88913 0.314889 21.878 4.2119e-106 6.7506e-104 Conti_non_fene_vs_others
Dse 42.6442 -5.56412 0.95586 -5.82106 5.84746e-09 7.62095e-08 Conti_non_fene_vs_others
Marcks 200.365 -5.80486 0.481255 -12.0619 1.67824e-33 8.21869e-32 Conti_non_fene_vs_others
Fyn 187.735 -3.84836 0.259662 -14.8206 1.07741e-49 7.94453e-48 Conti_non_fene_vs_others
E130307A14Rik 13.1297 -3.15453 0.782563 -4.03102 5.55344e-05 0.000388661 Conti_non_fene_vs_others
Mettl24 11.0305 -3.22254 0.865566 -3.72305 0.000196833 0.0012095 Conti_non_fene_vs_others
Cd24a 92.2204 -3.4504 0.324631 -10.6287 2.19203e-26 8.4513e-25 Conti_non_fene_vs_others
Dcbld1 48.3836 -3.49386 0.457958 -7.62921 2.36199e-14 4.92008e-13 Conti_non_fene_vs_others
Gjal 44.2898 -5.91618 1.05606 -5.60213 2.11733e-08 2.58736e-07 Conti_non_fene_vs_others
P4hal 20.3737 -3.23594 0.645161 -5.01572 5.28361e-07 5.33117e-06 Conti_non_fene_vs_others
QOit3 69.1592 -6.55941 1.05537 -6.21529 5.12301e-10 7.45315e-09 Conti_non_fene_vs_others
Spock?2 711.591 10.2984 0.154945 66.4648 0 0 Conti_non_fene_vs_others
Psap 149.927 -3.31095 0.244223 -13.5571 7.19256e-42 4.41409e-40 Conti_non_fene_vs_others
Coll3al 79.1118 -5.29266 0.643678 -8.22253 1.99248e-16 4.74696e-15 Conti_non_fene_vs_others
Tspanl5 41.2479 -5.21257 0.863854 -6.03409 1.59866e-09 2.20503e-08 Conti_non_fene_vs_others
Ctnna3 22.9485 -4.9675 1.05694 -4.69989 2.603e-06 2.33379e-05 Conti_non_fene_vs_others
Tmem26 10.8978 -3.89355 1.05658 -3.68504 0.000228664 0.00137491 Conti_non_fene_vs_others
Slcl6a9 29.7141 5.54092 0.245871 22.5359 1.8474e-112 3.1705e-110 Conti_non_fene_vs_others
Fam13c 82.3362 3.25176 0.130732 24.8734 1.4421e-136 2.8538e-134 Conti_non_fene_vs_others
Ber 10.6972 -3.1682 0.865333 -3.66124 0.000250994 0.00149265 Conti_non_fene_vs_others
Chchd10 13.2786 -4.1794 1.0577 -3.95142 7.76877e-05 0.000526047 Conti_non_fene_vs_others

Adarbl 62.1312 -3.47689 0.402373 -8.64096 5.57412e-18 1.47274e-16 Conti_non_fene_vs_others
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2.67688e-07
1.28452e-12
2.59257e-16

2.7663e-158
0
2.98665e-06
0.000550659
5.76996e-10
5.24504e-17
0.000481267
0.00013115
5.60666e-21
1.02929e-41
1.10584e-14
5.79478e-08
1.53033e-07
5.90711e-06
4.7935e-107
0.00129764
4.86545e-13
4.59543e-12
0.00125381
8.4715e-99
5.95505e-57
4.17469e-06
1.41159e-05
1.465e-112
1.14193e-07
0.000216798
3.5399e-07
0.000110376
5.25481e-05
1.59081e-05
2.1445e-05
1.81952e-05
9.12761e-21
5.78923e-11
1.4622e-06
1.65024e-81
0.00202283
1.52461e-12
0.000113577
1.06421e-06
9.51298e-07
0.000263673
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6.15393e-15
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Flot2 10.225 -3.47489 0.955911 -3.63516 0.000277804 0.00162669 Conti_non_fene_vs_others
Acsf2 15.6094 -3.10736 0.709813 -4.37772 1.19927e-05 9.51617e-05 Conti_non_fene_vs_others
Ppp1r9b 21.4489 -3.3069 0.644082 -5.13429 2.83205e-07 2.9768e-06 Conti_non_fene_vs_others
Abi3 28.2767 -4.33456 0.782321 -5.54064 3.01374e-08 3.6122e-07 Conti_non_fene_vs_others
Hoxb5 13.7972 -4.23463 1.05593 -4.01032 6.06374e-05 0.000421032 Conti_non_fene_vs_others
Hoxb4 12.1332 -4.04788 1.0557 -3.83431 0.000125917 0.000815871 Conti_non_fene_vs_others
Hoxb3 11.2729 -3.94302 1.05751 -3.72858 0.000192563 0.00118929 Conti_non_fene_vs_others
Arhgap23 87.0551 -3.33836 0.325118 -10.2681 9.80793e-25 3.55524e-23 Conti_non_fene_vs_others
Thra 31.7336 -4.51808 0.78197 -5.77782 7.56742e-09 9.74469e-08 Conti_non_fene_vs_others
Igfbp4 150.222 -7.09331 0.864279 -8.2072 2.26411e-16 5.38088e-15 Conti_non_fene_vs_others
Tmem106a 33.4619 -3.99639 0.643942 -6.20613 5.43065e-10 7.87709e-09 Conti_non_fene_vs_others
Cd300Ig 145.988 -6.4694 0.708211 -9.13485 6.54955e-20 1.9274e-18 Conti_non_fene_vs_others
Hdac5 10.0798 -3.45506 0.955686 -3.61527 0.000300038 0.00174367 Conti_non_fene_vs_others
Mapt 12.5789 -4.10163 1.05751 -3.87856 0.000105077 0.000692406 Conti_non_fene_vs_others
Tanc2 40.0671 -5.47348 0.955073 -5.73096 9.9864e-09 1.26579e-07 Conti_non_fene_vs_others
Gh 74.9303 -6.67497 1.06717 -6.25483 3.97953e-10 5.89573e-09 Conti_non_fene_vs_others
Tex2 21.4649 -4.87134 1.05632 -4.61163 3.99527e-06 3.47913e-05 Conti_non_fene_vs_others
Axin2 24.0788 5.27437 0.240034 21.9734 5.169e-107 8.4238e-105 Conti_non_fene_vs_others
Fam20a 18.6586 -3.09413 0.646138 -4.78865 1.67909e-06 1.57155e-05 Conti_non_fene_vs_others
Ttyh2 21.9937 5.31335 0.250144 21.2412 3.9761e-100 5.88608e-98 Conti_non_fene_vs_others
Jptl 18.2979 -4.31971 0.955446 -4.52115 6.15058e-06 5.15686e-05 Conti_non_fene_vs_others
Rnf157 18.5964 -4.66441 1.05605 -4.41685 1.0015e-05 8.03229e-05 Conti_non_fene_vs_others
Clqtnfl 12.0407 -4.03702 1.05686 -3.81983 0.000133541 0.000857823 Conti_non_fene_vs_others
Mafg 21.2841 -3.30027 0.644116 -5.12372 2.99559e-07 3.1368e-06 Conti_non_fene_vs_others
Notum 18.556 8.76537 0.590948 14.8327 8.99914e-50 6.66108e-48 Conti_non_fene_vs_others
Kidins220 32.207 -4.85251 0.864253 -5.61468 1.96923e-08 2.41247e-07 Conti_non_fene_vs_others
Rnfl44a 55.8445 -5.65636 0.863872 -6.54769 5.84352e-11 9.22829e-10 Conti_non_fene_vs_others
Pxdn 31.4508 -5.42219 1.05593 -5.13501 2.82123e-07 2.96929e-06 Conti_non_fene_vs_others
Prkar2b 10.6662 4.78474 0.411428 11.6296 2.9154e-31 1.31791e-29 Conti_non_fene_vs_others
Hdac9 15.4053 -3.74213 0.868028 -4.31107 1.62467e-05 0.000125828 Conti_non_fene_vs_others
Ahr 40.316 -3.38714 0.482103 -7.02577 2.12888e-12 3.79461e-11 Conti_non_fene_vs_others
Etvl 11.1864 -3.93026 1.0564 -3.72045 0.000198869 0.00121969 Conti_non_fene_vs_others
Arlda 132.018 3.29575 0.0906378 36.3617 1.714e-289 7.73e-287 Conti_non_fene_vs_others
Lrrn3 28.1344 8.7394 0.476255 18.3503 3.28586e-75 3.62061e-73 Conti_non_fene_vs_others
Stxbp6 51.9783 3.81395 0.16397 23.26 1.127e-119 2.0052e-117 Conti_non_fene_vs_others
Klhdc2 10.8476 -3.55062 0.955628 -3.71548 0.000202815 0.00123997 Conti_non_fene_vs_others
Map4k5 50.41 -3.03486 0.386678 -7.84855 4.20886e-15 9.25424e-14 Conti_non_fene_vs_others
Slc38a6 36.875 -3.87622 0.590472 -6.56461 5.21707e-11 8.27266e-10 Conti_non_fene_vs_others
Sgppl 52.3649 -3.4872 0.436015 -7.99789 1.26566e-15 2.84086e-14 Conti_non_fene_vs_others
Sipalll 19.8991 -3.80476 0.782247 -4.86388 1.15106e-06 1.10672e-05 Conti_non_fene_vs_others
Flver2 18.3411 6.24796 0.317921 19.6525 5.49835e-86 6.83523e-84 Conti_non_fene_vs_others
1ft43 21.6874 -3.04641 0.589791 -5.16524 2.40128e-07 2.55587e-06 Conti_non_fene_vs_others
Ccdc88c 12.9453 -4.14125 1.05616 -3.92103 8.81698e-05 0.000590631 Conti_non_fene_vs_others
Lgmn 61.7393 -6.39577 1.05579 -6.05781 1.3799e-09 1.91694e-08 Conti_non_fene_vs_others

Serpina3g 17.433 -4.23871 0.956919 -4.42954 9.44348e-06 7.6339e-05 Conti_non_fene_vs_others



Degs2 38.4642 8.23988 0.35039 23.5163 2.7786e-122 4.9893e-120 Conti_non_fene_vs_others
Traf3 17.2509 -4.55645 1.05588 -4.31529 1.59395e-05 0.000123646 Conti_non_fene_vs_others
Exoc3l4 17.1861 -4.54986 1.0555 -4.31061 1.62807e-05 0.00012604 Conti_non_fene_vs_others
Tnfaip2 34.1191 -4.92726 0.864405 -5.70017 1.19688e-08 1.49942e-07 Conti_non_fene_vs_others
Ckb 11.9929 -3.69179 0.955503 -3.86372 0.000111674 0.000731156 Conti_non_fene_vs_others
Pacs2 10.4226 -3.47929 0.955677 -3.64065 0.000271948 0.00159718 Conti_non_fene_vs_others
Netl 49.0786 4.81088 0.166976 28.8117 1.5292e-182 4.4262e-180 Conti_non_fene_vs_others
Chrm3 188.064 -7.4195 0.86447 -8.58272 9.26563e-18 2.41193e-16 Conti_non_fene_vs_others
Ripor2 12.0259 -3.71588 0.95848 -3.87685 0.000105818 0.000696342 Conti_non_fene_vs_others
Mboatl 12.1309 6.78606 0.440444 15.4073 1.46137e-53 1.17109e-51 Conti_non_fene_vs_others
Foxql 121.039 8.59369 0.21594 39.7967 0 0 Conti_non_fene_vs_others
1700018A04Rik 12.1926 9.54291 0.912299 10.4603 1.31447e-25 4.89279e-24 Conti_non_fene_vs_others
Foxf2 45.724 9.5814 0.479181 19.9954 6.04202e-89 7.97094e-87 Conti_non_fene_vs_others
Foxcl 62.0793 4.99536 0.14701 33.9796 4.4569e-253 1.8007e-250 Conti_non_fene_vs_others
Bmp6 90.8972 -6.36186 0.863895 -7.36416 1.78265e-13 3.43647e-12 Conti_non_fene_vs_others
Ednl 77.2945 4.76471 0.26176 18.2026 4.92092e-74 5.33137e-72 Conti_non_fene_vs_others
Phactrl 23.4862 -3.16683 0.589891 -5.3685 7.93939%e-08 9.04633e-07 Conti_non_fene_vs_others
Dtnbpl 10.8817 -3.89131 1.05599 -3.68499 0.000228714 0.00137491 Conti_non_fene_vs_others
Mylip 69.5912 -3.44043 0.373782 -9.20436 3.43723e-20 1.02393e-18 Conti_non_fene_vs_others
Gmpr 13.7269 -3.2621 0.78267 -4.16792 3.07397e-05 0.000225552 Conti_non_fene_vs_others
1d4 23.3732 -4.99398 1.05537 -4.73195 2.22368e-06 2.03127e-05 Conti_non_fene_vs_others
Ctsl 166.877 -3.19326 0.224144 -14.2465 4.71507e-46 3.1208e-44 Conti_non_fene_vs_others
A830082K12Rik 10.1015 -3.7838 1.05711 -3.57939 0.000344403 0.00197254 Conti_non_fene_vs_others
Mef2c 239.003 -3.14293 0.184361 -17.0477 3.63356e-65 3.40414e-63 Conti_non_fene_vs_others
Edil3 42.6755 -5.86262 1.05578 -5.55285 2.81043e-08 3.37897e-07 Conti_non_fene_vs_others
Rasgrf2 29.8941 -4.74746 0.864388 -5.49228 3.96771e-08 4.68896e-07 Conti_non_fene_vs_others
F2r 67.6426 -5.63534 0.78182 -7.20798 5.67892e-13 1.06304e-11 Conti_non_fene_vs_others
lggap2 35.6573 -5.60358 1.05558 -5.30853 1.1051e-07 1.23452e-06 Conti_non_fene_vs_others
Hexb 23.8167 -5.02132 1.05521 -4.75862 1.9492e-06 1.80175e-05 Conti_non_fene_vs_others
Maplb 22.0159 -4.58604 0.955505 -4.7996 1.58982e-06 1.49304e-05 Conti_non_fene_vs_others
Ocln 66.673 10.4636 0.523383 19.9921 6.44641e-89 8.44697e-87 Conti_non_fene_vs_others
Pik3rl 37.927 -4.19575 0.643938 -6.51576 7.2321e-11 1.13841e-09 Conti_non_fene_vs_others
Adamts6 12.0269 -3.68938 0.955606 -3.86077 0.000113029 0.000739035 Conti_non_fene_vs_others
Rgs7bp 21.7482 -4.5845 0.956723 -4.79189 1.65221e-06 1.54714e-05 Conti_non_fene_vs_others
Zswim6 144.285 -3.3895 0.258598 -13.1072 2.995e-39 1.71333e-37 Conti_non_fene_vs_others
ElovI7 80.2973 8.14037 0.234308 34.7421 1.8224e-264 7.8539e-262 Conti_non_fene_vs_others
Plpp1 674.129 -4.94776 0.196716 -25.1517 1.3527e-139 2.7326e-137 Conti_non_fene_vs_others
Esml 148.628 -6.21297 0.646603 -9.60863 7.35213e-22 2.38827e-20 Conti_non_fene_vs_others
Parp8 19.162 -4.7073 1.05687 -4.45399 8.42872e-06 6.87088e-05 Conti_non_fene_vs_others
Dnasell3 238.181 -8.34346 1.05513 -7.90755 2.62508e-15 5.81145e-14 Conti_non_fene_vs_others
113ra 11.2267 -3.9367 1.05601 -3.72791 0.000193076 0.00119138 Conti_non_fene_vs_others
Lrrc3b 23.2378 -4.98581 1.05679 -4.71789 2.38308e-06 2.16262e-05 Conti_non_fene_vs_others
Rarb 61.1005 -6.38074 1.05512 -6.04742 1.47187e-09 2.03886e-08 Conti_non_fene_vs_others
Gng2 19.979 -4.76746 1.05528 -4.51773 6.25051e-06 5.23385e-05 Conti_non_fene_vs_others

Camk2g 12.8699 -4.13199 1.05563 -3.91423 9.06947e-05 0.000606288 Conti_non_fene_vs_others



Zfp503 36.3815 -5.63202 1.0552 -5.3374 9.42864e-08 1.06308e-06 Conti_non_fene_vs_others
Lrmda 424.236 -5.73067 0.324457 -17.6623 8.17886e-70 8.30821e-68 Conti_non_fene_vs_others
Zcchc24 24.2118 -4.4163 0.864998 -5.10557 3.29804e-07 3.42943e-06 Conti_non_fene_vs_others
Whnt5a 25.7377 10.6729 0.890079 11.991 3.96293e-33 1.89761e-31 Conti_non_fene_vs_others
Stabl 135.117 -4.09777 0.332599 -12.3205 7.02925e-35 3.54073e-33 Conti_non_fene_vs_others
Sh3bp5 151.612 -5.09612 0.435877 -11.6917 1.4062e-31 6.46219e-30 Conti_non_fene_vs_others
Samd4 24.2627 -5.04899 1.05569 -4.78264 1.73004e-06 1.61534e-05 Conti_non_fene_vs_others
Peli2 21.3482 -3.03612 0.591265 -5.13497 2.82196e-07 2.96929e-06 Conti_non_fene_vs_others
Osgep 10.3453 -3.14153 0.864785 -3.63273 0.000280436 0.00164156 Conti_non_fene_vs_others
Slc7a7 26.7484 -3.36464 0.590203 -5.70083 1.19227e-08 1.49559e-07 Conti_non_fene_vs_others
Mmp14 22.0226 -4.5914 0.956068 -4.80237 1.56795e-06 1.47481e-05 Conti_non_fene_vs_others
Phfild 15.774 -3.13255 0.710269 -4.41037 1.03196e-05 8.2663e-05 Conti_non_fene_vs_others
Tnfrsf19 49.4213 11.5551 0.881059 13.115 2.70267e-39 1.55068e-37 Conti_non_fene_vs_others
Faml24a 55.2615 -6.23596 1.05519 -5.90978 3.42558e-09 4.59421e-08 Conti_non_fene_vs_others
Wadfy2 28.1354 -4.64043 0.864172 -5.3698 7.88261e-08 8.98691e-07 Conti_non_fene_vs_others
Ctsh 103.018 -5.96042 0.708319 -8.41488 3.93304e-17 9.7912e-16 Conti_non_fene_vs_others
Gatad 100.074 -7.09252 1.05612 -6.71565 1.87226e-11 3.07441e-10 Conti_non_fene_vs_others
Xkré 15.4817 -4.39964 1.05601 -4.16627 3.09618e-05 0.00022701 Conti_non_fene_vs_others
Msra 10.2814 -3.10935 0.865325 -3.59328 0.00032654 0.00188134 Conti_non_fene_vs_others
Clu 15.4286 -4.39484 1.05725 -4.15685 3.22672e-05 0.000235868 Conti_non_fene_vs_others
Nefl 10.3735 9.8679 1.10412 8.93732 3.98713e-19 1.12715e-17 Conti_non_fene_vs_others
Slc25a37 14.3211 -3.62255 0.865908 -4.18353 2.87016e-05 0.000212365 Conti_non_fene_vs_others
Pcdh17 158.752 -7.75805 1.05534 -7.35121 1.96426e-13 3.77156e-12 Conti_non_fene_vs_others
Dach1l 105.732 3.16644 0.158655 19.958 1.27848e-88 1.64196e-86 Conti_non_fene_vs_others
Ednrb 99.3643 -7.08234 1.05599 -6.70684 1.98879%e-11 3.263e-10 Conti_non_fene_vs_others
Rap2a 18.0834 -3.03491 0.644813 -4.70665 2.51816e-06 2.26633e-05 Conti_non_fene_vs_others
Zic5 17.3391 10.5944 1.08808 9.7368 2.10056e-22 6.97539%e-21 Conti_non_fene_vs_others
Zic2 27.5621 11.2958 1.07876 10.4711 1.17283e-25 4.37398e-24 Conti_non_fene_vs_others
Ggact 20.2079 4.21165 0.239186 17.6082 2.12985e-69 2.11816e-67 Conti_non_fene_vs_others
Ccdc152 22.1182 3.27526 0.257352 12.7267 4.19997e-37 2.2688e-35 Conti_non_fene_vs_others
Oxctl 13.6728 -4.22023 1.05588 -3.99689 6.41803e-05 0.000443567 Conti_non_fene_vs_others
Npr3 65.3842 -6.17933 0.956253 -6.46203 1.03309e-10 1.60021e-09 Conti_non_fene_vs_others
Ncald 18.0404 -4.61974 1.05532 -4.37757 1.20012e-05 9.51898e-05 Conti_non_fene_vs_others
Cthrcl 11.38 5.9492 0.40339 14.748 3.16955e-49 2.28502e-47 Conti_non_fene_vs_others
Zfpm2 41.978 -5.83886 1.05683 -5.52486 3.29753e-08 3.9329e-07 Conti_non_fene_vs_others
Sntbl 118.458 -7.33572 1.05652 -6.94329 3.83083e-12 6.65692e-11 Conti_non_fene_vs_others
Tribl 13.9682 -3.92468 0.955619 -4.10696 4.00905e-05 0.00028774 Conti_non_fene_vs_others
Fam49b 15.5497 -3.40747 0.782902 -4.35236 1.34679e-05 0.000106043 Conti_non_fene_vs_others
Tg 31.5745 -5.42833 1.06732 -5.08594 3.65814e-07 3.77754e-06 Conti_non_fene_vs_others
Khdrbs3 15.4131 -4.39366 1.05626 -4.15965 3.18739e-05 0.000233345 Conti_non_fene_vs_others
Gpihbpl 298.965 -6.75549 0.546008 -12.3725 3.68206e-35 1.87418e-33 Conti_non_fene_vs_others
Ketd17 16.5081 -4.16583 0.955502 -4.35983 1.30161e-05 0.00010261 Conti_non_fene_vs_others
Lgalsl 27.8625 -5.24762 1.05797 -4.96009 7.04588e-07 6.98573e-06 Conti_non_fene_vs_others
Cbx6 15.014 -4.02701 0.95536 -4.21517 2.49591e-05 0.000186453 Conti_non_fene_vs_others

Tcf20 23.4673 -3.45778 0.644127 -5.36816 7.95423e-08 9.05792e-07 Conti_non_fene_vs_others



23.3069 -4.03939 0.782121 -5.16466 2.40877e-07 2.56244e-06 Conti_non_fene_vs_others
Atxn10 19.6279 -3.80448 0.782152 -4.86412 1.1497e-06 1.10596e-05 Conti_non_fene_vs_others
Slc2a13 22.4809 -4.62548 0.955372 -4.84155 1.28833e-06 1.22956e-05 Conti_non_fene_vs_others
Slc48al 13.0154 -3.17618 0.785032 -4.04592 5.21174e-05 0.000366465 Conti_non_fene_vs_others
Csad 13.0203 -3.13551 0.782887 -4.00505 6.20032e-05 0.000429439 Conti_non_fene_vs_others
Litaf 14.686 -4.32408 1.05584 -4.0954 4.21445e-05 0.000301145 Conti_non_fene_vs_others
Snx29 36.3731 -4.41892 0.709158 -6.23122 4.62807e-10 6.78398e-09 Conti_non_fene_vs_others
Thx1 28.8496 9.06599 0.512219 17.6994 4.23601e-70 4.3465e-68 Conti_non_fene_vs_others
Cldn5 1104.81 3.38209 0.04082 82.8538 0 0 Conti_non_fene_vs_others
Abcc5 17.8177 -3.00768 0.645084 -4.66247 3.12444e-06 2.76551e-05 Conti_non_fene_vs_others
Vps8 18.7689 -3.10516 0.644739 -4.81615 1.46354e-06 1.38518e-05 Conti_non_fene_vs_others
Maspl 27.4816 -5.22775 1.05534 -4.95362 7.28461e-07 7.21135e-06 Conti_non_fene_vs_others
Mb21d2 38.0086 -4.48529 0.710005 -6.31727 2.66222e-10 4.0022e-09 Conti_non_fene_vs_others
Gm46565 12.736 -4.11739 1.0578 -3.89242 9.92491e-05 0.000657132 Conti_non_fene_vs_others
Acap2 73.1718 -3.52949 0.373876 -9.44028 3.71797e-21 1.16107e-19 Conti_non_fene_vs_others
Apod 26.2199 6.65076 0.502163 13.2442 4.87342e-40 2.82965e-38 Conti_non_fene_vs_others
Nrros 19.0832 -3.12702 0.644763 -4.84988 1.23538e-06 1.18251e-05 Conti_non_fene_vs_others
Tfrc 175.575 9.51309 0.236588 40.2095 0 0 Conti_non_fene_vs_others
Itgb5 17.7659 -4.599 1.05642 -4.35336 1.34066e-05 0.000105603 Conti_non_fene_vs_others
Ccdc80 23.7866 -4.70516 0.955814 -4.92268 8.53679e-07 8.36976e-06 Conti_non_fene_vs_others
Gm609 14.6198 7.9234 0.694848 11.4031 4.03619e-30 1.74329e-28 Conti_non_fene_vs_others
Robol 25.7483 -5.13387 1.05852 -4.85006 1.23425e-06 1.18202e-05 Conti_non_fene_vs_others
Mir99ahg 91.3607 -6.96082 1.05534 -6.59583 4.22869e-11 6.74955e-10 Conti_non_fene_vs_others
Bace2 35.3587 -5.59137 1.05549 -5.2974 1.17464e-07 1.30843e-06 Conti_non_fene_vs_others
Gm49797 13.9184 -3.92229 0.955743 -4.10391 4.06217e-05 0.000291122 Conti_non_fene_vs_others
Mpcl 23.8446 -3.78632 0.708635 -5.34313 9.13575e-08 1.03366€e-06 Conti_non_fene_vs_others
Prkn 27.7451 -4.61947 0.865121 -5.33968 9.31103e-08 1.05227e-06 Conti_non_fene_vs_others
Airn 52.4061 -3.33784 0.418362 -7.97834 1.48309e-15 3.31737e-14 Conti_non_fene_vs_others
9530082P21Rik 13.4055 -3.21191 0.782795 -4.10312 4.07607e-05 0.00029201 Conti_non_fene_vs_others
Mapk8ip3 10.1719 -3.09925 0.865299 -3.58171 0.000341349 0.00195851 Conti_non_fene_vs_others
Fkbp5 39.4531 -5.74968 1.05572 -5.44622 5.1451e-08 6.00355e-07 Conti_non_fene_vs_others
Abcgl 26.5375 -3.12407 0.54646 -5.71693 1.08463e-08 1.36793e-07 Conti_non_fene_vs_others
Cd320 26.1444 3.16695 0.2057 15.3959 1.74254e-53 1.39066e-51 Conti_non_fene_vs_others
Slc39a7 10.1564 -3.0757 0.865486 -3.55373 0.000379815 0.0021487 Conti_non_fene_vs_others
Ehmt2 12.6116 -3.11215 0.78368 -3.9712 7.15108e-05 0.000488829 Conti_non_fene_vs_others
H2-Q6 22.602 -4.31652 0.864511 -4.99302 5.94431e-07 5.9483e-06 Conti_non_fene_vs_others
H2-Q7 52.2036 -5.26183 0.781724 -6.73106 1.68437e-11 2.77961e-10 Conti_non_fene_vs_others
Slc29a1 84.5895 -3.20798 0.316095 -10.1488 3.35438e-24 1.18707e-22 Conti_non_fene_vs_others
Rftn1 33.6411 -4.29918 0.708812 -6.06533 1.31686e-09 1.83593e-08 Conti_non_fene_vs_others
Plcl2 12.1453 -4.04937 1.05589 -3.83503 0.00012555 0.00081377 Conti_non_fene_vs_others
Sema6b 10.0346 -3.7737 1.05596 -3.57372 0.000351946 0.0020098 Conti_non_fene_vs_others
Tnfaip8I1 11.2917 -3.24043 0.868448 -3.73129 0.0001905 0.00117805 Conti_non_fene_vs_others
Safb2 16.83 -3.56489 0.782571 -4.55536 5.22951e-06 4.45588e-05 Conti_non_fene_vs_others
Rab31 34.4449 -3.53326 0.546065 -6.4704 9.77426e-11 1.51642e-09 Conti_non_fene_vs_others

Lbh 19.9517 -3.19008 0.645254 -4.94391 7.65702e-07 7.55304¢e-06 Conti_non_fene_vs_others



Ehd3 490.333 -8.51621 0.781739 -10.8939 1.23201e-27 4.95692e-26 Conti_non_fene_vs_others
Ltbpl 33.5281 -4.30023 0.70883 -6.06666 1.30602e-09 1.82344e-08 Conti_non_fene_vs_others
Plekhh2 22.1885 4.84694 0.242518 19.9859 7.30942e-89 9.51353e-87 Conti_non_fene_vs_others
Prkce 185.097 -3.83259 0.260185 -14.7303 4.12127e-49 2.91693e-47 Conti_non_fene_vs_others
Jcad 337.829 3.0661 0.0590481 51.9254 0 0 Conti_non_fene_vs_others
Greb1l 14.1963 -3.27881 0.783361 -4.18557 2.84454e-05 0.000210711 Conti_non_fene_vs_others
Osbplla 63.4514 3.1639 0.137197 23.061 1.1404e-117 2.0105e-115 Conti_non_fene_vs_others
Celf4 10.6698 -3.86319 1.05689 -3.65524 0.000256938 0.00152333 Conti_non_fene_vs_others
Cystml 12.2796 3.7887 0.30841 12.2846 1.09566e-34 5.50469e-33 Conti_non_fene_vs_others
Pcdh12 38.1494 -3.30899 0.482284 -6.86107 6.83445e-12 1.16468e-10 Conti_non_fene_vs_others
Fgfl 18.6924 -4.67179 1.05595 -4.42427 9.67684e-06 7.79331e-05 Conti_non_fene_vs_others
DpyslI3 36.1431 -5.62262 1.05624 -5.32323 1.01939e-07 1.14205e-06 Conti_non_fene_vs_others
Sncaip 26.616 -3.94955 0.709212 -5.56893 2.56301e-08 3.08724e-07 Conti_non_fene_vs_others
Snx24 50.1813 -3.71744 0.485355 -7.65921 1.87073e-14 3.92631e-13 Conti_non_fene_vs_others
Slc12a2 10.5736 -3.15413 0.865326 -3.64502 0.000267375 0.00157344 Conti_non_fene_vs_others
Chsy3 14.9141 -4.34741 1.05623 -4.11598 3.85542e-05 0.000277639 Conti_non_fene_vs_others
Gm4951 34.0523 -4.02392 0.644005 -6.24828 4.14994e-10 6.12946e-09 Conti_non_fene_vs_others
Ablim3 10.6449 -3.85946 1.06514 -3.62344 0.000290715 0.00169406 Conti_non_fene_vs_others
Apcddl 79.1589 6.37864 0.159475 39.9978 0 0 Conti_non_fene_vs_others
Piezo2 81.0076 -6.19362 0.86449 -7.16448 7.80803e-13 1.44211e-11 Conti_non_fene_vs_others
Fech 10.2858 -3.46277 0.95552 -3.62396 0.000290126 0.00169165 Conti_non_fene_vs_others
Rbfa 13.0191 -3.49482 0.865379 -4.03849 5.37965e-05 0.000377588 Conti_non_fene_vs_others
Mbp 64.2754 8.57484 0.322081 26.6232 3.6539%e-156 8.5373e-154 Conti_non_fene_vs_others
Ndufs8 21.5811 -3.04492 0.590131 -5.15974 2.47296e-07 2.62353e-06 Conti_non_fene_vs_others
Unc93bl 18.8783 -3.7156 0.782188 -4.75026 2.03152e-06 1.87249e-05 Conti_non_fene_vs_others
Cdc42ep2 37.9663 -4.47368 0.708703 -6.31249 2.74579e-10 4.11826e-09 Conti_non_fene_vs_others
Pola2 14.5931 -4.31399 1.05608 -4.08492 4.40915e-05 0.000314479 Conti_non_fene_vs_others
Prdx5 17.5339 -3.569272 0.782354 -4.5922 4.38607e-06 3.78882e-05 Conti_non_fene_vs_others
Fkbp2 14.4611 -3.98737 0.955327 -4.17383 2.99525e-05 0.000220214 Conti_non_fene_vs_others
Cox8a 94.5811 -4.00008 0.385996 -10.363 3.65216e-25 1.34395e-23 Conti_non_fene_vs_others
Spindoc 12.7518 -3.10197 0.782918 -3.96207 7.43042e-05 0.000505608 Conti_non_fene_vs_others
Slc22a8 83.7937 9.74978 0.376644 25.8859 9.5924e-148 2.1139e-145 Conti_non_fene_vs_others
Gda 12.3745 -3.73789 0.957271 -3.90474 9.43272e-05 0.000628189 Conti_non_fene_vs_others
Abhd17b 35.8785 -3.1876 0.482407 -6.60771 3.90318e-11 6.26609e-10 Conti_non_fene_vs_others
Cemip2 182.969 -3.97551 0.274996 -14.4566 2.27761e-47 1.54439e-45 Conti_non_fene_vs_others
Tmem252 24.3107 3.37374 0.213068 15.8341 1.81002e-56 1.50007e-54 Conti_non_fene_vs_others
Dock8 16.5988 -4.50028 1.05557 -4.26335 2.01384e-05 0.000153516 Conti_non_fene_vs_others
Sliclal 36.1213 3.89991 0.192744 20.2336 4.95518e-91 6.67332e-89 Conti_non_fene_vs_others
4430402I18Rik 10.2985 3.28443 0.320404 10.2509 1.17234e-24 4.23374e-23 Conti_non_fene_vs_others
Asah2 30.4151 -3.13033 0.51223 -6.11118 9.88956e-10 1.39381e-08 Conti_non_fene_vs_others
Cpeb3 13.5837 -3.87684 0.955311 -4.0582 4.94534e-05 0.000350018 Conti_non_fene_vs_others
Pdlim1 30.8055 -5.39273 1.05586 -5.10745 3.26527e-07 3.39718e-06 Conti_non_fene_vs_others
Fbxw4 18.7811 -3.73223 0.782143 -4.7718 1.8259e-06 1.69664e-05 Conti_non_fene_vs_others
Atp5md 31.7877 -5.43849 1.05508 -5.15459 2.54188e-07 2.6937e-06 Conti_non_fene_vs_others

Afapll2 39.7208 3.57651 0.181927 19.6591 4.83317e-86 6.04707e-84 Conti_non_fene_vs_others



Slc38a5 55.4999 12.3155 1.07206 11.4877 1.52089e-30 6.73395e-29 Conti_non_fene_vs_others
Tspan7 158.312 -7.75419 1.05579 -7.34443 2.06631e-13 3.9636e-12 Conti_non_fene_vs_others
Atp6ap2 19.4965 -3.45909 0.708895 -4.87955 1.06327e-06 1.02638e-05 Conti_non_fene_vs_others
Maoa 98.9648 4.22406 0.11914 35.4545 2.4696e-275 1.0885e-272 Conti_non_fene_vs_others
Maob 15.4096 8.33168 0.564097 14.7699 2.28901e-49 1.66257e-47 Conti_non_fene_vs_others
Chst7 12.1852 -4.05505 1.05599 -3.84003 0.000123017 0.000799756 Conti_non_fene_vs_others
Lamp2 136.742 -4.38355 0.361796 -12.1161 8.68099e-34 4.27286e-32 Conti_non_fene_vs_others
6030498E09Rik 13.6112 -4.21366 1.05714 -3.9859 6.72261e-05 0.000463296 Conti_non_fene_vs_others
Zic3 37.232 11.7573 1.07783 10.9082 1.05289e-27 4.25389e-26 Conti_non_fene_vs_others
Bgn 44,9194 -4.43424 0.645529 -6.86916 6.45832e-12 1.10155e-10 Conti_non_fene_vs_others
F8 178.457 -7.92692 1.05527 -7.51172 5.83555e-14 1.17152e-12 Conti_non_fene_vs_others
Tmem47 14.8202 -4.33744 1.0554 -4.10978 3.96041e-05 0.000284671 Conti_non_fene_vs_others
Dmd 40.6439 -4.01977 0.5903 -6.8097 9.77993e-12 1.64637e-10 Conti_non_fene_vs_others
Pgkl 18.2853 -3.37167 0.708922 -4.75606 1.9741e-06 1.82303e-05 Conti_non_fene_vs_others
Gmb5127 13.3107 6.7814 0.47561 14.2583 3.97907e-46 2.65176e-44 Conti_non_fene_vs_others
Itm2a 1241.16 5.67222 0.0634414 89.4088 0 0 Conti_non_fene_vs_others
Pcdh19 36.9571 4.34997 0.203661 21.3588 3.2269e-101 4.851e-99 Conti_non_fene_vs_others
Tmem164 72.5814 -3.61912 0.386086 -9.37388 6.99153e-21 2.15217e-19 Conti_non_fene_vs_others
lgsec2 25.9431 -3.61071 0.644603 -5.60145 2.12571e-08 2.59597e-07 Conti_non_fene_vs_others
Sh3kbp1l 15.4774 -3.75669 0.866507 -4.33544 1.45468e-05 0.000113661 Conti_non_fene_vs_others
Bmx 17.3106 5.29433 0.297462 17.7984 7.27674e-71 7.50627e-69 Conti_non_fene_vs_others
Pir 35.0386 4.20776 0.189356 22.2214 2.1333e-109 3.5664e-107 Conti_non_fene_vs_others
Gm47283 15.2147 -3.70583 0.864409 -4.28713 1.80996e-05 0.000138957 Conti_non_fene_vs_others
Gm16070 18.0563 -7.06668 0.969798 -7.28676 3.17502e-13 1.12919e-12 Sinusoida_vs_others
Crispld1 54.5923 -8.9585 1.06442 -8.41629 3.88582e-17 1.61294e-16 Sinusoida_vs_others
Tmem182 12.3572 -6.81371 1.07218 -6.35502 2.08397e-10 6.49503e-10 Sinusoida_vs_others
Slc40al 208.334 3.77262 0.0907286 41.5814 0 0 Sinusoida_vs_others
Myolb 128.371 -3.89383 0.1343 -28.9935 7.9506e-185 2.382e-183 Sinusoida_vs_others
Stk17b 10.5504 -3.77655 0.440715 -8.56913 1.04266e-17 4.42113e-17 Sinusoida_vs_others
Plcl1 19.7663 -4.74103 0.438657 -10.8081 3.15233e-27 1.76633e-26 Sinusoida_vs_others
Adam23 1280.65 12.3498 0.590195 20.9249 3.17972e-97 4.81417e-96 Sinusoida_vs_others
Map2 18.1276 -5.90457 0.655958 -9.00144 2.22784e-19 9.99731e-19 Sinusoida_vs_others
Fnl 25.3482 -5.37878 0.474132 -11.3445 7.90083e-30 4.72864e-29 Sinusoida_vs_others
lgfbp5 2324.78 -7.16684 0.497982 -14.3918 5.82851e-47 4.90674e-46 Sinusoida_vs_others
Epha4 90.4934 -4.42207 0.184108 -24.0189 1.7638e-127 3.476e-126 Sinusoida_vs_others
Sgpp2 11.7974 -6.74677 1.07912 -6.2521 4.04971e-10 1.23906e-09 Sinusoida_vs_others
Serpine2 33.5458 -7.96522 0.968462 -8.22461 1.95834e-16 7.94215e-16 Sinusoida_vs_others
Col4a3 86.5945 -3.85437 0.159266 -24.2008 2.1834e-129 4.3807e-128 Sinusoida_vs_others
Arldc 24.9558 3.14756 0.2099 14.9955 7.8551e-51 7.0074e-50 Sinusoida_vs_others
Gpcl 25.7841 6.69708 0.600312 11.156 6.69339e-29 3.89067e-28 Sinusoida_vs_others
Rnf152 30.3527 -3.81139 0.263758 -14.4503 2.496e-47 2.11501e-46 Sinusoida_vs_others
Tnfrsflla 48.5731 -3.24324 0.181811 -17.8385 3.54996e-71 4.13161e-70 Sinusoida_vs_others
Cxcrd 18.7911 -5.95596 0.66376 -8.97305 2.88412e-19 1.29088e-18 Sinusoida_vs_others
Cd55b 16.1131 7.74581 1.07074 7.23405 4.6881e-13 1.65445e-12 Sinusoida_vs_others

Gm15675 287.578 10.458 0.6461 16.1863 6.30332e-59 6.29886€e-58 Sinusoida_vs_others



Cd55 1073.38 8.3366 0.162032 51.4505 0 Sinusoida_vs_others
Gm16083 143.771 4.52908 0.135561 33.4098 9.8813e-245 3.9195e-243 Sinusoida_vs_others
Gm19461 17.6203 5.91813 0.559212 10.583 3.57375e-26 1.94908e-25 Sinusoida_vs_others
Prelp 52.9611 3.2208 0.157622 20.4337 8.3868e-93 1.22447e-91 Sinusoida_vs_others
Cfth 197.636 4.56327 0.113324 40.2674 0 0 Sinusoida_vs_others
Pla2gd4a 16.5777 -6.06223 0.722255 -8.39348 4.71961e-17 1.95277e-16 Sinusoida_vs_others
Npl 100.573 6.34255 0.270394 23.4567 1.1292e-121 2.1154e-120 Sinusoida_vs_others
Dnm3 291.666 -4.62064 0.2614 -17.6765 6.3593e-70 7.2653e-69 Sinusoida_vs_others
Dnm3os 20.6409 3.98478 0.291692 13.6609 1.73829e-42 1.35891e-41 Sinusoida_vs_others
Fmo2 55.2997 -4.08422 0.59895 -6.81897 9.16974e-12 3.04268e-11 Sinusoida_vs_others
Sele 39.692 5.72815 0.377346 15.1801 4.79164e-52 4.33926e-51 Sinusoida_vs_others
Selp 56.9051 5.58449 0.48999 11.3972 4.3198e-30 2.60343e-29 Sinusoida_vs_others
Pbx1 4729.82 -3.35882 0.0389535 -86.2263 0 0 Sinusoida_vs_others
Fcgr2b 1704.2 13.0251 0.645367 20.1825 1.39629e-90 1.99e-89 Sinusoida_vs_others
Pcp4ll 197.841 -6.19068 0.218916 -28.2787 6.3124e-176 1.7653e-174 Sinusoida_vs_others
Cds4 171.323 7.38106 0.293037 25.1881 5.4026e-140 1.1815e-138 Sinusoida_vs_others
Ackrl 18.5671 5.81002 0.531626 10.9288 8.39915e-28 4.7681e-27 Sinusoida_vs_others
Enah 32.6725 -7.92782 0.965023 -8.21516 2.11877e-16 8.5749e-16 Sinusoida_vs_others
1700047M11Rik 48.0189 9.31819 1.06576 8.74326 2.26488e-18 9.83978e-18 Sinusoida_vs_others
Susd4 11.495 3.36396 0.369882 9.09468 9.48623e-20 4.30535e-19 Sinusoida_vs_others
Dusp10 62.7112 4.74885 0.212352 22.3631 9.0124e-111 1.557e-109 Sinusoida_vs_others
C130074G19Rik 128.282 -3.05248 0.106891 -28.557 2.3018e-179 6.5913e-178 Sinusoida_vs_others
Tgfb2 48.3056 -3.36917 0.219056 -15.3804 2.21574e-53 2.04709e-52 Sinusoida_vs_others
G0s2 17.2333 -6.12462 0.722286 -8.47949 2.26185e-17 9.48731e-17 Sinusoida_vs_others
Cd34 566.932 -4.88283 0.0858687 -56.8639 0 0 Sinusoida_vs_others
Camk1d 1261.28 3.16467 0.0324636 97.4836 0 0 Sinusoida_vs_others
Proser2 33.2075 -7.07754 0.719174 -9.84121 7.48039%e-23 3.75808e-22 Sinusoida_vs_others
Itih& 136.887 -8.57855 0.593599 -14.4518 2.44359e-47 2.07172e-46 Sinusoida_vs_others
Itga8 477.013 5.94651 0.132551 44.8621 0 0 Sinusoida_vs_others
St8siab 16.5127 -6.64647 0.884903 -7.51096 5.86973e-14 2.15002e-13 Sinusoida_vs_others
Mrcl 2355.44 5.61794 0.0504544 111.347 0 0 Sinusoida_vs_others
Slc39a12 12.1089 3.14241 0.320372 9.80864 1.03355e-22 5.16742e-22 Sinusoida_vs_others
Nebl 62.7325 -4.80815 0.577624 -8.32401 8.50349e-17 3.48224e-16 Sinusoida_vs_others
Adamts|2 15.0596 -4.20359 0.423956 -9.91515 3.57714e-23 1.81176e-22 Sinusoida_vs_others
Olfm1 135.601 4.35075 0.128871 33.7605 7.4953e-250 3.035e-248 Sinusoida_vs_others
Assl 25.1565 -4.49059 0.356303 -12.6033 2.02507e-36 1.40696e-35 Sinusoida_vs_others
St6galnac4 46.9189 -3.0682 0.178903 -17.15 6.28474e-66 6.83367e-65 Sinusoida_vs_others
Zeb2 883.316 5.31896 0.0708452 75.0786 0 0 Sinusoida_vs_others
Galnt13 12.2025 5.38772 0.640639 8.40992 4.10305e-17 1.70084e-16 Sinusoida_vs_others
Ly75 12.3132 -6.80856 1.07047 -6.36033 2.0132e-10 6.27949e-10 Sinusoida_vs_others
Dpp4 893.657 9.09166 0.229066 39.6901 0 0 Sinusoida_vs_others
Gm13561 19.4325 6.84634 0.72386 9.4581 3.13604e-21 1.49486e-20 Sinusoida_vs_others
Fign 100.471 4.47239 0.156743 28.5333 4.5239e-179 1.2907e-177 Sinusoida_vs_others
Cobll1 37.9799 -3.01921 0.196041 -15.4009 1.614e-53 1.49648e-52 Sinusoida_vs_others

B3galtl 984.847 6.41561 0.0926912 69.2149 0 0 Sinusoida_vs_others



Rapgef4 560.456 -5.90239 0.121342 -48.6426 Sinusoida_vs_others
Rapgefd4osl 42.8003 -6.30397 0.486423 -12.9599 2.06608e-38 1.48867e-37 Sinusoida_vs_others
Gpri155 131.596 4.06705 0.123345 32.9729 1.9842e-238 7.5992e-237 Sinusoida_vs_others
Hoxd3os1 25.2138 -7.84649 1.06785 -7.34795 2.01271e-13 7.21431e-13 Sinusoida_vs_others
Hoxd8 31.8402 -8.18096 1.06567 -7.67682 1.63082e-14 6.08974e-14 Sinusoida_vs_others
Hoxd4 15.5975 -7.14923 1.06941 -6.68524 2.30554e-11 7.50446e-11 Sinusoida_vs_others
Ccdcl141 20.3314 -6.65624 0.796869 -8.353 6.65533e-17 2.73694e-16 Sinusoida_vs_others
Tipi 532.14 3.26779 0.0532118 61.4109 0 0 Sinusoida_vs_others
Aplnr 198.028 -10.5272 0.962768 -10.9343 7.90119e-28 4.48869e-27 Sinusoida_vs_others
Cd82 27.658 3.78535 0.236024 16.038 6.93816e-58 6.83659e-57 Sinusoida_vs_others
Mpped2 41.7826 -8.57331 1.06719 -8.03357 9.46779e-16 3.73073e-15 Sinusoida_vs_others
Fmnl 175.47 10.319 0.789899 13.0637 5.30894e-39 3.86464e-38 Sinusoida_vs_others
3110099E03Rik 23.3871 -7.7346 1.06832 -7.23998 4.48752e-13 1.58547e-12 Sinusoida_vs_others
Thbsl 10.9437 -3.72306 0.436432 -8.53068 1.4549e-17 6.14904e-17 Sinusoida_vs_others
Bublb 11.5471 3.56754 0.357164 9.98852 1.71119e-23 8.74663e-23 Sinusoida_vs_others
Ehd4 1035.04 -3.71965 0.0823281 -45.1809 0 0 Sinusoida_vs_others
Frmd5 14.2236 -3.04198 0.330137 -9.21429 3.13342e-20 1.44061e-19 Sinusoida_vs_others
Sord 63.2562 3.92409 0.163678 23.9744 5.1467e-127 1.0092e-125 Sinusoida_vs_others
Slc28a2 23.2018 -7.13843 0.882679 -8.08724 6.10331e-16 2.4265e-15 Sinusoida_vs_others
Gatm 1151.19 5.86878 0.074112 79.188 0 0 Sinusoida_vs_others
Hdc 80.1352 4.20139 0.157067 26.749 1.2695e-157 3.1333e-156 Sinusoida_vs_others
Mal 88.6486 -3.98365 0.170433 -23.3737 7.9149e-121 1.4774e-119 Sinusoida_vs_others
Mall 16.9092 -4.16573 0.397314 -10.4847 1.01552e-25 5.48849e-25 Sinusoida_vs_others
Morrbid 250.799 4.13358 0.0874004 47.2947 0 0 Sinusoida_vs_others
ll1la 189.224 10.4282 0.788685 13.2223 6.52262e-40 4.82953e-39 Sinusoida_vs_others
Prnp 34.1906 -3.99234 0.262754 -15.1942 3.86294e-52 3.50232e-51 Sinusoida_vs_others
Bmp2 1469.34 6.03731 0.0694004 86.9923 0 0 Sinusoida_vs_others
4930545L.23Rik 10.1107 -3.59053 0.426111 -8.42628 3.56829e-17 1.48272e-16 Sinusoida_vs_others
9630028H03Rik 17.8238 -4.34785 0.410025 -10.6039 2.85892e-26 1.56416e-25 Sinusoida_vs_others
FIrt3 25.5727 -3.5898 0.278146 -12.9061 4.15607e-38 2.98213e-37 Sinusoida_vs_others
Slc24a3 10.6414 -3.29107 0.638236 -5.15652 2.51588e-07 6.51013e-07 Sinusoida_vs_others
Ralgapa2 2216.27 5.42594 0.0525798 103.194 0 0 Sinusoida_vs_others
Acssl 27.6038 -7.10237 0.792497 -8.96202 3.18779e-19 1.42516e-18 Sinusoida_vs_others
Tcfl5 116.839 -6.11425 0.281276 -21.7376 9.0567e-105 1.4855e-103 Sinusoida_vs_others
Tox2 23.4774 3.78208 0.25669 14.734 3.89882e-49 3.39814e-48 Sinusoida_vs_others
Sdc4 23.9377 3.454 0.236472 14.6064 2.55789e-48 2.20225e-47 Sinusoida_vs_others
Pltp 381.175 -6.3421 0.16697 -37.9834 0 0 Sinusoida_vs_others
Sulf2 21.9619 -6.77028 0.797004 -8.49466 1.9852e-17 8.35169e-17 Sinusoida_vs_others
Zbpl 21.5334 -3.18499 0.267921 -11.8878 1.36967e-32 8.74263e-32 Sinusoida_vs_others
Cdh4 190.111 3.01362 0.0822536 36.6382 7.0652e-294 3.4011e-292 Sinusoida_vs_others
Srms 14.5513 -6.16378 0.799112 -7.71329 1.22617e-14 4.60302e-14 Sinusoida_vs_others
Pkia 18.618 -6.52654 0.797816 -8.18051 2.82648e-16 1.13857e-15 Sinusoida_vs_others
Stmn2 46.7142 -5.61042 0.459502 -12.2098 2.75558e-34 1.82558e-33 Sinusoida_vs_others
Heyl 30.9859 -3.24054 0.234211 -13.836 1.5458e-43 1.2326e-42 Sinusoida_vs_others

Pagl 12.6118 -4.33436 0.474314 -9.13817 6.35187e-20 2.89804e-19 Sinusoida_vs_others



Nignl 12.6417 -5.10296 0.635363 -8.03157 9.62356e-16 3.79019e-15 Sinusoida_vs_others
Tnik 265.432 6.69731 0.187875 35.6477 2.5616e-278 1.1479e-276 Sinusoida_vs_others
Egfem1l 77.515 6.98428 0.45316 15.4124 1.35065e-53 1.25455e-52 Sinusoida_vs_others
Spryl 103.949 -3.04601 0.121491 -25.0719 1.0084e-138 2.1808e-137 Sinusoida_vs_others
Pabpc4l 40.6103 3.65959 0.208123 17.5837 3.2818e-69 3.72473e-68 Sinusoida_vs_others
P2ryl 67.1369 3.4019 0.144678 23.5135 2.9677e-122 5.5799e-121 Sinusoida_vs_others
Arhgef26 30.5614 -8.12216 1.06567 -7.62163 2.50495e-14 9.27587e-14 Sinusoida_vs_others
Ppmil 63.1784 -3.23868 0.167996 -19.2783 8.16489e-83 1.07499e-81 Sinusoida_vs_others
B3galntl 17.9089 -7.05564 0.969812 -7.27527 3.45722e-13 1.22731e-12 Sinusoida_vs_others
Gucylbl 11.9657 3.18201 0.335312 9.4897 2.31708e-21 1.11095e-20 Sinusoida_vs_others
Cdldl 30.5553 -3.65269 0.25189 -14.5012 1.19134e-47 1.0117e-46 Sinusoida_vs_others
Lmna 111.875 -3.50674 0.126319 -27.7609 1.2854e-169 3.4698e-168 Sinusoida_vs_others
S100a6 373.71 -4.07956 0.796015 -5.12498 2.97566e-07 7.66162e-07 Sinusoida_vs_others
Igsf3 42.6024 6.00203 0.37403 16.0469 6.00937e-58 5.92891e-57 Sinusoida_vs_others
Inka2 10.1047 -4.33568 0.533311 -8.12974 4.30229e-16 1.71705e-15 Sinusoida_vs_others
Dennd2d 19.6828 6.8669 0.72454 9.47761 2.60176e-21 1.24361e-20 Sinusoida_vs_others
Vcaml 181.916 4.24133 0.157516 26.9263 1.0798e-159 2.7036e-158 Sinusoida_vs_others
Frrs1 63.6117 6.78618 0.392538 17.288 5.79771e-67 6.38898e-66 Sinusoida_vs_others
Palmd 199.047 -5.95939 0.201952 -29.5089 2.2103e-191 6.9289e-190 Sinusoida_vs_others
Plppr5 32.3511 6.29146 0.471125 13.3541 1.12067e-40 8.47535e-40 Sinusoida_vs_others
Lefl 73.4531 -5.92398 0.33438 -17.7163 3.1393e-70 3.61846e-69 Sinusoida_vs_others
Dkk2 126.283 -4.30345 1.16366 -3.69822 0.000217119 0.000434882 Sinusoida_vs_others
Gm30648 62.2908 5.00308 0.223347 22.4005 3.8953e-111 6.7373e-110 Sinusoida_vs_others
Slc39a8 267.336 4.30753 0.142442 30.2406 6.9319e-201 2.2884e-199 Sinusoida_vs_others
Emcn 4240.49 -3.63694 0.0258626 -140.625 0 0 Sinusoida_vs_others
Adh6b 10.445 5.15485 0.642361 8.02485 1.01648e-15 3.99727e-15 Sinusoida_vs_others
Clca3al 31.1959 4.13505 0.252293 16.3899 2.25982e-60 2.2936e-59 Sinusoida_vs_others
Ssx2ip 56.5073 3.18355 0.141955 22.4265 2.1684e-111 3.7715e-110 Sinusoida_vs_others
Penk 10.9852 -6.64351 1.1029 -6.02365 1.70527e-09 5.02563e-09 Sinusoida_vs_others
Klhi32 12.0686 3.03918 0.323526 9.39394 5.77943e-21 2.73144e-20 Sinusoida_vs_others
Cga 60.5012 -9.1047 1.07216 -8.49195 2.03192e-17 8.53902e-17 Sinusoida_vs_others
Aqp7 42.8596 -8.31927 0.968867 -8.58659 8.95882e-18 3.80811e-17 Sinusoida_vs_others
Cntfr 52.1108 7.98711 0.650747 12.2738 1.25301e-34 8.36904e-34 Sinusoida_vs_others
4930578G10Rik 12.2971 6.75913 0.883108 7.6538 1.95124e-14 7.26007e-14 Sinusoida_vs_others
Msmp 25.4975 -4.99733 0.416616 -11.995 3.77212e-33 2.43979e-32 Sinusoida_vs_others
Hrctl 28.219 -5.8679 0.521287 -11.2566 2.14955e-29 1.2694e-28 Sinusoida_vs_others
Spaar 27.8667 -7.40437 0.87527 -8.45953 2.68458e-17 1.12151e-16 Sinusoida_vs_others
Reck 22.6163 -3.71364 0.298419 -12.4444 1.49987e-35 1.02198e-34 Sinusoida_vs_others
Coll5al 233.532 -8.76494 0.483657 -18.1222 2.12847e-73 2.54581e-72 Sinusoida_vs_others
Ctnnall 49.406 5.39857 0.285303 18.9222 7.48307e-80 9.56861e-79 Sinusoida_vs_others
Susdl 47.8983 4.04368 0.201663 20.0517 1.9511e-89 2.75047e-88 Sinusoida_vs_others
Col27a1 45.3399 4.77538 0.24701 19.3328 2.84706e-83 3.75797e-82 Sinusoida_vs_others
Ptprd 16.7941 4.13715 0.348375 11.8756 1.5857e-32 1.0105e-31 Sinusoida_vs_others
Lurap1l 73.1957 -4.41461 0.203949 -21.6457 6.6694e-104 1.0859e-102 Sinusoida_vs_others

Adamtsl1 42.6963 -5.565524 0.455407 -12.1984 3.16957e-34 2.0954e-33 Sinusoida_vs_others



Gm12648 59.3143 7.91176 0.604192 13.0948 3.52753e-39 2.57268e-38 Sinusoida_vs_others
Kank4 19.5416 -4.38891 0.397502 -11.0412 2.41667e-28 1.38608e-27 Sinusoida_vs_others
Dock7 171.002 5.38364 0.153019 35.1828 3.6615e-271 1.6128e-269 Sinusoida_vs_others
Rab3b 48.7201 4.36962 0.215896 20.2395 4.39966e-91 6.3051e-90 Sinusoida_vs_others
Ptch2 49.4353 4.11389 0.19302 21.3133 8.5542e-101 1.3462e-99 Sinusoida_vs_others
Gm12840 107.368 6.59196 0.284713 23.153 1.3562e-118 2.4837e-117 Sinusoida_vs_others
Slc2al 38.5331 -5.49596 0.395379 -13.9005 6.29283e-44 5.04107e-43 Sinusoida_vs_others
RhbdI2 62.7842 -8.86932 0.962826 -9.21175 3.20844e-20 1.4738e-19 Sinusoida_vs_others
Ptpru 261.783 -4.94917 0.127067 -38.9494 0 0 Sinusoida_vs_others
Grrpl 136.332 -6.44594 0.287038 -22.4567 1.0994e-111 1.9186e-110 Sinusoida_vs_others
Alpl 44.0714 -6.05815 0.450894 -13.4359 3.72615e-41 2.84428e-40 Sinusoida_vs_others
Mfap2 34.3699 -8.28733 1.06622 -7.77261 7.68854e-15 2.90803e-14 Sinusoida_vs_others
Fblim1 18.2021 -5.64388 0.601095 -9.38933 6.03829e-21 2.85118e-20 Sinusoida_vs_others
Tmem51 102.755 3.29805 0.111265 29.6414 4.3751e-193 1.3855e-191 Sinusoida_vs_others
Tmemb51losl 13.4274 3.15406 0.293314 10.7532 5.72531e-27 3.18621e-26 Sinusoida_vs_others
Tnfrsflb 12.7354 -4.08075 0.442052 -9.23137 2.67198e-20 1.23101e-19 Sinusoida_vs_others
Zfp979 47.6974 -5.92291 0.406009 -14.5881 3.3437e-48 2.87562e-47 Sinusoida_vs_others
Rbp7 379.586 -10.3161 0.652462 -15.8109 2.61498e-56 2.52079e-55 Sinusoida_vs_others
Ctnnbipl 109.511 -4.94202 0.196129 -25.1978 4.233e-140 9.2703e-139 Sinusoida_vs_others
Clstn1 123.336 -6.54438 0.31092 -21.0485 2.36213e-98 3.61859e-97 Sinusoida_vs_others
Smim1 18.6948 3.18977 0.251454 12.6853 7.13325e-37 5.00293e-36 Sinusoida_vs_others
Megf6 17.8524 3.77149 0.472951 7.97438 1.53148e-15 5.95176e-15 Sinusoida_vs_others
Vwal 64.8874 -7.27339 0.549095 -13.2461 4.75018e-40 3.53738e-39 Sinusoida_vs_others
Cdk14 16.1647 -4.43319 0.440615 -10.0614 8.18647e-24 4.22334e-23 Sinusoida_vs_others
Cfap69 17.4499 3.72291 0.302185 12.3199 7.07449e-35 4.74757e-34 Sinusoida_vs_others
Rundc3b 20.0167 -6.92347 0.876696 -7.89723 2.85173e-15 1.0992e-14 Sinusoida_vs_others
Abcbla 60.7097 -5.04929 0.274727 -18.3793 1.92485e-75 2.3548e-74 Sinusoida_vs_others
Hof 316.468 12.0373 1.06429 11.3102 1.16841e-29 6.97144e-29 Sinusoida_vs_others
Sema3c 51.0586 -6.92655 0.550638 -12.5791 2.75053e-36 1.90673e-35 Sinusoida_vs_others
Gsap 54.4377 3.64332 0.170506 21.3677 2.6714e-101 4.2428e-100 Sinusoida_vs_others
Msx1 15.3519 -4.79101 0.503513 -9.51518 1.81399e-21 8.72972e-21 Sinusoida_vs_others
Clqtnf7 34.4675 3.4594 0.227524 15.2045 3.29932e-52 2.99481e-51 Sinusoida_vs_others
Bstl 14.4874 -4.54912 0.474652 -9.58411 9.32623e-22 4.52743e-21 Sinusoida_vs_others
Prom1 16.212 -6.03012 0.724708 -8.32076 8.74002e-17 3.57722e-16 Sinusoida_vs_others
D5Ertd615e 237.188 -4.39663 0.118297 -37.1659 2.4268e-302 1.2291e-300 Sinusoida_vs_others
Pcdh7 87.5199 -4.18222 0.464551 -9.0027 2.20231e-19 9.88559e-19 Sinusoida_vs_others
Uchl1 41.4711 -5.72041 0.413762 -13.8254 1.79196e-43 1.42669e-42 Sinusoida_vs_others
Bend4 37.542 5.41684 0.327435 16.5433 1.79053e-61 1.85606e-60 Sinusoida_vs_others
Lnx1 15.2494 -7.11788 1.0809 -6.58512 4.54509e-11 1.46167e-10 Sinusoida_vs_others
Kit 397.683 4.65522 0.1142 40.7639 0 0 Sinusoida_vs_others
Cxcl10 143.217 3.79049 0.404495 9.37094 7.18926e-21 3.38642e-20 Sinusoida_vs_others
Rasgeflb 268.355 5.90143 0.143706 41.0661 0 0 Sinusoida_vs_others
Tmem150c 10.4311 -5.09593 0.663994 -7.67466 1.65859e-14 6.19044e-14 Sinusoida_vs_others
Hpse 46.8877 7.3519 0.552013 13.3183 1.81089e-40 1.36356e-39 Sinusoida_vs_others

Gpat3 17.5686 4.35347 0.355495 12.2462 1.75958e-34 1.17273e-33 Sinusoida_vs_others



Sparcll 675.194 -8.76751 0.285077 -30.7549 1.0515e-207 3.562e-206 Sinusoida_vs_others
Sez6l 10.0339 -5.62146 0.801676 -7.01213 2.3472e-12 8.02653e-12 Sinusoida_vs_others
Cabpl 12.6938 -6.55779 0.96917 -6.76639 1.32031e-11 4.35316e-11 Sinusoida_vs_others
Thx3 29.6328 -7.78427 0.96578 -8.06009 7.62392e-16 3.01793e-15 Sinusoida_vs_others
Cux2 47.1965 6.8361 0.464573 14.7148 5.17912e-49 4.50141e-48 Sinusoida_vs_others
Hvenl 31.6357 4.44254 0.265837 16.7115 1.08001e-62 1.13467e-61 Sinusoida_vs_others
Hiplr 24.1202 -3.81631 0.298001 -12.8064 1.51039e-37 1.0768e-36 Sinusoida_vs_others
Rflna 39.1313 -4.85388 0.318937 -15.219 2.64733e-52 2.41144e-51 Sinusoida_vs_others
Hspb1 880.662 -4.39076 0.0645058 -68.0676 0 0 Sinusoida_vs_others
Cldn15 68.6402 -5.38433 0.283981 -18.9602 3.63579e-80 4.66443e-79 Sinusoida_vs_others
Agfg2 132.126 3.11172 0.0917108 33.9297 2.4326e-252 9.9275e-251 Sinusoida_vs_others
Snx8 222.301 3.3139 0.0780166 42.4769 0 0 Sinusoida_vs_others
Sdk1 97.9094 -3.54897 0.21118 -16.8055 2.22595e-63 2.35933e-62 Sinusoida_vs_others
Fry 296.605 -3.57727 0.0831344 -43.0299 0 0 Sinusoida_vs_others
N4bp2I1 73.3383 4.17792 0.171699 24.3328 8.8175e-131 1.7899e-129 Sinusoida_vs_others
Stard13 68.1211 -3.85595 0.182098 -21.1751 1.6208e-99 2.52777e-98 Sinusoida_vs_others
Ppplr9a 91.5543 9.66654 0.872647 11.0773 1.61731e-28 9.3139%-28 Sinusoida_vs_others
Pdk4 121.66 3.82613 0.123342 31.0206 2.8472e-211 9.7729e-210 Sinusoida_vs_others
Dynclil 14.9481 -5.35175 0.603638 -8.86583 7.59354e-19 3.35431e-18 Sinusoida_vs_others
Tfec 102.717 7.96763 0.459366 17.3449 2.15707e-67 2.38551e-66 Sinusoida_vs_others
Cavl 383.948 -3.5088 0.0763432 -45.9608 0 0 Sinusoida_vs_others
Wnt2 356.481 8.44266 0.291919 28.9212 6.4616e-184 1.9137e-182 Sinusoida_vs_others
Cpedl 253.886 -5.16164 0.137885 -37.4344 1.0771e-306 5.5275e-305 Sinusoida_vs_others
Aass 429.933 11.9017 0.871065 13.6633 1.68077e-42 1.31526e-41 Sinusoida_vs_others
Cadps2 234.344 4.62909 0.104685 44.219 0 0 Sinusoida_vs_others
Akr1b8 84.6011 8.42663 0.595047 14.1613 1.59031e-45 1.31181e-44 Sinusoida_vs_others
Chrm2 23.0053 -6.83893 0.796157 -8.58993 8.70243e-18 3.70318e-17 Sinusoida_vs_others
Ptn 71.5817 -9.34896 1.0693 -8.74309 2.2682e-18 9.85148e-18 Sinusoida_vs_others
Dennd2a 92.1767 5.2169 0.204304 25.535 8.0617e-144 1.8167e-142 Sinusoida_vs_others
Gimap3 18.752 -5.68544 0.59927 -9.48727 2.37166e-21 1.13607e-20 Sinusoida_vs_others
Hoxa7 38.1197 -8.14898 0.965462 -8.4405 3.15983e-17 1.31616e-16 Sinusoida_vs_others
Creb5 17.0569 -4.17549 0.397409 -10.5068 8.03977e-26 4.35576e-25 Sinusoida_vs_others
Tril 47.137 -5.35145 0.342179 -15.6394 3.92685e-55 3.72308e-54 Sinusoida_vs_others
Agpl 2392.04 3.16652 0.0872995 36.2719 4.4926e-288 2.0852e-286 Sinusoida_vs_others
Pdelc 231.889 4.05483 0.105898 38.2899 0 0 Sinusoida_vs_others
Ndnf 11.0997 -6.65755 1.0843 -6.13997 8.25365e-10 2.47787e-09 Sinusoida_vs_others
Prdm5 22.9434 -5.38403 0.492059 -10.9418 7.27063e-28 4.13349e-27 Sinusoida_vs_others
Capg 14.9535 -3.78719 0.375223 -10.0932 5.92262e-24 3.07174e-23 Sinusoida_vs_others
LoxI3 38.8853 3.97553 0.21323 18.6444 1.40318e-77 1.75245e-76 Sinusoida_vs_others
Rtkn 22.9485 3.23405 0.236702 13.663 1.68988e-42 1.32173e-41 Sinusoida_vs_others
Rab11fip5 14.3439 -3.32289 0.334908 -9.92181 3.34643e-23 1.69546e-22 Sinusoida_vs_others
Efccl 15.5507 5.0681 0.456454 11.1032 1.21018e-28 6.99263e-28 Sinusoida_vs_others
Nup210 23.1018 -6.25682 0.654368 -9.56162 1.15932e-21 5.61392e-21 Sinusoida_vs_others
Ssu2 25.4406 -6.69211 0.722844 -9.25803 2.08238e-20 9.63373e-20 Sinusoida_vs_others

Timp4 34.4754 -7.71319 0.88601 -8.70554 3.16069¢e-18 1.36478e-17 Sinusoida_vs_others



Cxcl12 263.864 -7.11086 0.514566 -13.8192 1.95348e-43 1.55369e-42 Sinusoida_vs_others
Cacnalc 11.4252 -4.04205 0.500796 -8.07124 6.95874e-16 2.75743e-15 Sinusoida_vs_others
Cleclb 159.681 5.52729 0.170083 32.4975 1.1557e-231 4.2887e-230 Sinusoida_vs_others
Gm43914 11.863 5.83803 0.66276 8.80866 1.26652e-18 5.55519¢e-18 Sinusoida_vs_others
Kap 222.544 -10.6963 0.965079 -11.0834 1.51074e-28 8.70984e-28 Sinusoida_vs_others
Empl 106.436 -4.85134 0.19412 -24.9914 7.5756e-138 1.627e-136 Sinusoida_vs_others
Arhgdib 249.622 3.12867 0.069417 45.0706 0 0 Sinusoida_vs_others
Rerg 100.964 10.101 0.965328 10.4638 1.26644e-25 6.83509e-25 Sinusoida_vs_others
Slcolcl 49.2595 -8.80899 1.0695 -8.23653 1.77281e-16 7.20288e-16 Sinusoida_vs_others
Slcola4 89.4202 -9.66927 1.06538 -9.07585 1.12794e-19 5.11022e-19 Sinusoida_vs_others
Kcenj8 39.0938 -3.28702 0.200686 -16.3789 2.70425e-60 2.73752e-59 Sinusoida_vs_others
Lrmp 65.9303 3.22729 0.134107 24.065 5.809e-128 1.1521e-126 Sinusoida_vs_others
Tmtcl 124.874 -5.24358 0.201647 -26.0037 4.4942e-149 1.0461e-147 Sinusoida_vs_others
Ehd2 169.523 -4.13321 0.122839 -33.6475 3.3941e-248 1.3602e-246 Sinusoida_vs_others
Cbhar2 146.532 10.3464 0.871753 11.8686 1.72414e-32 1.09737e-31 Sinusoida_vs_others
Pglyrpl 25.2848 -7.84667 1.06637 -7.35827 1.86311e-13 6.68579e-13 Sinusoida_vs_others
Fosb 42.1979 -3.21502 0.202956 -15.841 1.62265e-56 1.57102e-55 Sinusoida_vs_others
Bcam 224.288 -3.08533 0.0862057 -35.7903 1.5613e-280 7.057e-279 Sinusoida_vs_others
Igsf23 13.5625 4.73343 0.442732 10.6914 1.11661e-26 6.16772e-26 Sinusoida_vs_others
Spint2 68.6096 4.17696 0.167998 24.8632 1.8619e-136 3.9659e-135 Sinusoida_vs_others
Chst8 76.62 -3.66858 0.16762 -21.8863 3.5076e-106 5.8207e-105 Sinusoida_vs_others
Sult2bl 28.648 -7.44285 0.876603 -8.49056 2.05649e-17 8.63993e-17 Sinusoida_vs_others
Lmtk3 41.9496 -4.30248 0.263224 -16.3453 4.69938e-60 4.74793e-59 Sinusoida_vs_others
Gm2788 11.614 4.38255 0.428364 10.2309 1.44188e-24 7.59478e-24 Sinusoida_vs_others
Tarsl2 10.0713 -3.16198 0.383427 -8.24663 1.62923e-16 6.62296e-16 Sinusoida_vs_others
Synm 32.7523 -5.25988 0.395442 -13.3013 2.27574e-40 1.70862e-39 Sinusoida_vs_others
Gm29683 20.5536 5.48169 0.463318 11.8314 2.68693e-32 1.7018e-31 Sinusoida_vs_others
B130024G19Rik 152.259 3.10793 0.0899065 34.5685 7.5097e-262 3.1991e-260 Sinusoida_vs_others
Gm42397 20.6171 7.51268 0.887975 8.46046 2.66331e-17 1.11322e-16 Sinusoida_vs_others
Semadb 46.0568 3.0898 0.165668 18.6506 1.24823e-77 1.56019e-76 Sinusoida_vs_others
Tm6sfl 67.418 -3.45209 0.158873 -21.7285 1.103e-104 1.8053e-103 Sinusoida_vs_others
Prss23 177.817 -5.52545 0.591064 -9.34832 8.90534e-21 4.17705e-20 Sinusoida_vs_others
Me3 30.9821 -4.6525 0.335164 -13.8813 8.2254e-44 6.57567e-43 Sinusoida_vs_others
Dlg2 53.1336 -5.24151 0.313801 -16.7033 1.24028e-62 1.30129e-61 Sinusoida_vs_others
Thrsp 349.211 -4.02585 0.0848025 -47.4733 0 0 Sinusoida_vs_others
Acer3 466.91 3.99972 0.0667932 59.8821 0 0 Sinusoida_vs_others
Map6 10.5252 -6.5818 1.07518 -6.12156 9.26662e-10 2.77303e-09 Sinusoida_vs_others
Tpbgl 406.166 6.18261 0.129547 47.7248 0 0 Sinusoida_vs_others
Gm10605 70.6923 5.43638 0.241328 22.5269 2.2623e-112 3.9702e-111 Sinusoida_vs_others
Anapcl5 341.319 4.3512 0.0824178 52.7944 0 0 Sinusoida_vs_others
Cavin3 520.267 -6.37515 0.29301 -21.7574 5.879e-105 9.6529e-104 Sinusoida_vs_others
Apbbl 13.6122 -3.64627 0.373827 -9.7539 1.77519e-22 8.79899e-22 Sinusoida_vs_others
Lmol 16.0144 -6.89426 0.969418 -7.11175 1.14581e-12 3.97151e-12 Sinusoida_vs_others
Lyvel 480.442 10.7124 0.548902 19.516 8.02684e-85 1.07132e-83 Sinusoida_vs_others

Dkk3 13.5845 6.91962 0.885977 7.81016 5.71175e-15 2.17463e-14 Sinusoida_vs_others



Mical2 78.9656 3.76269 0.144209 26.0919 4.5037e-150 1.0578e-148 Sinusoida_vs_others
Pth 67.1601 -9.25676 1.72729 -5.35912 8.36286e-08 2.22699e-07 Sinusoida_vs_others
4933406118Rik 18.5437 6.47966 0.662838 9.77563 1.4326e-22 7.12358e-22 Sinusoida_vs_others
Pde3b 37.001 4.22311 0.238876 17.6791 6.07182e-70 6.94708e-69 Sinusoida_vs_others
Xyltl 54.8594 -3.45436 0.17668 -19.5515 4.00839e-85 5.3869e-84 Sinusoida_vs_others
Gprc5b 23.5588 -3.71943 0.29263 -12.7103 5.18046e-37 3.64814e-36 Sinusoida_vs_others
Vwa3a 36.1282 -5.40811 0.400642 -13.4986 1.59305e-41 1.22626e-40 Sinusoida_vs_others
Prkcb 151.404 3.54808 0.106778 33.2285 4.1708e-242 1.6335e-240 Sinusoida_vs_others
Nuprl 20.6881 -6.38638 0.719337 -8.87814 6.79858e-19 3.00914e-18 Sinusoida_vs_others
Cpxm2 22.5733 -7.39142 0.966151 -7.65038 2.00385e-14 7.45225e-14 Sinusoida_vs_others
Ebf3 56.8315 -4.12508 0.217321 -18.9815 2.42399e-80 3.11493e-79 Sinusoida_vs_others
Ifitm1 12.9597 3.02513 0.493008 6.13607 8.45903e-10 2.5382e-09 Sinusoida_vs_others
Eps8I2 16.678 -3.13051 0.305971 -10.2314 1.43463e-24 7.55913e-24 Sinusoida_vs_others
Dusp8 10.8064 -3.71243 0.437988 -8.47609 2.32891e-17 9.75807e-17 Sinusoida_vs_others
Stxbp2 11.7475 4.39717 0.431057 10.2009 1.9645e-24 1.03196e-23 Sinusoida_vs_others
Clec4g 1789.19 14.5368 1.06331 13.6713 1.50677e-42 1.18029e-41 Sinusoida_vs_others
Cd209b 12.5095 7.37633 1.08272 6.81279 9.5724e-12 3.1735%e-11 Sinusoida_vs_others
Mcf2l 279.26 -6.82751 0.23019 -29.6603 2.4951e-193 7.9175e-192 Sinusoida_vs_others
Tmem255b 25.822 -5.937 0.560179 -10.5984 3.03141e-26 1.65678e-25 Sinusoida_vs_others
Csmd1 115.654 9.71785 0.794627 12.2294 2.16418e-34 1.43746e-33 Sinusoida_vs_others
Plat 150.693 -4.85173 0.16864 -28.7698 5.1213e-182 1.4968e-180 Sinusoida_vs_others
Nrgl 154.107 6.66484 0.45006 14.8088 1.28522e-49 1.12332e-48 Sinusoida_vs_others
Gm6213 34.9038 -4.61656 0.33615 -13.7336 6.38376e-43 5.03608e-42 Sinusoida_vs_others
Msrl 463.388 9.55997 0.373633 25.5865 2.1548e-144 4.8699e-143 Sinusoida_vs_others
Sorbs2 173.316 -4.59556 0.145048 -31.683 2.6643e-220 9.4154e-219 Sinusoida_vs_others
Hpgd 343.327 9.5759 0.436189 21.9535 8.0104e-107 1.3378e-105 Sinusoida_vs_others
Palld 1036.67 6.62303 0.192095 34.4779 1.7218e-260 7.2751e-259 Sinusoida_vs_others
TI1 86.8109 -8.7578 0.789316 -11.0954 1.32032e-28 7.61484e-28 Sinusoida_vs_others
Psd3 2305.85 3.25578 0.0395778 82.2628 0 0 Sinusoida_vs_others
Lpl 54.5931 -6.50791 0.465893 -13.9687 2.42065e-44 1.9512e-43 Sinusoida_vs_others
Isynal 21.4875 -4.43155 0.377128 -11.7508 6.99632e-32 4.37946e-31 Sinusoida_vs_others
Plvap 2711.85 -4.22379 0.0656276 -64.36 0 0 Sinusoida_vs_others
F2ri3 10.0242 -6.21158 0.977468 -6.35477 2.08741e-10 6.50315e-10 Sinusoida_vs_others
Gm10638 18.2 -3.15827 0.283763 -11.13 8.96692e-29 5.20443e-28 Sinusoida_vs_others
Tox3 25.6495 -7.86982 1.06608 -7.38203 1.55896e-13 5.61247e-13 Sinusoida_vs_others
Irx3 176.143 -10.6477 1.06295 -10.0171 1.28169e-23 6.58376e-23 Sinusoida_vs_others
Crnde 19.7308 -7.19453 0.966722 -7.44219 9.90305e-14 3.59856e-13 Sinusoida_vs_others
Irx5 57.6412 -8.74628 0.963964 -9.07324 1.15525e-19 5.22787e-19 Sinusoida_vs_others
Mt2 66.9562 3.85343 0.155168 24.8339 3.8566e-136 8.181e-135 Sinusoida_vs_others
Cx3cl1l 43.2134 -6.32124 0.490376 -12.8906 5.08547e-38 3.63893e-37 Sinusoida_vs_others
Ccdcl02a 27.0698 -3.7209 0.281911 -13.1988 8.91099e-40 6.57915e-39 Sinusoida_vs_others
Mmp15 86.9204 -4.47878 0.19295 -23.2121 3.4332e-119 6.3175e-118 Sinusoida_vs_others
Car7 53.4849 -3.16073 0.179602 -17.5985 2.52766e-69 2.87509e-68 Sinusoida_vs_others
Rrad 18.0288 -5.40436 0.558816 -9.67109 4.00083e-22 1.96119e-21 Sinusoida_vs_others

Agrp 14.7809 -3.15951 0.31379 -10.0689 7.58338e-24 3.91741e-23 Sinusoida_vs_others



Has3 15.3018 -4.78382 0.497302 -9.61954 6.61273e-22 3.22223e-21 Sinusoida_vs_others
Maf 3595.61 4.82602 0.0328581 146.875 0 0 Sinusoida_vs_others
Plcg2 12.8968 -3.2268 0.365784 -8.82158 1.1286e-18 4.95863e-18 Sinusoida_vs_others
Wfdcl 17.8004 -5.38423 0.558473 -9.64098 5.36726e-22 2.62356e-21 Sinusoida_vs_others
Fendrr 10.4652 -6.27663 0.975834 -6.43206 1.25883e-10 3.96788e-10 Sinusoida_vs_others
Foxfl 25.9431 -7.59356 0.96625 -7.85879 3.87849e-15 1.48832e-14 Sinusoida_vs_others
Aprt 68.5046 -3.32156 0.15474 -21.4655 3.2754e-102 5.2613e-101 Sinusoida_vs_others
Sipall2 137.649 -4.16725 0.141526 -29.4451 1.4549e-190 4.5155e-189 Sinusoida_vs_others
Pard3 16.7053 -4.0566 0.389322 -10.4196 2.01704e-25 1.08447e-24 Sinusoida_vs_others
Endod1 118.638 -6.36029 0.298251 -21.3253 6.6125e-101 1.0449e-99 Sinusoida_vs_others
Fut4 16.2725 -6.92038 0.967951 -7.14952 8.7083e-13 3.03327e-12 Sinusoida_vs_others
Bmper 53.8732 4.24112 0.201597 21.0376 2.97128e-98 4.53836e-97 Sinusoida_vs_others
Jam3 296.71 -4.48778 0.103521 -43.3514 0 0 Sinusoida_vs_others
Kirrel3 92.4866 -4.49614 0.236066 -19.0461 7.07387e-81 9.12794e-80 Sinusoida_vs_others
Robo3 13.161 -6.60487 0.971812 -6.79645 1.07229e-11 3.55049¢-11 Sinusoida_vs_others
Gramd1b 110.32 3.44653 0.113503 30.3651 1.5881e-202 5.2763e-201 Sinusoida_vs_others
Mir100hg 255.023 5.28752 0.13053 40.5081 0 0 Sinusoida_vs_others
Fxyd2 22.112 -7.06875 0.875774 -8.07143 6.9479e-16 2.75383e-15 Sinusoida_vs_others
Zbtb16 73.9395 -8.52694 0.789805 -10.7963 3.58539e-27 2.00681e-26 Sinusoida_vs_others
Scamp5 48.7976 5.73566 0.316544 18.1196 2.23172e-73 2.66726e-72 Sinusoida_vs_others
Sema7a 167.75 -6.9281 0.303555 -22.8232 2.6952e-115 4.8058e-114 Sinusoida_vs_others
Megfll 15.4399 3.37636 0.294787 11.4536 2.25618e-30 1.36716e-29 Sinusoida_vs_others
Rab27a 121.715 3.44109 0.108242 31.7908 8.6781e-222 3.0948e-220 Sinusoida_vs_others
Myo5a 21.4304 -3.17359 0.267886 -11.8468 2.2366e-32 1.42005e-31 Sinusoida_vs_others
Lysmd2 52.1721 -5.28106 0.320494 -16.4779 5.28929e-61 5.43577e-60 Sinusoida_vs_others
Hmgn3 55.1391 -4.85305 0.266142 -18.2348 2.7318le-74 3.30046e-73 Sinusoida_vs_others
Plscrl 172.283 -4.2164 0.129029 -32.6779 3.2144e-234 1.2102e-232 Sinusoida_vs_others
Plscr2 620.33 -7.88414 0.22068 -35.7266 1.5279e-279 6.8863e-278 Sinusoida_vs_others
Slc9a9 1226.6 8.40998 0.1591 52.8599 0 0 Sinusoida_vs_others
Trpcl 11.7334 -5.84724 0.799769 -7.31116 2.64851e-13 9.45183e-13 Sinusoida_vs_others
FoxI2 10.305 -6.55209 1.07688 -6.08432 1.16989e-09 3.48147e-09 Sinusoida_vs_others
Ephb1 100.783 -6.90938 0.389788 -17.726 2.6424e-70 3.05024e-69 Sinusoida_vs_others
Ackr4 44.512 5.73856 0.333967 17.183 3.55986e-66 3.88437e-65 Sinusoida_vs_others
Rtp3 38.4001 -5.04585 0.339352 -14.8691 5.23257e-50 4.59928e-49 Sinusoida_vs_others
Viprl 12.293 6.46341 0.809567 7.98378 1.41914e-15 5.52898e-15 Sinusoida_vs_others
Ackr2 25.469 4.25718 0.279445 15.2344 2.09015e-52 1.90838e-51 Sinusoida_vs_others
Esrl 39.1304 4.41378 0.238878 18.4771 3.15434e-76 3.88952e-75 Sinusoida_vs_others
Cnksr3 549.148 3.67432 0.0550027 66.8025 0 0 Sinusoida_vs_others
Ust 22.5388 5.49049 0.441801 12.4275 1.85299e-35 1.25927e-34 Sinusoida_vs_others
Plagll 19.5831 5.87682 0.530268 11.0827 1.52127e-28 8.76732e-28 Sinusoida_vs_others
Adgrg6 103.831 6.39544 0.388615 16.457 7.46832e-61 7.63478e-60 Sinusoida_vs_others
Cited2 65.5416 -3.14439 0.151611 -20.7399 1.51305e-95 2.26652e-94 Sinusoida_vs_others
Map3k5 106.526 -5.27799 0.223191 -23.6478 1.2435e-123 2.3783e-122 Sinusoida_vs_others
Aldh8al 11.4001 5.28177 0.5715 9.24194 2.42076e-20 1.11693e-19 Sinusoida_vs_others

Enpp3 30.6001 -6.95846 0.718186 -9.68894 3.36004e-22 1.65333e-21 Sinusoida_vs_others



Rspo3 220.459 8.48603 0.40477 20.9651 1.36742e-97 2.08043e-96 Sinusoida_vs_others
Hey2 12.5996 -6.84542 1.07676 -6.3574 2.05203e-10 6.39805e-10 Sinusoida_vs_others
Calhmé 28.1952 8.25362 0.968416 8.5228 1.55737e-17 6.57496e-17 Sinusoida_vs_others
Dse 416.146 4.29874 0.0712293 60.3506 0 0 Sinusoida_vs_others
Mettl24 71.9522 -3.76355 0.171542 -21.9395 1.0901e-106 1.8186e-105 Sinusoida_vs_others
Ccdcl162 10.8203 3.61155 0.361703 9.98484 1.77586e-23 9.06526e-23 Sinusoida_vs_others
Cd24a 590.642 -9.69045 0.417333 -23.22 2.8616e-119 5.272e-118 Sinusoida_vs_others
Prdml 105.743 -3.38992 0.130039 -26.0686 8.2859e-150 1.9403e-148 Sinusoida_vs_others
Sowahc 13.7443 4.13896 0.375278 11.0291 2.76752e-28 1.58556e-27 Sinusoida_vs_others
QOit3 685.662 5.34838 0.0773991 69.1014 0 0 Sinusoida_vs_others
Spock2 78.4231 -6.53994 0.394975 -16.5579 1.40483e-61 1.46015e-60 Sinusoida_vs_others
Unc5b 72.8383 -3.55608 0.160639 -22.1371 1.3887e-108 2.347e-107 Sinusoida_vs_others
H2afy2 24.6483 -3.43456 0.25968 -13.2261 6.20123e-40 4.60033e-39 Sinusoida_vs_others
Tetl 18.6791 -4.31824 0.387711 -11.1378 8.21442e-29 4.76945e-28 Sinusoida_vs_others
Tmem26 75.1286 -8.5497 0.789253 -10.8326 2.41091e-27 1.35627e-26 Sinusoida_vs_others
Fam13c 62.0405 -7.98539 0.715336 -11.1631 6.17778e-29 3.59365e-28 Sinusoida_vs_others
Biccl 31.1321 -8.14934 1.06707 -7.63713 2.2211e-14 8.24441e-14 Sinusoida_vs_others
Ddt 43.7445 -3.18114 0.182792 -17.4031 7.81604e-68 8.66845e-67 Sinusoida_vs_others
Mmp11 14.4948 -6.45788 0.881622 -7.32499 2.3891e-13 8.53905e-13 Sinusoida_vs_others
Chchd10 94.7485 -4.23402 0.988589 -4.28289 1.8448e-05 4.11193e-05 Sinusoida_vs_others
Palm 150.099 -3.79247 0.119246 -31.8038 5.738e-222 2.051e-220 Sinusoida_vs_others
Cfd 11.9144 -6.75934 1.07768 -6.27214 3.56129e-10 1.09241e-09 Sinusoida_vs_others
Arhgap45 306.242 3.92193 0.0761902 51.4755 0 0 Sinusoida_vs_others
Gadd45b 27.9348 -3.54745 0.254739 -13.9258 4.41296e-44 3.54427e-43 Sinusoida_vs_others
Gm4924 11.0057 3.04952 0.321712 9.47905 2.56605e-21 1.22692e-20 Sinusoida_vs_others
Chstll 148.304 -4.9337 0.169201 -29.1588 6.4642e-187 1.967e-185 Sinusoida_vs_others
Stab2 4471.43 11.7391 0.256298 45.8023 0 0 Sinusoida_vs_others
Gm16271 10.0354 6.7604 0.980711 6.89337 5.44868e-12 1.82786e-11 Sinusoida_vs_others
lgfl 46.5768 -6.79041 0.550101 -12.3439 5.25214e-35 3.53531e-34 Sinusoida_vs_others
Dram1 92.8774 -6.89613 0.403288 -17.0998 1.48985e-65 1.61321e-64 Sinusoida_vs_others
Rmst 10.0954 -6.52042 1.07726 -6.05279 1.4236e-09 4.20987e-09 Sinusoida_vs_others
Plxncl 1423.34 9.76379 0.229444 42.5542 0 0 Sinusoida_vs_others
Rassf9 98.4219 -4.59167 0.184962 -24.825 4.8221e-136 1.0215e-134 Sinusoida_vs_others
Ppfia2 461.926 3.74692 0.0616867 60.7412 0 0 Sinusoida_vs_others
Nav3 195.778 -7.67643 0.363736 -21.1044 7.2429e-99 1.12395e-97 Sinusoida_vs_others
Kenc2 10.5695 -4.06916 0.541365 -7.51648 5.6271e-14 2.06163e-13 Sinusoida_vs_others
Lyz2 14.3024 -4.05618 0.765826 -5.29647 1.18063e-07 3.11146e-07 Sinusoida_vs_others
Tafa2 17.9665 5.94546 0.559064 10.6347 2.05554e-26 1.13018e-25 Sinusoida_vs_others
Gpr182 1374.9 4.24895 0.0397572 106.873 0 0 Sinusoida_vs_others
Pik3ipl 29.4543 -4.17226 0.296158 -14.0879 4.50577e-45 3.69516e-44 Sinusoida_vs_others
Selenom 439.295 -3.22933 0.0610766 -52.8735 0 0 Sinusoida_vs_others
Aplbl 399.575 3.97636 0.0669313 59.4096 0 0 Sinusoida_vs_others
Emidl 72.5322 -5.9071 0.327842 -18.0181 1.40375e-72 1.65732e-71 Sinusoida_vs_others
Ramp3 360.321 -5.26948 0.120213 -43.8346 0 0 Sinusoida_vs_others

Igfbp3 2125.7 -7.681 0.988591 -7.76965 7.8706e-15 2.97544e-14 Sinusoida_vs_others



Tns3 285.521 3.10664 0.0651671 47.6718 0 Sinusoida_vs_others
Gm12002 278.093 -9.60344 0.590197 -16.2716 1.57059e-59 1.5827e-58 Sinusoida_vs_others
Meisl 410.251 3.47374 0.0688424 50.4592 0 0 Sinusoida_vs_others
Ccdc85a 342.826 -10.7427 0.787604 -13.6397 2.32397e-42 1.81039%e-41 Sinusoida_vs_others
Stk10 106.057 -3.42731 0.12961 -26.4433 4.3538e-154 1.0399e-152 Sinusoida_vs_others
Lcp2 39.1188 4.20997 0.222584 18.9141 8.72658e-80 1.11404e-78 Sinusoida_vs_others
Slit3 174.172 -4.02886 0.835177 -4.82396 1.40738e-06 3.43161e-06 Sinusoida_vs_others
Clqtnf2 18.1192 -3.09743 0.28052 -11.0418 2.40293e-28 1.37871e-27 Sinusoida_vs_others
Ebfl 1270.49 -6.63876 0.600376 -11.0577 2.0126e-28 1.15689e-27 Sinusoida_vs_others
Gpx3 65.5233 -6.92429 0.494036 -14.0157 1.2489e-44 1.01405e-43 Sinusoida_vs_others
Hs3st3bl 300.321 3.88612 0.0789045 49.251 0 0 Sinusoida_vs_others
Usp43 22.5329 -7.38994 0.968248 -7.63227 2.30649e-14 8.54823e-14 Sinusoida_vs_others
9130017K11Rik 21.7324 -6.17074 0.652042 -9.46371 2.97203e-21 1.41799e-20 Sinusoida_vs_others
Arrb2 147.321 4.01343 0.110329 36.3769 9.871e-290 4.623e-288 Sinusoida_vs_others
Cxcl16 198.568 3.77638 0.091388 41.3225 0 0 Sinusoida_vs_others
Zmynd15 71.2199 4.66943 0.187823 24.8608 1.9771e-136 4.2054e-135 Sinusoida_vs_others
Tlcd2 17.9923 3.07376 0.266106 11.5509 7.30838e-31 4.47218e-30 Sinusoida_vs_others
Gm45606 12.8092 4.31374 0.408315 10.5647 4.34157e-26 2.36122e-25 Sinusoida_vs_others
Slc43a2 470.707 6.44222 0.129761 49.6468 0 0 Sinusoida_vs_others
Rflnb 630.166 -6.2235 0.12853 -48.4207 0 0 Sinusoida_vs_others
Nos2 19.7937 -6.91098 0.875752 -7.89148 2.98628e-15 1.15049e-14 Sinusoida_vs_others
Tmem132e 83.3724 10.114 1.06591 9.48859 2.34173e-21 1.12243e-20 Sinusoida_vs_others
Slfn2 89.7005 -4.69597 0.199519 -23.5365 1.7262e-122 3.2614e-121 Sinusoida_vs_others
Gm20234 10.5543 -6.5863 1.07255 -6.14078 8.21179e-10 2.46639e-09 Sinusoida_vs_others
Al662270 35.2244 4.89548 0.288321 16.9793 1.16864e-64 1.25665e-63 Sinusoida_vs_others
Car4 246.27 -10.8425 0.961697 -11.2743 1.75701e-29 1.04035e-28 Sinusoida_vs_others
Ppmle 60.0355 -3.85553 0.197075 -19.5637 3.15266e-85 4.2479e-84 Sinusoida_vs_others
HIf 24.9399 -4.10159 0.320771 -12.7867 1.9464e-37 1.38257e-36 Sinusoida_vs_others
Itga3 24.0758 -3.75247 0.298687 -12.5632 3.36344e-36 2.32333e-35 Sinusoida_vs_others
Plxdcl 45.9111 4.09396 0.215192 19.0247 1.06491e-80 1.36959e-79 Sinusoida_vs_others
P3h4 15.9823 -3.48736 0.329566 -10.5817 3.62424e-26 1.97523e-25 Sinusoida_vs_others
Fkbp10 14.8209 -3.96591 0.393178 -10.0868 6.31888e-24 3.2718e-23 Sinusoida_vs_others
Tmem106a 307.362 3.88381 0.0737753 52.6438 0 0 Sinusoida_vs_others
Meox1 119.707 -8.64607 0.646215 -13.3796 7.96202e-41 6.03321e-40 Sinusoida_vs_others
Gjcl 95.4631 -4.43413 0.184599 -24.0203 1.7066e-127 3.3674e-126 Sinusoida_vs_others
Arhgap270s1 10.7797 -3.09449 0.365774 -8.46013 2.67087e-17 1.11608e-16 Sinusoida_vs_others
Wnt9b 13.5539 6.02782 0.665144 9.06243 1.27579e-19 5.76666e-19 Sinusoida_vs_others
Cyb561 18.8117 -3.01557 0.276504 -10.906 1.07851e-27 6.10763e-27 Sinusoida_vs_others
Gh 516.206 -11.9104 0.977625 -12.183 3.82854e-34 2.52353e-33 Sinusoida_vs_others
Sdk2 18.9833 -3.75489 0.326672 -11.4944 1.40822e-30 8.57335e-30 Sinusoida_vs_others
Hidl 46.6174 3.36001 0.164593 20.414 1.25623e-92 1.82895e-91 Sinusoida_vs_others
Unc13d 10.9373 5.2291 0.580092 9.01426 1.98198e-19 8.90431e-19 Sinusoida_vs_others
St6galnac2 20.1984 -6.35375 0.719688 -8.82847 1.06113e-18 4.66746e-18 Sinusoida_vs_others
Gm11730 22.4429 -7.38368 0.967206 -7.63403 2.27532e-14 8.43762e-14 Sinusoida_vs_others

Clqgtnfl 119.002 5.28315 0.180722 29.2336 7.2671e-188 2.242e-186 Sinusoida_vs_others



Pomc 175.511 -7.12339 0.321594 -22.1502 1.0376e-108 1.7575e-107 Sinusoida_vs_others
Efr3b 106.284 -5.4872 0.237809 -23.074 8.4534e-118 1.5391e-116 Sinusoida_vs_others
Fam49a 67.8229 3.08407 0.155497 19.8337 1.52464e-87 2.11477e-86 Sinusoida_vs_others
Mboat2 14.655 -4.42319 0.470486 -9.40133 5.38779e-21 2.54867e-20 Sinusoida_vs_others
Rsad2 903.742 -3.16312 0.107154 -29.5193 1.6302e-191 5.1208e-190 Sinusoida_vs_others
Lamb1 48.5147 -6.85466 0.550906 -12.4425 1.53579e-35 1.04554e-34 Sinusoida_vs_others
Twistl 40.5363 5.15816 0.2956 17.4498 3.45386e-68 3.85528e-67 Sinusoida_vs_others
Tspanl3 256.921 -4.00036 0.0963937 -41.5002 0 0 Sinusoida_vs_others
Meox2 19.2454 -7.45186 1.07997 -6.90004 5.19893e-12 1.74634e-11 Sinusoida_vs_others
Stxbp6 29.3096 -5.9167 0.527363 -11.2194 3.27483e-29 1.9288e-28 Sinusoida_vs_others
Prkd1 372.476 -4.0001 0.0822756 -48.6183 0 0 Sinusoida_vs_others
EgIn3 23.0762 -3.2056 0.265875 -12.0568 1.78583e-33 1.16232e-32 Sinusoida_vs_others
Mdga2 38.0875 -7.56556 0.801958 -9.43386 3.95271e-21 1.87781e-20 Sinusoida_vs_others
Slc38a6 331.447 3.11976 0.0625815 49.8511 0 0 Sinusoida_vs_others
Churcl 55.7887 -3.36393 0.170686 -19.7083 1.83062e-86 2.51008e-85 Sinusoida_vs_others
Ttc9 11.5159 -6.12098 0.880283 -6.95342 3.56528e-12 1.20645e-11 Sinusoida_vs_others
Batf 15.7657 3.03461 0.292747 10.366 3.54092e-25 1.88877e-24 Sinusoida_vs_others
Esrrb 47.02 8.99353 0.965378 9.31608 1.2072e-20 5.62842e-20 Sinusoida_vs_others
Lgmn 609.618 4.72622 0.0684544 69.0419 0 0 Sinusoida_vs_others
Ifi2712a 48.3064 -3.30964 0.216311 -15.3004 7.59883e-53 6.98724e-52 Sinusoida_vs_others
Serpina3f 77.3056 7.29134 0.421638 17.2929 5.32263e-67 5.87378e-66 Sinusoida_vs_others
Serpina3g 167.88 5.73044 0.175941 32.5702 1.0841e-232 4.0326e-231 Sinusoida_vs_others
Gm28875 15.1704 -5.37622 0.601519 -8.93774 3.9721e-19 1.76918e-18 Sinusoida_vs_others
Syne3 20.3182 -4.6545 0.413963 -11.2437 2.48597e-29 1.46696e-28 Sinusoida_vs_others
Evl 83.865 -4.41803 0.189438 -23.3218 2.6629e-120 4.9409e-119 Sinusoida_vs_others
Tnfaip2 232.001 -4.62545 0.12209 -37.8855 0 0 Sinusoida_vs_others
Jag2 66.7416 -5.45832 0.297043 -18.3755 2.06383e-75 2.52284e-74 Sinusoida_vs_others
Cripl 587.419 -4.35487 0.162108 -26.864 5.7908e-159 1.4384e-157 Sinusoida_vs_others
Akrlcl4 15.2391 -3.81654 0.373175 -10.2272 1.49792e-24 7.8873e-24 Sinusoida_vs_others
Chrm3 1292.94 -8.50721 0.718127 -11.8464 2.24676e-32 1.42592e-31 Sinusoida_vs_others
Gm47405 19.1049 -6.8526 0.876246 -7.82041 5.26527e-15 2.01105e-14 Sinusoida_vs_others
Edaradd 11.455 4.25617 0.421856 10.0891 6.17034e-24 3.19809e-23 Sinusoida_vs_others
Elmol 256.708 -6.3583 0.202819 -31.3496 9.8586e-216 3.437e-214 Sinusoida_vs_others
Gm47664 10.0965 -6.2239 0.97158 -6.40596 1.49429e-10 4.69199e-10 Sinusoida_vs_others
Prl 415735 -8.56534 1.09679 -7.80942 5.74497e-15 2.18674e-14 Sinusoida_vs_others
2610307P16Rik 150.681 -7.49263 0.388786 -19.2719 9.24952e-83 1.21676e-81 Sinusoida_vs_others
Tubb2a 70.3167 -3.42224 0.156339 -21.8898 3.2462e-106 5.3984e-105 Sinusoida_vs_others
Bmp6 861.837 3.11803 0.0481162 64.8022 0 0 Sinusoida_vs_others
Gent2 111.068 -3.96162 0.14924 -26.5453 2.908e-155 7.043e-154 Sinusoida_vs_others
Nfil3 10.4551 -5.38239 0.72694 -7.40417 1.31973e-13 4.76778e-13 Sinusoida_vs_others
Slc34al 13.2783 -6.91848 1.07396 -6.44201 1.17902e-10 3.7231e-10 Sinusoida_vs_others
KIhi3 172.369 3.02966 0.0824434 36.7484 1.2353e-295 6.0591e-294 Sinusoida_vs_others
AB830082K12Rik 97.1564 3.27085 0.117531 27.8298 1.8927e-170 5.154e-169 Sinusoida_vs_others
Edil3 294.119 -10.8095 0.870622 -12.4158 2.14428e-35 1.45405e-34 Sinusoida_vs_others

Hapinl 61.0924 -9.11933 1.06534 -8.56005 1.12817e-17 4.77853e-17 Sinusoida_vs_others



Cmya5 23.5192 -4.22914 0.338166 -12.5061 6.91215e-36 4.75142e-35 Sinusoida_vs_others
lggap2 357.291 8.84276 0.332723 26.5769 1.2546e-155 3.0481e-154 Sinusoida_vs_others
Arhgef28 72.6461 -5.26514 0.265793 -19.8091 2.48242e-87 3.44021e-86 Sinusoida_vs_others
Rgs7bp 214.669 5.80795 0.158829 36.5672 9.4936e-293 4.5143e-291 Sinusoida_vs_others
l16st 1279.75 3.58982 0.0373422 96.133 0 0 Sinusoida_vs_others
Gpx8 59.565 -3.60634 0.179763 -20.0617 1.59689e-89 2.25523e-88 Sinusoida_vs_others
Gzmk 40.0093 -4.37678 0.27888 -15.6941 1.65887e-55 1.58244e-54 Sinusoida_vs_others
Esm1l 1013.14 -5.63691 0.264434 -21.3169 7.906e-101 1.248e-99 Sinusoida_vs_others
Dnasell3 2389.51 14.0884 0.787704 17.8854 1.53194e-71 1.78965e-70 Sinusoida_vs_others
Lrrc3b 160.351 -7.93175 0.439373 -18.0524 7.55043e-73 8.96196e-72 Sinusoida_vs_others
Gm48163 23.3846 3.54248 0.261878 13.5272 1.08043e-41 8.33724e-41 Sinusoida_vs_others
Thrb 52.3429 -5.21798 0.311932 -16.7279 8.20164e-63 8.62254e-62 Sinusoida_vs_others
Nid2 73.3757 -3.88844 0.173911 -22.3589 9.9024e-111 1.707e-109 Sinusoida_vs_others
Kenk5 29.4816 -3.95611 0.281707 -14.0434 8.46107e-45 6.90973e-44 Sinusoida_vs_others
Cacna2d3 15.6525 -6.56616 0.891112 -7.36851 1.72548e-13 6.1962e-13 Sinusoida_vs_others
Mustnl 12.5846 -3.17984 0.344694 -9.22512 2.83232e-20 1.30333e-19 Sinusoida_vs_others
Sema3g 74.4425 -5.04313 0.250266 -20.1511 2.63223e-90 3.74118e-89 Sinusoida_vs_others
Vstm4 64.6607 8.58954 0.716022 11.9962 3.7198e-33 2.40796e-32 Sinusoida_vs_others
Sncg 91.012 -4.05421 0.165432 -24.5068 1.2489e-132 2.5687e-131 Sinusoida_vs_others
Pnp2 20.4516 4.18776 0.307993 13.5969 4.17639e-42 3.24531e-41 Sinusoida_vs_others
Mmp14 206.972 3.12393 0.0753357 41.4668 0 0 Sinusoida_vs_others
Slc7a8 10.2904 5.35485 0.616924 8.67992 3.96044e-18 1.70301e-17 Sinusoida_vs_others
Atp8a2 10.0785 -3.70923 0.444104 -8.35216 6.70246e-17 2.75559e-16 Sinusoida_vs_others
Clqtnf9 29.3768 -3.28883 0.28349 -11.6012 4.06242e-31 2.49769e-30 Sinusoida_vs_others
Fam124a 547.401 4.90991 0.0756684 64.8872 0 0 Sinusoida_vs_others
Gata4 1004.71 13.704 1.06345 12.8864 5.36972e-38 3.83879e-37 Sinusoida_vs_others
Extl3 65.3559 -4.48524 0.221643 -20.2364 4.68273e-91 6.70459e-90 Sinusoida_vs_others
Stcl 63.3625 -3.50313 0.200966 -17.4315 4.76041e-68 5.29847e-67 Sinusoida_vs_others
LoxI2 50.6012 3.77944 0.177117 21.3387 4.9676e-101 7.8656e-100 Sinusoida_vs_others
Tnfrsf10b 27.6091 -3.85822 0.283171 -13.6251 2.84158e-42 2.2114e-41 Sinusoida_vs_others
Bmpl 26.9405 -5.79778 0.518633 -11.179 5.16858e-29 3.01788e-28 Sinusoida_vs_others
Rubcnl 12.7211 6.22446 0.731951 8.50392 1.8329e-17 7.72769e-17 Sinusoida_vs_others
Serp2 31.2559 -5.29999 0.409952 -12.9283 3.11633e-38 2.24125e-37 Sinusoida_vs_others
Laccl 18.684 3.42417 0.269633 12.6994 5.95888e-37 4.18873e-36 Sinusoida_vs_others
Rgcc 1816.45 -10.5047 0.315783 -33.2654 1.2222e-242 4.799e-241 Sinusoida_vs_others
Diaph3 17.0726 5.34274 0.509727 10.4816 1.04968e-25 5.6711e-25 Sinusoida_vs_others
Pcdh9 31.3911 -3.33571 0.592719 -5.62781 1.82507e-08 5.07293e-08 Sinusoida_vs_others
Dach1l 83.5489 -9.2821 0.966904 -9.59981 8.00939e-22 3.89547e-21 Sinusoida_vs_others
4930517019Rik 18.8745 -3.61379 0.318587 -11.3432 8.01792e-30 4.79687e-29 Sinusoida_vs_others
Hs6st3 39.5963 6.20063 0.494344 12.5431 4.33471e-36 2.98893e-35 Sinusoida_vs_others
Selenop 7084.73 3.56289 0.0263465 135.232 0 0 Sinusoida_vs_others
Npr3 455.369 -4.0786 0.281233 -14.5026 1.16699e-47 9.91557e-47 Sinusoida_vs_others
Semaba 14.7451 -6.18456 0.797346 -7.75643 8.73524e-15 3.29671e-14 Sinusoida_vs_others
Zfpm2 408.487 3.84334 0.0735538 52.2521 0 0 Sinusoida_vs_others

Sybu 63.0797 -7.04014 0.513679 -13.7053 9.4349e-43 7.40552e-42 Sinusoida_vs_others



Ccn3 11.864 -5.02437 0.643917 -7.80282 6.05385e-15 2.30262e-14 Sinusoida_vs_others
Enpp2 43.1698 -5.36798 0.64956 -8.26403 1.4083e-16 5.72787e-16 Sinusoida_vs_others
Sntbl 1138.88 3.30411 0.0745776 44.3044 0 0 Sinusoida_vs_others
Tg 217.167 -10.9502 1.07592 -10.1774 2.50038e-24 1.31036e-23 Sinusoida_vs_others
Khdrbs3 153.627 6.33552 0.22003 28.7939 2.5565e-182 7.4861e-181 Sinusoida_vs_others
Ly6cl 2344.26 -7.8642 0.393292 -19.9958 5.98787e-89 8.38032e-88 Sinusoida_vs_others
Apol10b 19.7595 -3.28272 0.287149 -11.4321 2.88905e-30 1.74725e-29 Sinusoida_vs_others
Apol9b 18.9425 -5.47787 0.557522 -9.82538 8.75416e-23 4.38526e-22 Sinusoida_vs_others
Csf2rb 13.313 -4.58629 0.509525 -9.00111 2.23455e-19 1.00216e-18 Sinusoida_vs_others
Lgalsl 267.26 3.12782 0.115668 27.0413 4.8399%e-161 1.2297e-159 Sinusoida_vs_others
Pdgfb 244,662 -3.83732 0.0954129 -40.2181 0 0 Sinusoida_vs_others
Pricklel 1455.74 3.57051 0.0438632 81.4011 0 0 Sinusoida_vs_others
Krt80 13.5255 -6.94261 1.06973 -6.49004 8.5815e-11 2.71925e-10 Sinusoida_vs_others
AU021092 368.283 -3.39953 0.067968 -50.0166 0 0 Sinusoida_vs_others
Abat 72.8691 3.88465 0.14993 25.9098 5.17e-148 1.1963e-146 Sinusoida_vs_others
Emp2 142.146 -9.18158 0.7131 -12.8756 6.17691e-38 4.41382e-37 Sinusoida_vs_others
Shisa9 66.402 4.23648 0.206427 20.5229 1.34352e-93 1.98389e-92 Sinusoida_vs_others
Gm15738 22.5401 -3.64615 0.292082 -12.4833 9.20522e-36 6.30259e-35 Sinusoida_vs_others
St6gall 127.017 3.64259 0.110267 33.0344 2.6085e-239 1.004e-237 Sinusoida_vs_others
Maspl 275.75 10.972 0.788399 13.9168 5.00563e-44 4.01613e-43 Sinusoida_vs_others
Bclé 28.7016 3.47398 0.233642 14.8688 5.25322e-50 4.61482e-49 Sinusoida_vs_others
Mb21d2 353.015 3.60323 0.0651012 55.3481 0 0 Sinusoida_vs_others
Gm46565 123.88 3.93456 0.126444 31.1169 1.4208e-212 4.8983e-211 Sinusoida_vs_others
Tfrc 20.439 -4.56162 0.410841 -11.1031 1.21144e-28 6.99729e-28 Sinusoida_vs_others
Itgb5 122.681 -6.91036 0.353812 -19.5312 5.96314e-85 7.97942e-84 Sinusoida_vs_others
Sema5b 15.8951 -5.02348 0.531753 -9.44701 3.48658e-21 1.65991e-20 Sinusoida_vs_others
Slc15a2 16.6449 -7.24515 1.0744 -6.74342 1.54703e-11 5.08237e-11 Sinusoida_vs_others
Fstll 98.7395 -3.50599 0.211844 -16.5499 1.60493e-61 1.66478e-60 Sinusoida_vs_others
Gramdlc 39.589 3.23101 0.184647 17.4983 1.47714e-68 1.66074e-67 Sinusoida_vs_others
Boc 63.6802 -8.60124 0.873261 -9.84957 6.88372e-23 3.46279e-22 Sinusoida_vs_others
Cd200r1 19.5452 8.02153 1.07197 7.48299 7.265e-14 2.65165e-13 Sinusoida_vs_others
Ccdc80 228.568 4.0045 0.0906906 44.1556 0 0 Sinusoida_vs_others
Cd200 803.904 -6.24291 0.368747 -16.9301 2.69975e-64 2.89507e-63 Sinusoida_vs_others
Epha6 23.0283 -6.83443 0.836045 -8.17472 2.96561e-16 1.19307e-15 Sinusoida_vs_others
Robol 257.684 8.71252 0.37617 23.1612 1.1224e-118 2.058e-117 Sinusoida_vs_others
Robo2 36.3664 -8.37036 1.06794 -7.83782 4.58419e-15 1.75436e-14 Sinusoida_vs_others
Itsnl 508.759 4.00763 0.0646865 61.9546 0 0 Sinusoida_vs_others
Gm16046 13.5268 -3.73138 0.385291 -9.68457 3.50681e-22 1.72446e-21 Sinusoida_vs_others
Tnfrsfl2a 10.8432 -3.28868 0.381032 -8.63099 6.0825e-18 2.60327e-17 Sinusoida_vs_others
Neurllb 32.1493 -5.12942 0.384626 -13.3361 1.4268e-40 1.07592e-39 Sinusoida_vs_others
Def6 11.5715 -4.21039 0.477359 -8.82019 1.1427e-18 5.01917e-18 Sinusoida_vs_others
Gm26885 54.231 3.60039 0.16513 21.8033 2.1586e-105 3.5593e-104 Sinusoida_vs_others
Slc37al 21.2802 3.50799 0.250839 13.985 1.92419e-44 1.55505e-43 Sinusoida_vs_others
Angptl4 31.502 -7.87235 0.974522 -8.07816 6.57495e-16 2.61le-15 Sinusoida_vs_others

H2-Abl 37.8002 -4.86773 0.766821 -6.34794 2.1821e-10 6.78455e-10 Sinusoida_vs_others



H2-Aa 21.5929 -3.40447 0.748623 -4.54764 5.42497e-06 1.26504e-05 Sinusoida_vs_others
H2-Ebl 19.093 -3.51543 0.942836 -3.72857 0.000192569 0.000387605 Sinusoida_vs_others
Rcan2 41.0236 -8.54466 1.06804 -8.00031 1.24106e-15 4.85586e-15 Sinusoida_vs_others
Clic5 291.145 -8.00503 0.333 -24.0391 1.0852e-127 2.1441e-126 Sinusoida_vs_others
Satbl 11.7327 -3.39152 0.386227 -8.78117 1.61782e-18 7.06613e-18 Sinusoida_vs_others
Arhgap28 12.4365 -3.07646 0.349432 -8.80418 1.31811e-18 5.77497e-18 Sinusoida_vs_others
Ltbpl 221.836 -6.99396 0.270351 -25.87 1.4512e-147 3.3479e-146 Sinusoida_vs_others
Gm30938 44.1183 5.34316 0.293362 18.2136 4.02837e-74 4.84808e-73 Sinusoida_vs_others
Greb1l 130.646 9.6026 0.714799 13.434 3.82314e-41 2.91402e-40 Sinusoida_vs_others
Gata6é 11.9331 -3.26436 0.374235 -8.72276 2.71504e-18 1.1743e-17 Sinusoida_vs_others
Cdh2 11.1399 -5.47927 0.743675 -7.36782 1.73442e-13 6.22684e-13 Sinusoida_vs_others
Gm49980 20.0117 -3.45527 0.297137 -11.6285 2.95176e-31 1.81914e-30 Sinusoida_vs_others
Lims2 513.943 -3.23836 0.0575377 -56.2824 0 0 Sinusoida_vs_others
Cd14 13.6147 -3.3096 0.343266 -9.64149 5.34064e-22 2.61137e-21 Sinusoida_vs_others
Pcdhl 81.9484 -4.31485 0.186365 -23.1526 1.3678e-118 2.502e-117 Sinusoida_vs_others
Gnpdal 90.6061 3.48835 0.123676 28.2056 4.9932e-175 1.3864e-173 Sinusoida_vs_others
Snx24 463.918 6.38696 0.130923 48.7842 0 0 Sinusoida_vs_others
Cd74 53.1556 -3.0213 0.748052 -4.0389 5.37034e-05 0.000114608 Sinusoida_vs_others
Ablim3 73.6617 -5.93147 0.349312 -16.9804 1.14673e-64 1.23394e-63 Sinusoida_vs_others
Apcddl 14.877 -4.07496 0.407755 -9.99367 1.62452e-23 8.31459¢e-23 Sinusoida_vs_others
Piezo2 561.779 -3.99984 0.0705139 -56.7241 0 0 Sinusoida_vs_others
Tubb6 28.2592 -3.69973 0.272326 -13.5857 4.86972e-42 3.78029e-41 Sinusoida_vs_others
AC109619.1 18.0066 7.61037 0.969422 7.85043 4.14627e-15 1.58872e-14 Sinusoida_vs_others
Firtl 59.4798 7.49867 0.51571 14.5405 6.71323e-48 5.7417e-47 Sinusoida_vs_others
Fads2 21.9464 3.72152 0.263287 14.1348 2.31722e-45 1.90738e-44 Sinusoida_vs_others
Gnal4 69.5266 9.27365 0.873076 10.6218 2.35942e-26 1.29543e-25 Sinusoida_vs_others
Gda 83.1715 -5.1636 0.246233 -20.9704 1.22189e-97 1.86266e-96 Sinusoida_vs_others
Cemip2 1660.24 3.24802 0.0298558 108.79 0 0 Sinusoida_vs_others
Trpm3 23.3441 -3.22004 0.408622 -7.88025 3.2674e-15 1.25661e-14 Sinusoida_vs_others
Tmem252 17.0007 -6.39212 0.797715 -8.01304 1.11906e-15 4.39179e-15 Sinusoida_vs_others
Pgm5 74.228 3.84915 0.147952 26.0163 3.2432e-149 7.5604e-148 Sinusoida_vs_others
Kankl1 25.8063 4.09153 0.274874 14.8851 4.11715e-50 3.62911e-49 Sinusoida_vs_others
Slclal 19.2467 -7.45496 1.0709 -6.96141 3.36873e-12 1.14119e-11 Sinusoida_vs_others
Slcl6al2 22.5403 4.88704 0.370556 13.1884 1.02348e-39 7.54582e-39 Sinusoida_vs_others
A830019P07Rik 14.8672 3.9657 0.338814 11.7046 1.20689e-31 7.51842e-31 Sinusoida_vs_others
Entpdl 220.329 -3.36112 0.0871944 -38.5474 0 0 Sinusoida_vs_others
Scdl 15.6066 -4.38472 0.437009 -10.0335 1.0862e-23 5.58879e-23 Sinusoida_vs_others
Gstol 38.6332 3.16494 0.175124 18.0726 5.24148e-73 6.24041e-72 Sinusoida_vs_others
Afapll2 25.7388 -4.44445 0.352348 -12.6138 1.77237e-36 1.23471e-35 Sinusoida_vs_others
Ablim1 355.43 -4.94137 0.277818 -17.7864 9.01096e-71 1.04405e-69 Sinusoida_vs_others
Plp2 26.5964 -3.09556 0.231412 -13.3768 8.2588e-41 6.25504e-40 Sinusoida_vs_others
Magix 22.7122 -3.55658 0.279818 -12.7104 5.17995e-37 3.64814e-36 Sinusoida_vs_others
Lancl3 20.0423 -4.88819 0.460025 -10.6259 2.25765e-26 1.24043e-25 Sinusoida_vs_others
Tspan7 1541.42 3.76812 0.0378315 99.6027 0 0 Sinusoida_vs_others

Dipk2b 69.2977 -6.85293 0.460674 -14.8759 4.72854e-50 4.16096e-49 Sinusoida_vs_others



Slc9a7 23.5376 6.16011 0.5294 11.636 2.70365e-31 1.66888e-30 Sinusoida_vs_others
Klhi13 61.0326 3.03303 0.149673 20.2644 2.6513e-91 3.81008e-90 Sinusoida_vs_others
6030498E09Rik 136.331 10.5336 0.964087 10.926 8.65831e-28 4.91343e-27 Sinusoida_vs_others
Tenml 15.8597 6.56149 0.745172 8.80533 1.30463e-18 5.71749e-18 Sinusoida_vs_others
Apin 15.6084 -4.66432 0.478304 -9.75179 1.81243e-22 8.97501e-22 Sinusoida_vs_others
MbnlI3 43.8463 4.69072 0.243931 19.2297 2.08903e-82 2.73882e-81 Sinusoida_vs_others
Fgf13 16.036 -6.01706 0.735726 -8.17839 2.87658e-16 1.15815e-15 Sinusoida_vs_others
F8 1716.79 3.26056 0.0337983 96.471 0 0 Sinusoida_vs_others
Dmd 369.186 3.49339 0.0611615 57.1174 0 0 Sinusoida_vs_others
Ar 102.944 -5.40388 0.249225 -21.6828 2.9826e-104 4.8714e-103 Sinusoida_vs_others
Itm2a 291.442 -11.3739 1.06367 -10.693 1.09736e-26 6.06356e-26 Sinusoida_vs_others
Pcdh19 15.8952 -7.17604 1.07051 -6.70337 2.03664e-11 6.6431e-11 Sinusoida_vs_others
1113ra2 39.8774 9.04659 1.06685 8.47968 2.2581e-17 9.47415e-17 Sinusoida_vs_others
Mid1 613.601 3.85739 0.0599783 64.3131 0 0 Sinusoida_vs_others
G530011006Rik 10.7939 5.00693 0.550838 9.08965 9.93545e-20 4.50529e-19 Sinusoida_vs_others

Csprs 26.006 4.24632 0.281213 15.1 1.61823e-51 1.45697e-50 Sinusoida_vs_others



Supplementary Table S3
——_——

Term group cluster_label Adjusted P-value -log10adj-P
NABA_MATRISOME Conti Fene EC Fene ECs Positive 2.23575e-06 5.65058
NABA_CORE_MATRISOME Conti Fene EC Fene ECs Positive 0.00022199 3.65367
NABA_ECM_GLYCOPROTEINS Conti Fene EC Fene ECs Positive 0.000883284 3.0539
GOBP_CELL_CELL_ADHESION_VIA_PLASMA_MEMBRANE_ADHESION_MOLECULES Conti Fene EC Fene ECs Positive 0.0025626 2.59132
ELVIDGE_HYPOXIA_BY_DMOG_UP Conti Fene EC Fene ECs Positive 0.0116527 1.93357
GOBP_CORONARY_VASCULATURE_DEVELOPMENT Conti Fene EC Fene ECs Positive 0.0137672 1.86115
NABA_MATRISOME_ASSOCIATED Conti Fene EC Fene ECs Positive 0.0191333 1.71821
RAFFEL_VEGFA_TARGETS_UP Conti Fene EC Fene ECs Positive 0.0204911 1.68844
GOBP_HOMOPHILIC_CELL_ADHESION_VIA_PLASMA_MEMBRANE_ADHESION_MOLECULES Conti Fene EC Fene ECs Positive 0.0272854 1.56407
ELVIDGE_HYPOXIA_UP Conti Fene EC Fene ECs Positive 0.0411348 1.38579
NABA_MATRISOME Conti Fene EC Fene ECs Negative 0.000189382 3.72266
NABA_MATRISOME_ASSOCIATED Conti Fene EC Fene ECs Negative 0.000754114 3.12256
FULCHER_INFLAMMATORY_RESPONSE_LECTIN_VS_LPS_DN Conti Fene EC Fene ECs Negative 0.000754114 3.12256
PETROVA_ENDOTHELIUM_LYMPHATIC_VS_BLOOD_DN Conti Fene EC Fene ECs Negative 0.00339857 2.4687
REACTOME_GLYCOSAMINOGLYCAN_METABOLISM Conti Fene EC Fene ECs Negative 0.00339857 2.4687
PETROVA_PROX1_TARGETS_DN Conti Fene EC Fene ECs Negative 0.00339857 2.4687
GOBP_HETEROPHILIC_CELL_CELL_ADHESION_VIA_PLASMA_MEMBRANE_CELL_ADHESION_MOLECULES Conti Fene EC Fene ECs Negative 0.0062723 2.20257
NABA_ECM_AFFILIATED Conti Fene EC Fene ECs Negative 0.0069041 2.16089
GOBP_AMINOGLYCAN_METABOLIC_PROCESS Conti Fene EC Fene ECs Negative 0.00708916 2.1494
FULCHER_INFLAMMATORY_RESPONSE_LECTIN_VS_LPS_UP Conti Fene EC Fene ECs Negative 0.012586 1.90011
NABA_MATRISOME Sinusoida EC Sinus ECs Positive 0.00146014 2.83561
PETROVA_PROX1_TARGETS_DN Sinusoida EC Sinus ECs Positive 0.00146014 2.83561
NABA_MATRISOME_ASSOCIATED Sinusoida EC Sinus ECs Positive 0.00146014 2.83561
FULCHER_INFLAMMATORY_RESPONSE_LECTIN_VS_LPS_DN Sinusoida EC Sinus ECs Positive 0.00146014 2.83561
REACTOME_GLYCOSAMINOGLYCAN_METABOLISM Sinusoida EC Sinus ECs Positive 0.00146014 2.83561
PETROVA_ENDOTHELIUM_LYMPHATIC_VS_BLOOD_DN Sinusoida EC Sinus ECs Positive 0.00146014 2.83561
NABA_ECM_AFFILIATED Sinusoida EC Sinus ECs Positive 0.00318439 2.49697
GOBP_HETEROPHILIC_CELL_CELL_ADHESION_VIA_PLASMA_MEMBRANE_CELL_ADHESION_MOLECULES Sinusoida EC Sinus ECs Positive 0.00318439 2.49697
REACTOME_METABOLISM_OF_CARBOHYDRATES Sinusoida EC Sinus ECs Positive 0.00593005 2.22694
GOBP_LEUKOCYTE_CELL_CELL_ADHESION Sinusoida EC Sinus ECs Positive 0.0134391 1.87163
NABA_MATRISOME Sinusoida EC Sinus ECs Negative 1.69413e-07 6.77105
NABA_CORE_MATRISOME Sinusoida EC Sinus ECs Negative 5.73626e-05 4.24137
NABA_ECM_GLYCOPROTEINS Sinusoida EC Sinus ECs Negative 0.000305657 3.51477
ELVIDGE_HYPOXIA_UP Sinusoida EC Sinus ECs Negative 0.00109529 2.96047
GOMF_CELL_ADHESION_MOLECULE_BINDING Sinusoida EC Sinus ECs Negative 0.00109529 2.96047
OHGUCHI_LIVER_HNF4A_TARGETS_UP Sinusoida EC Sinus ECs Negative 0.00109529 2.96047
ELVIDGE_HYPOXIA_BY_DMOG_UP Sinusoida EC Sinus ECs Negative 0.00109529 2.96047
ELVIDGE_HIF1A_AND_HIF2A_TARGETS_DN Sinusoida EC Sinus ECs Negative 0.00215728 2.66609
GOBP_CELL_CELL_ADHESION_VIA_PLASMA_MEMBRANE_ADHESION_MOLECULES Sinusoida EC Sinus ECs Negative 0.00286659 2.54263
PETROVA_ENDOTHELIUM_LYMPHATIC_VS_BLOOD_DN Sinusoida EC Sinus ECs Negative 0.00286659 2.54263
REACTOME_SLC_MEDIATED_TRANSMEMBRANE_TRANSPORT Conti non Fene EC nonFene ECs Positive 2.67057e-06 5.5734

GOMF_ORGANIC_ACID_TRANSMEMBRANE_TRANSPORTER_ACTIVITY Conti non Fene EC nonFene ECs Positive 3.65422e-06 5.43721



GOBP_ORGANIC_ACID_TRANSMEMBRANE_TRANSPORT Conti non Fene EC nonFene ECs Positive 0.000126292 3.89862
GOMF_SECONDARY_ACTIVE_TRANSMEMBRANE_TRANSPORTER_ACTIVITY Conti non Fene EC nonFene ECs Positive 0.000210961 3.6758

REACTOME_AMINO_ACID_TRANSPORT_ACROSS_THE_PLASMA_MEMBRANE Conti non Fene EC nonFene ECs Positive 0.0015798 2.8014

GOMF_MONOCARBOXYLIC_ACID_TRANSMEMBRANE_TRANSPORTER_ACTIVITY Conti non Fene EC nonFene ECs Positive 0.00176422 2.75345
GOBP_NEUTRAL_AMINO_ACID_TRANSPORT Conti non Fene EC nonFene ECs Positive 0.00176422 2.75345
GOMF_L_AMINO_ACID_TRANSMEMBRANE_TRANSPORTER_ACTIVITY Conti non Fene EC nonFene ECs Positive 0.00265749 2.57553
PID_HIF1_TFPATHWAY Conti non Fene EC nonFene ECs Positive 0.00265749 2.57553
GOBP_AMINO_ACID_TRANSMEMBRANE_TRANSPORT Conti non Fene EC nonFene ECs Positive 0.00329781 2.48177
GOBP_MUCOPOLYSACCHARIDE_METABOLIC_PROCESS Conti non Fene EC nonFene ECs Negative 0.00206325 2.68545
RUTELLA_RESPONSE_TO_HGF_VS_CSF2RB_AND_IL4_UP Conti non Fene EC nonFene ECs Negative 0.00517201 2.28634
GOBP_AMINOGLYCAN_METABOLIC_PROCESS Conti non Fene EC nonFene ECs Negative 0.00517201 2.28634
REACTOME_GLYCOSAMINOGLYCAN_METABOLISM Conti non Fene EC nonFene ECs Negative 0.00584038 2.23356
PETROVA_ENDOTHELIUM_LYMPHATIC_VS_BLOOD_UP Conti non Fene EC nonFene ECs Negative 0.00584038 2.23356
GOBP_HYALURONAN_CATABOLIC_PROCESS Conti non Fene EC nonFene ECs Negative 0.0153098 1.81503
FULCHER_INFLAMMATORY_RESPONSE_LECTIN_VS_LPS_DN Conti non Fene EC nonFene ECs Negative 0.016531 1.7817

GOBP_AMINOGLYCAN_BIOSYNTHETIC_PROCESS Conti non Fene EC nonFene ECs Negative 0.0167876 1.77501
RUTELLA_RESPONSE_TO_HGF_VS_CSF2RB_AND_IL4_DN Conti non Fene EC nonFene ECs Negative 0.022837 1.64136
GOBP_LEUKOCYTE_CHEMOTAXIS Conti non Fene EC nonFene ECs Negative 0.0335432 1.4744



Supplementary Table S4
| Supplementary Table S4 DEG results for common and organ-specificcECsubsets |

names scores logfoldchanges pvals pvals_adj group

Tmsh4x 26.14 1.74328 1.2804e-150 8.7953e-148 Common EC1_high
Rps8 26.0656 1.56332 8.9534e-150 6.0221e-147 Common EC1_high
Rps24 25.7615 1.64992 2.3944e-146 1.4305e-143 Common EC1_high
Rps29 25.56 1.53046 4.2514e-144 2.3264e-141 Common EC1_high
Tptl 25.2956 1.40298 3.5712e-141 1.7738e-138 Common EC1_high
Rpl37a 23.7857 1.39091 4.6931e-125 1.4029e-122 Common EC1_high
Rps12 23.6912 1.39396 4.4389e-124 1.2795e-121 Common EC1_high
Rplpl 23.5657 1.31359 8.6641e-123 2.4114e-120 Common EC1_high
Rpl13 23.4129 1.39456 3.1545e-121 8.4169e-119 Common EC1_high
Rpl27a 23.0559 1.39512 1.2825e-117 3.1367e-115 Common EC1_high
Rpl41l 22.9522 1.33779 1.402e-116 3.2101e-114 Common EC1_high
Fau 22.3521 1.39934 1.153e-110 2.2698e-108 Common EC1_high
Rps3al 22.0676 1.3785 6.4807e-108 1.2164e-105 Common EC1_high
Rpl23 22.0499 1.26955 9.5761e-108 1.7871e-105 Common EC1_high
Rps14 21.3803 1.18025 2.0376e-101 3.3057e-99 Common EC1_high
Rpl35a 21.3603 1.22634 3.1273e-101 4.9251e-99 Common EC1_high
Rpl9 21.0169 1.39564 4.5936e-98 6.77188e-96 Common EC1_high
Rps27 20.2688 1.27167 2.4272e-91 3.06102e-89 Common EC1_high
Rps20 20.2558 1.19787 3.15932e-91 3.93817e-89 Common EC1_high
Rps27a 19.8885 1.24278 5.12258e-88 5.82333e-86 Common EC1_high
Rpl38 19.7779 1.36838 4.61938e-87 5.10742e-85 Common EC1_high
Rpl30 19.7084 1.24591 1.82474e-86 1.99701e-84 Common EC1_high
Rpl26 19.6622 1.12258 4.55064e-86 4.91363e-84 Common EC1_high
Rps4x 19.4838 1.27913 1.506e-84 1.54845e-82 Common EC1_high
Rps23 19.0617 1.11055 5.25557e-81 4.86178e-79 Common EC1_high
Rps21 18.8277 1.11407 4.48104e-79 3.92061e-77 Common EC1_high
Rps10 18.7181 1.16171 3.52487e-78 2.97129e-76 Common EC1_high
Rps16 18.6094 1.08765 2.69736e-77 2.23293e-75 Common EC1_high
Myl6 18.481 1.10931 2.93827e-76 2.3365e-74 Common EC1_high
Rps15a 17.4982 1.04647 1.47732e-68 9.53902e-67 Common EC1_high
Rpl34 16.7363 1.05437 7.1326e-63 3.99785e-61 Common EC1_high
Spock2 7.68455 3.17066 1.53533e-14 1.43219e-13 Common EC1_high
Slcola4 6.98577 2.791 2.83296e-12 2.34518e-11 Common EC1_high
Ptn 6.83799 2.95742 8.03109e-12 6.50649e-11 Common EC1_high
Slcolcl 6.25083 2.83862 4.08287e-10 2.98563e-09 Common EC1_high
Itm2a 5.99271 1.97516 2.06373e-09 1.45221e-08 Common EC1_high
Cldn5 4.67974 1.17402 2.87232e-06 1.64478e-05 Common EC1_high
Abcbla 4.54945 2.20355 5.37872e-06 3.02688e-05 Common EC1_high
Pglyrpl 4.51679 2.91496 6.2784e-06 3.51601e-05 Common EC1_high
Cxcl12 4.4943 1.90698 6.97996€e-06 3.89741e-05 Common EC1_high
Slc2al 3.55679 2.20599 0.000375408 0.00180277 Common EC1_high

Pltp 3.53947 1.22851 0.000400927 0.0019199 Common EC1_high



3.46227 2.47322 0.000535645 0.00253159 Common EC1_high
Malatl 24.0174 2.00582 1.829e-127 4.3102e-125 Common EC2_high
mt-Nd2 21.3229 1.83331 6.9625e-101 1.06533e-98 Common EC2_high
mt-Atp6 19.7422 1.54453 9.3661e-87 1.16302e-84 Common EC2_high
mt-Co2 19.284 1.49678 7.32479e-83 8.18273e-81 Common EC2_high
mt-Co3 18.8344 1.45348 3.94466e-79 4.13485e-77 Common EC2_high
mt-Nd4 18.6824 1.57524 6.88244e-78 6.87924e-76 Common EC2_high
mt-Cytb 17.6852 1.39129 5.45283e-70 4.64497e-68 Common EC2_high
mt-Nd1 17.0824 1.34356 2.00646€e-65 1.53868e-63 Common EC2_high
mt-Col 15.1879 1.28373 4.25328e-52 2.43039e-50 Common EC2_high
Meis2 14.97 1.19657 1.15294e-50 6.27701e-49 Common EC2_high
Gm42418 11.8743 1.04516 1.61044e-32 5.10235e-31 Common EC2_high
Prkgl 11.3584 1.09916 6.73515e-30 1.93628e-28 Common EC2_high
Lrmda 10.8403 1.18631 2.21647e-27 5.72185e-26 Common EC2_high
mt-Nd5 8.44719 1.94748 2.98405e-17 4.61177e-16 Common EC2_high
Psd3 8.38936 1.24401 4.88787e-17 7.44363e-16 Common EC2_high
Pard3b 7.61968 1.05172 2.54306e-14 3.27625e-13 Common EC2_high
Cga 7.2399 3.68549 4.49025e-13 5.29853e-12 Common EC2_high
mt-Nd3 7.19024 1.40591 6.46774e-13 7.53015e-12 Common EC2_high
Gh 6.29418 2.73991 3.09031e-10 2.96583e-09 Common EC2_high
Ralgapa2 6.06339 1.17148 1.33285e-09 1.21591e-08 Common EC2_high
Pomc 5.70739 2.42704 1.14723e-08 9.62388e-08 Common EC2_high
mt-Nd4l 5.36003 2.05611 8.32082e-08 6.49197e-07 Common EC2_high
Slc9a9 5.00893 1.09603 5.47337e-07 3.94613e-06 Common EC2_high
Palld 4.92358 1.06275 8.49763e-07 6.00714e-06 Common EC2_high
Auts2 4.83928 1.11211 1.30311e-06 9.07288e-06 Common EC2_high
AY036118 4.55993 1.3018 5.11711e-06 3.34289e-05 Common EC2_high
Gm26917 4.2457 1.36214 2.17916e-05 0.000133347 Common EC2_high
Plvap 51.6723 3.5519 0 0 Specific Thyroid_high
Cd24a 48.2063 3.9792 0 0 Specific Thyroid_high
Plscr2 46.7291 3.45282 0 0 Specific Thyroid_high
Ly6a 45.9488 2.76038 0 0 Specific Thyroid_high
Emcn 44,9581 2.62009 0 0 Specific Thyroid_high
Ehd4 44.2812 2.80979 0 0 Specific Thyroid_high
Cds1 44.2403 1.91641 0 0 Specific Thyroid_high
Cripl 44.0463 3.56281 0 0 Specific Thyroid_high
Ppia 43.875 1.68867 0 0 Specific Thyroid_high
Ly6cl 43.5831 3.14099 0 0 Specific Thyroid_high
Sparcll 43.1376 3.82037 0 0 Specific Thyroid_high
Slc9a3r2 42.7637 2.21299 0 0 Specific Thyroid_high
Ubb 42.7588 1.88801 0 0 Specific Thyroid_high
Calm1 42.641 1.71203 0 0 Specific Thyroid_high
Hspbl 41.7638 2.7172 0 0 Specific Thyroid_high
Crip2 41.5969 2.03054 0 0 Specific Thyroid_high
Igfbp7 41.3104 2.27834 0 0 Specific Thyroid_high



Cd200 40.6843 2.61009 0 0 Specific Thyroid_high
Itm2b 40.6231 1.4365 0 0 Specific Thyroid_high
AW112010 40.5025 2.85573 0 0 Specific Thyroid_high
Rgcc 39.657 2.92808 0 0 Specific Thyroid_high
Gnas 39.5504 1.29638 0 0 Specific Thyroid_high
Cd34 39.4443 2.48911 0 0 Specific Thyroid_high
Cst3 39.2131 2.05845 0 0 Specific Thyroid_high
1gfbp3 38.8027 3.13909 0 0 Specific Thyroid_high
Sox18 38.5836 2.06128 0 0 Specific Thyroid_high
Rdx 38.4879 2.04613 0 0 Specific Thyroid_high
Cavin3 37.9721 2.4829 0 0 Specific Thyroid_high
Fxyd5 37.6687 2.37072 0 1.7999e-307 Specific Thyroid_high
Ptma 36.9603 1.27349 4.9785e-299 5.0228e-296 Specific Thyroid_high
Esm1l 36.9194 3.27982 2.2605e-298 2.2115e-295 Specific Thyroid_high
H3f3a 36.7173 1.555 3.8627e-295 3.6679e-292 Specific Thyroid_high
Emp2 35.9181 4.45391 1.5946e-282 1.4301e-279 Specific Thyroid_high
Rbp7 35.8974 4.45664 3.3554e-282 2.9279e-279 Specific Thyroid_high
Srgn 35.7995 1.63342 1.1254e-280 9.5614e-278 Specific Thyroid_high
Ednrb 35.3155 2.44299 3.4006e-273 2.7447e-270 Specific Thyroid_high
Kctd12b 35.2013 2.47475 1.9116e-271 1.5053e-268 Specific Thyroid_high
Pcp4ll 34.8853 3.17239 1.2426e-266 9.5516e-264 Specific Thyroid_high
Rpsi11 34.8838 1.5135 1.3102e-266 9.8368e-264 Specific Thyroid_high
Sparc 34.7189 1.41587 4.092e-264 3.0025e-261 Specific Thyroid_high
Podxl 34.7106 1.77175 5.4553e-264 3.9139%-261 Specific Thyroid_high
Atox1 34.6921 1.74773 1.0365e-263 7.2748e-261 Specific Thyroid_high
Selenom 34.3961 2.0636 2.8842e-259 1.9399e-256 Specific Thyroid_high
Rpl21 34.3719 1.48908 6.6327e-259 4.3701e-256 Specific Thyroid_high
Tm4sfl 34.2648 1.8043 2.626e-257 1.6956e-254 Specific Thyroid_high
Rpl10 33.9735 1.56056 5.4903e-253 3.4087e-250 Specific Thyroid_high
Eifl 33.9277 1.46534 2.6042e-252 1.5864e-249 Specific Thyroid_high
Dynli1 33.8987 1.67801 6.9589e-252 4.1605e-249 Specific Thyroid_high
Tmsb4x 33.8693 1.38943 1.8881e-251 1.1083e-248 Specific Thyroid_high
Rtl8a 33.4693 2.78855 1.3507e-245 7.6502e-243 Specific Thyroid_high
Rpl19 33.4668 1.43266 1.4644e-245 8.1513e-243 Specific Thyroid_high
Ly6e 33.4578 1.96006 1.9848e-245 1.0861e-242 Specific Thyroid_high
Flt1 33.2783 1.26361 7.9598e-243 4.2831e-240 Specific Thyroid_high
Rpl29 33.1681 1.52508 3.1053e-241 1.6435e-238 Specific Thyroid_high
Jam3 33.1176 2.48046 1.6613e-240 8.651e-238 Specific Thyroid_high
Rpl18 33.0252 1.54484 3.5288e-239 1.8084e-236 Specific Thyroid_high
Ramp3 32.9473 2.27824 4.6195e-238 2.3303e-235 Specific Thyroid_high
Tsc22d1 32.8744 1.88366 5.1055e-237 2.5358e-234 Specific Thyroid_high
Rpl15 32.7778 1.52183 1.2188e-235 5.8728e-233 Specific Thyroid_high
Plcbl 32.4522 1.94224 5.0421e-231 2.3939e-228 Specific Thyroid_high
Fthl 32.1142 1.41045 2.7962e-226 1.2897e-223 Specific Thyroid_high

Ppib 32.1088 1.67118 3.324e-226 1.5115e-223 Specific Thyroid_high



Rps7 32.0671 1.49133 1.2697e-225 5.6935e-223 Specific Thyroid_high
Rpl6 32.0302 1.42769 4.1464e-225 1.8338e-222 Specific Thyroid_high
Mfge8 31.8835 1.92048 4.5263e-223 1.9484e-220 Specific Thyroid_high
Actgl 31.8663 1.58798 7.8239e-223 3.3236e-220 Specific Thyroid_high
Plpp3 31.6682 1.37441 4.2657e-220 1.7656e-217 Specific Thyroid_high
Tspo 31.5139 1.79007 5.6023e-218 2.2895e-215 Specific Thyroid_high
Rps10 31.3811 1.37019 3.6637e-216 1.4785e-213 Specific Thyroid_high
Txnl 31.3627 1.52143 6.5268e-216 2.6015e-213 Specific Thyroid_high
Col4al 31.2159 1.35162 6.4841e-214 2.5529e-211 Specific Thyroid_high
Fau 31.0527 1.3248 1.0502e-211 4.0851e-209 Specific Thyroid_high
Mapllc3a 30.8548 2.41113 4.8241e-209 1.8541e-206 Specific Thyroid_high
Thrsp 30.7363 2.09643 1.8666e-207 7.0898e-205 Specific Thyroid_high
Gapdh 30.7346 1.67999 1.9633e-207 7.3704e-205 Specific Thyroid_high
Bcam 30.7222 2.42455 2.8778e-207 1.0679e-204 Specific Thyroid_high
1d3 30.6887 1.38898 8.0578e-207 2.923e-204 Specific Thyroid_high
Acvrll 30.5866 2.20116 1.8468e-205 6.6249e-203 Specific Thyroid_high
B3gnt2 30.5572 1.98284 4.5378e-205 1.6099e-202 Specific Thyroid_high
Col4a2 30.4416 1.5099 1.5471e-203 5.429e-201 Specific Thyroid_high
Pfnl 30.4057 1.37932 4.6229e-203 1.6048e-200 Specific Thyroid_high
Mall 30.4038 1.50917 4.8915e-203 1.68e-200 Specific Thyroid_high
Myl12a 30.2294 1.50545 9.7314e-201 3.239e-198 Specific Thyroid_high
H2-D1 30.2154 1.36786 1.4868e-200 4.8982e-198 Specific Thyroid_high
Ifitm3 30.1994 1.39569 2.411e-200 7.8625e-198 Specific Thyroid_high
Rpl36 30.1239 1.32109 2.3546e-199 7.602e-197 Specific Thyroid_high
Rpl27a 30.1206 1.25065 2.6046e-199 8.3258e-197 Specific Thyroid_high
Rpl9 30.1032 1.3948 4.3971e-199 1.3918e-196 Specific Thyroid_high
Cavl 30.101 2.12563 4.7007e-199 1.4734e-196 Specific Thyroid_high
Tmem59 30.0394 1.45739 3.0045e-198 9.3271e-196 Specific Thyroid_high
Ebfl 29.7605 2.0709 1.2698e-194 3.9044e-192 Specific Thyroid_high
BC028528 29.6942 2.14399 9.1289%¢-194 2.7804e-191 Specific Thyroid_high
Rps27a 29.6853 1.32447 1.1902e-193 3.591e-191 Specific Thyroid_high
Hsp90abl 29.6 1.19052 1.4919e-192 4.4599e-190 Specific Thyroid_high
Gnai2 29.4944 1.20872 3.394e-191 1.0053e-188 Specific Thyroid_high
Rflnb 29.3886 1.95075 7.6705e-190 2.2513e-187 Specific Thyroid_high
Cox8a 29.314 1.47228 6.8746e-189 1.9817e-186 Specific Thyroid_high
Plscrl 29.1398 2.56271 1.124e-186 3.2113e-184 Specific Thyroid_high
Actb 29.1341 1.04452 1.3274e-186 3.7592e-184 Specific Thyroid_high
Caldl 28.9839 1.37587 1.0509e-184 2.9502e-182 Specific Thyroid_high
Rps21 28.9666 1.27654 1.7342e-184 4.8266e-182 Specific Thyroid_high
Rpl32 28.9582 1.33119 2.2129e-184 6.1064e-182 Specific Thyroid_high
Oazl 28.9393 1.41911 3.8269e-184 1.047e-181 Specific Thyroid_high
Rps8 28.9093 1.17112 9.1232e¢-184 2.4752e-181 Specific Thyroid_high
Ndufa4 28.8684 1.35328 2.9741e-183 8.0016e-181 Specific Thyroid_high
Selenok 28.863 1.43497 3.4801e-183 9.2855e-181 Specific Thyroid_high

Mef2c 28.8357 1.23892 7.6614e-183 2.0274e-180 Specific Thyroid_high



Rps5 28.6603 1.33176 1.1944e-180 3.135e-178 Specific Thyroid_high
Selenow 28.6332 1.48078 2.5954e-180 6.7576e-178 Specific Thyroid_high
Myl12b 28.6048 1.40871 5.8502e-180 1.511e-177 Specific Thyroid_high
Pltp 28.5241 2.03447 5.8839%e-179 1.5076e-176 Specific Thyroid_high
Lims2 28.4267 1.6888 9.447e-178 2.4015e-175 Specific Thyroid_high
Sumo2 28.2771 1.33453 6.6136e-176 1.6299e-173 Specific Thyroid_high
Myl6 28.0254 1.1935 7.9713e-173 1.9497e-170 Specific Thyroid_high
Atp5j 27.988 1.38318 2.2732e-172 5.5181e-170 Specific Thyroid_high
Cfll 27.9671 1.29373 4.0806e-172 9.7586e-170 Specific Thyroid_high
Tg 27.8911 4.92054 3.4188e-171 8.0567e-169 Specific Thyroid_high
ld1 27.8669 1.76061 6.723e-171 1.5729e-168 Specific Thyroid_high
Rps16 27.8459 1.2061 1.2069e-170 2.8033e-168 Specific Thyroid_high
Atp5b 27.8355 1.43732 1.6123e-170 3.718e-168 Specific Thyroid_high
Lama3 27.7873 2.22848 6.1855e-170 1.4163e-167 Specific Thyroid_high
Rpl35 27.7438 1.34591 2.0714e-169 4.6767e-167 Specific Thyroid_high
Col13al 27.598 1.63416 1.1767e-167 2.62e-165 Specific Thyroid_high
Rpl37 27.5914 1.21802 1.4118e-167 3.122e-165 Specific Thyroid_high
Rpl18a 27.5862 1.27252 1.6284e-167 3.5763e-165 Specific Thyroid_high
Selenof 27.483 1.38378 2.8025e-166 6.0319e-164 Specific Thyroid_high
Rpl7a 27.4523 1.29606 6.5272e-166 1.3956e-163 Specific Thyroid_high
Clu 27.4502 3.95042 6.9132e-166 1.4684e-163 Specific Thyroid_high
Rpl24 27.4428 1.21439 8.4726e-166 1.7878e-163 Specific Thyroid_high
Prdx1 27.2656 1.18481 1.0861e-163 2.2623e-161 Specific Thyroid_high
Piezo2 27.2348 1.87901 2.5182e-163 5.2115e-161 Specific Thyroid_high
Ces2e 27.2202 2.80871 3.7471e-163 7.7054e-161 Specific Thyroid_high
Rabacl 27.1548 1.33773 2.2205e-162 4.5372e-160 Specific Thyroid_high
Rapgef4 27.0944 1.74994 1.146e-161 2.327e-159 Specific Thyroid_high
Car4 27.0268 2.87008 7.1598e-161 1.4447e-158 Specific Thyroid_high
Rps24 26.9526 1.16774 5.3208e-160 1.067e-157 Specific Thyroid_high
Rps4x 26.9191 1.21318 1.3141e-159 2.6027e-157 Specific Thyroid_high
Tagln2 26.9025 1.29114 2.0516e-159 4.0388e-157 Specific Thyroid_high
Hspa8 26.8366 1.19517 1.2098e-158 2.3672e-156 Specific Thyroid_high
Clics 26.7733 1.82265 6.6062e-158 1.2848e-155 Specific Thyroid_high
Cox5b 26.7567 1.45305 1.0331e-157 1.9973e-155 Specific Thyroid_high
Cox5a 26.7372 1.45799 1.7397e-157 3.3432e-155 Specific Thyroid_high
KIf13 26.5168 1.40546 6.2005e-155 1.1639e-152 Specific Thyroid_high
Tubb4b 26.5057 1.83599 8.3386e-155 1.5472e-152 Specific Thyroid_high
Arpc3 26.5037 1.25457 8.7813e-155 1.62e-152 Specific Thyroid_high
Rpl17 26.4745 1.20331 1.9062e-154 3.4769e-152 Specific Thyroid_high
Btf3 26.4652 1.2556 2.4363e-154 4.4188e-152 Specific Thyroid_high
Ramp2 26.4547 1.23275 3.2184e-154 5.8049e-152 Specific Thyroid_high
Tmem176b 26.2652 1.68379 4.7876e-152 8.587e-150 Specific Thyroid_high
Elmol 26.2562 1.9489 6.0704e-152 1.0828e-149 Specific Thyroid_high
Rpl1l 26.232 1.15519 1.1484e-151 2.0371e-149 Specific Thyroid_high

Rpl28 26.2284 1.13311 1.2609e-151 2.2246e-149 Specific Thyroid_high



Psmel 26.228 1.41125 1.2726e-151 2.2329e-149 Specific Thyroid_high
Cd300lg 26.1838 1.28127 4.0663e-151 7.0962e-149 Specific Thyroid_high
Rps20 26.0804 1.14504 6.0853e-150 1.0506e-147 Specific Thyroid_high
Anxa2 26.0092 1.39984 3.8983e-149 6.6241e-147 Specific Thyroid_high
Rhoa 25.9781 1.08754 8.7631e-149 1.4812e-146 Specific Thyroid_high
Gng5 25.9759 1.18066 9.2666e-149 1.5582e-146 Specific Thyroid_high
Rps2 25.9412 1.22674 2.2875e-148 3.8265e-146 Specific Thyroid_high
Psma7 25.9398 1.34284 2.3704e-148 3.9447e-146 Specific Thyroid_high
Meox1 25.8811 2.54681 1.0878e-147 1.7827e-145 Specific Thyroid_high
S100al13 25.8534 1.20593 2.2301e-147 3.618e-145 Specific Thyroid_high
Uqgcrb 25.8242 1.24215 4.7435e-147 7.6572e-145 Specific Thyroid_high
Psme2 25.7726 1.6404 1.8011e-146 2.893e-144 Specific Thyroid_high
H2-T23 25.7273 1.41264 5.7926e-146 9.2581e-144 Specific Thyroid_high
Rps3 25.72 1.17134 6.9887e-146 1.1115e-143 Specific Thyroid_high
Gm12002 25.667 2.0797 2.7308e-145 4.3217e-143 Specific Thyroid_high
Clstnl 25.6274 2.47815 7.5608e-145 1.1907e-142 Specific Thyroid_high
Rpl23 25.6269 1.13805 7.6616e-145 1.2007e-142 Specific Thyroid_high
Rpl39 25.6062 1.18654 1.3028e-144 2.0221e-142 Specific Thyroid_high
Rps19 25.5334 1.20278 8.3837e-144 1.2951e-141 Specific Thyroid_high
Laptm4a 25.5005 1.15743 1.9463e-143 2.9921e-141 Specific Thyroid_high
Esam 25.4869 1.1526 2.7519e-143 4.2107e-141 Specific Thyroid_high
RtI8b 25.4725 2.63724 3.9809e-143 6.0625e-141 Specific Thyroid_high
Rpl8 25.4308 1.10875 1.1523e-142 1.7466e-140 Specific Thyroid_high
Nme2 25.4296 1.28122 1.1866e-142 1.7902e-140 Specific Thyroid_high
Cox7a2 25.3786 1.26607 4.3408e-142 6.488e-140 Specific Thyroid_high
Arpclb 25.3285 1.34953 1.5494e-141 2.3051e-139 Specific Thyroid_high
Slc25a4 25.1965 1.48963 4.3777e-140 6.4536e-138 Specific Thyroid_high
Ifngrl 25.1671 1.71763 9.1762e-140 1.3405e-137 Specific Thyroid_high
Elob 25.0978 1.18736 5.2537e-139 7.6061e-137 Specific Thyroid_high
Cox4il 25.0741 1.16209 9.5282e-139 1.3733e-136 Specific Thyroid_high
Pdgfb 25.0123 1.69046 4.4907e-138 6.4437e-136 Specific Thyroid_high
Rpl35a 24.9838 1.08738 9.1774e-138 1.3053e-135 Specific Thyroid_high
Rps13 24.935 1.18423 3.1076e-137 4.4004e-135 Specific Thyroid_high
Rpl27 24.8885 1.11155 9.9005e-137 1.3897e-134 Specific Thyroid_high
Sh3bgrl3 24.8382 1.30423 3.4689e-136 4.8482e-134 Specific Thyroid_high
Eeflal 24.8043 1.05279 8.0647e-136 1.1223e-133 Specific Thyroid_high
Aldoa 24.7852 1.50929 1.295e-135 1.7868e-133 Specific Thyroid_high
Rpl13 24.6934 1.0878 1.2594e-134 1.7085e-132 Specific Thyroid_high
Rps25 24.6751 1.10714 1.979e-134 2.6733e-132 Specific Thyroid_high
Tspanl3 24.6003 1.74974 1.2552e-133 1.6885e-131 Specific Thyroid_high
Ackr3 24,5317 3.26554 6.7836e-133 9.05e-131 Specific Thyroid_high
Rpl34 24.526 1.17632 7.8067e-133 1.0372e-130 Specific Thyroid_high
Smpdi3a 24.4962 1.8123 1.6217e-132 2.137e-130 Specific Thyroid_high
Smco4 24.2474 1.3792 7.0382e-130 9.1625e-128 Specific Thyroid_high

Chchd2 24.2469 1.02152 7.1234e-130 9.2361e-128 Specific Thyroid_high



Rpl7 24.1193 1.12655 1.5695e-128 2.0268e-126 Specific Thyroid_high
Rps26 24.1135 1.09794 1.8067e-128 2.3239e-126 Specific Thyroid_high
Lmna 24.0849 2.60437 3.6016e-128 4.6142e-126 Specific Thyroid_high
Cox6c 23.9136 1.1596 2.2134e-126 2.7806e-124 Specific Thyroid_high
Atp5j2 23.8627 1.22136 7.4704e-126 9.2762e-124 Specific Thyroid_high
Lrrfipl 23.858 1.67552 8.3609e-126 1.0342e-123 Specific Thyroid_high
Ilvnslabp 23.8527 1.52263 9.4959%¢-126 1.1701e-123 Specific Thyroid_high
Rpl1l0a 23.7834 1.17769 4.9616e-125 6.0676e-123 Specific Thyroid_high
Ost4 23.6623 1.46449 8.8236e-124 1.075e-121 Specific Thyroid_high
Sorbs2 23.6332 1.88536 1.7574e-123 2.117e-121 Specific Thyroid_high
Eif5a 23.6091 1.37474 3.1053e-123 3.7131e-121 Specific Thyroid_high
Rpl14 23.5932 1.07824 4.5265e-123 5.3925e-121 Specific Thyroid_high
Psmb8 23.5018 1.46011 3.9109e-122 4.642e-120 Specific Thyroid_high
Hintl 23.4674 1.26365 8.7809e-122 1.0384e-119 Specific Thyroid_high
Sema7a 23.4485 2.00167 1.3684e-121 1.6065e-119 Specific Thyroid_high
Rpsi15a 23.1978 1.10509 4.7878e-119 5.6005e-117 Specific Thyroid_high
Psmb3 23.1957 1.3138 5.0358e-119 5.8694e-117 Specific Thyroid_high
Rplp2 23.1252 1.06796 2.5857e-118 2.9921e-116 Specific Thyroid_high
Gabarap 23.1101 1.16692 3.6616e-118 4.222e-116 Specific Thyroid_high
Plppl 23.06 1.18648 1.1673e-117 1.327e-115 Specific Thyroid_high
Tspanl2 23.0158 1.35649 3.236e-117 3.653e-115 Specific Thyroid_high
Dad1l 23.0043 1.30027 4.2243e-117 4.7519e-115 Specific Thyroid_high
Rplp0 22.9874 1.10464 6.2296e-117 6.9834e-115 Specific Thyroid_high
Tle5 22.9813 1.2433 7.1687e-117 8.0084e-115 Specific Thyroid_high
Mcf2l 22.9063 1.67032 4.0177e-116 4.4728e-114 Specific Thyroid_high
Rpl30 22.8748 1.10223 8.2734e-116 9.1789e-114 Specific Thyroid_high
Enol 22.8746 2.47058 8.315e-116 9.1935e-114 Specific Thyroid_high
Timp3 22.8709 1.16014 9.0649e-116 9.9884e-114 Specific Thyroid_high
Krtcap2 22.8361 1.32507 2.0072e-115 2.2042e-113 Specific Thyroid_high
Uba52 22.8268 1.94061 2.4862e-115 2.7209e-113 Specific Thyroid_high
Slc25a5 22.7932 1.41148 5.352e-115 5.8179e-113 Specific Thyroid_high
Ndufc2 22.7904 1.3062 5.7107e-115 6.1869e-113 Specific Thyroid_high
Gm10076 22.7879 1.66886 6.0406e-115 6.5225e-113 Specific Thyroid_high
Endod1 22.7555 2.32299 1.2647e-114 1.3611e-112 Specific Thyroid_high
Gnb2 22.7134 1.01906 3.3014e-114 3.5293e-112 Specific Thyroid_high
Scarbl 22.6959 1.33788 4.916e-114 5.238e-112 Specific Thyroid_high
Ywhaq 22.6673 1.12631 9.408e-114 9.9261e-112 Specific Thyroid_high
Edfl 22.6448 1.3276 1.5684e-113 1.6494e-111 Specific Thyroid_high
Anxa3 22.6394 1.28003 1.7733e-113 1.8588e-111 Specific Thyroid_high
Rpl23a 22.6207 1.03173 2.711e-113 2.8325e-111 Specific Thyroid_high
Atp5e 22.474 1.12836 7.4606e-112 7.7448e-110 Specific Thyroid_high
Park7 22.4696 1.46958 8.2257e-112 8.5118e-110 Specific Thyroid_high
Plekhol 22.4063 1.31177 3.4189%-111 3.5153e-109 Specific Thyroid_high
H3f3b 22.387 1.0297 5.2635e-111 5.3606e-109 Specific Thyroid_high

Mgst3 22.3487 2.41537 1.244e-110 1.255e-108 Specific Thyroid_high



Rps3al 22.2866 1.01641 4.989%-110 5.0022e-108 Specific Thyroid_high
Rpl36al 22.2835 1.238 5.3455e-110 5.343e-108 Specific Thyroid_high
Rpl41l 22.2124 1.03846 2.6068e-109 2.5976e-107 Specific Thyroid_high
Bri3 22.2123 1.28288 2.6153e-109 2.598e-107 Specific Thyroid_high
Ehd2 22.1761 1.8397 5.8381e-109 5.7524e-107 Specific Thyroid_high
Naca 22.1679 1.01183 7.0069e-109 6.8759e-107 Specific Thyroid_high
Ndufs5 22.1023 1.34994 3.0041e-108 2.9213e-106 Specific Thyroid_high
Jun 22.0966 1.2874 3.4092e-108 3.3053e-106 Specific Thyroid_high
Itih5 22.0095 2.58488 2.3371e-107 2.2456e-105 Specific Thyroid_high
B4galt4 21.9108 1.9579 2.0513e-106 1.9652e-104 Specific Thyroid_high
Ar 21.8762 2.62292 4.3785e-106 4.1822e-104 Specific Thyroid_high
Lysmd2 21.8712 4.08574 4.881e-106 4.6484e-104 Specific Thyroid_high
Psma3 21.7961 1.19989 2.5247e-105 2.3833e-103 Specific Thyroid_high
S100all 21.7458 1.37585 7.5682e-105 7.0618e-103 Specific Thyroid_high
Gas6 21.7441 1.17226 7.8572e-105 7.3104e-103 Specific Thyroid_high
Rhoc 21.6957 1.18681 2.2533e-104 2.0844e-102 Specific Thyroid_high
Rsad2 21.6693 1.44625 3.997e-104 3.6764e-102 Specific Thyroid_high
Psmb1 21.659 1.25777 4.9984e-104 4.5715e-102 Specific Thyroid_high
Lmcd1 21.6547 1.8428 5.4867e-104 5.0039%e-102 Specific Thyroid_high
Thbd 21.6482 1.56741 6.3162e-104 5.7442e-102 Specific Thyroid_high
Gabarapl2 21.5676 1.32464 3.6216e-103 3.2752e-101 Specific Thyroid_high
Ndufb9 21.5179 1.26244 1.0593e-102 9.5259e-101 Specific Thyroid_high
Seml 21.4632 1.02736 3.4397e-102 3.0848e-100 Specific Thyroid_high
Rpl3 21.3348 1.06126 5.3937e-101 4.8104e-99 Specific Thyroid_high
Pttgl 21.2743 1.55018 1.9627e-100 1.74078e-98 Specific Thyroid_high
Myctl 21.2409 1.14123 3.9995e-100 3.52796e-98 Specific Thyroid_high
Cox7c 21.206 1.07369 8.4031e-100 7.39218e-98 Specific Thyroid_high
Fkbp3 21.1686 1.70481 1.8601e-99 1.62748e-97 Specific Thyroid_high
Impdh1 21.1589 1.83136 2.2863e-99 1.99396e-97 Specific Thyroid_high
Rpsa 21.1588 1.0113 2.2913e-99 1.99396e-97 Specific Thyroid_high
Atp5| 21.1468 1.04888 2.954e-99 2.5637e-97 Specific Thyroid_high
Kif4 21.1013 1.46755 7.7336e-99 6.67592e-97 Specific Thyroid_high
Ubc 21.0836 1.02502 1.12368e-98 9.64839e-97 Specific Thyroid_high
Atp5d 21.0623 1.25767 1.76228e-98 1.50915e-96 Specific Thyroid_high
S100a6 21.0604 1.63501 1.83691e-98 1.5689e-96 Specific Thyroid_high
Ldha 20.9782 1.24209 1.03749e-97 8.79141e-96 Specific Thyroid_high
Ndufal3 20.8971 1.22176 5.69594e-97 4.78889e-95 Specific Thyroid_high
Ctla2a 20.8928 1.22873 6.22179e-97 5.21742e-95 Specific Thyroid_high
Chmp2a 20.8581 1.18078 1.28558e-96 1.06971e-94 Specific Thyroid_high
Btnl9 20.8557 1.17263 1.35401e-96 1.12376e-94 Specific Thyroid_high
Clecl4a 20.8104 1.11042 3.48124e-96 2.86714e-94 Specific Thyroid_high
Atp5g1 20.7648 1.42239 9.00911e-96 7.38221e-94 Specific Thyroid_high
Rnasek 20.7435 1.1783 1.40351e-95 1.14715e-93 Specific Thyroid_high
Ndufb1l 20.6557 1.22873 8.67108e-95 7.05153e-93 Specific Thyroid_high

D8Ertd738e 20.6383 1.18055 1.24452e-94 1.007e-92 Specific Thyroid_high



Prss23 20.6047 1.99964 2.49115e-94 2.01067e-92 Specific Thyroid_high
Cox6b1 20.571 1.05528 4.98843e-94 4.01624e-92 Specific Thyroid_high
Eef2 20.5623 1.01301 5.97655e-94 4.79982e-92 Specific Thyroid_high
Taldol 20.5558 1.31735 6.83309e-94 5.4741e-92 Specific Thyroid_high
Psmb5 20.4953 1.40065 2.36891e-93 1.87912e-91 Specific Thyroid_high
Ahr 20.4221 1.50298 1.06282e-92 8.38949e-91 Specific Thyroid_high
Tmem176a 20.4037 1.36803 1.55013e-92 1.21767e-90 Specific Thyroid_high
Cltb 20.397 1.68503 1.77898e-92 1.39404e-90 Specific Thyroid_high
Arl6ip5 20.3642 1.38756 3.47233e-92 2.71439e-90 Specific Thyroid_high
Fez2 20.3484 1.3437 4.79463e-92 3.739e-90 Specific Thyroid_high
Snrpb 20.3354 1.10338 6.25778e-92 4.86825e-90 Specific Thyroid_high
Mrfapl 20.2921 1.14159 1.51017e-91 1.16641e-89 Specific Thyroid_high
Tmema88 20.1953 1.34666 1.07751e-90 8.24348e-89 Specific Thyroid_high
Gstm1 20.178 1.60523 1.52656e-90 1.16513e-88 Specific Thyroid_high
lcam2 20.1611 1.11003 2.15121e-90 1.63416e-88 Specific Thyroid_high
Epha4 20.1492 242114 2.73211e-90 2.06572e-88 Specific Thyroid_high
Spcs1 20.0798 1.37298 1.10939e-89 8.34889e-88 Specific Thyroid_high
Nedd8 19.9942 1.08348 6.1855e-89 4.63339e-87 Specific Thyroid_high
Sncg 19.9465 2.40771 1.60869e-88 1.19394e-86 Specific Thyroid_high
Tubala 19.9047 1.26726 3.70377e-88 2.74258e-86 Specific Thyroid_high
Serpinhl 19.9037 1.0988 3.7769e-88 2.79033e-86 Specific Thyroid_high
Col15a1 19.8854 1.60011 5.43939e-88 4.00024e-86 Specific Thyroid_high
Cd151 19.8787 1.26861 6.22073e-88 4.56446e-86 Specific Thyroid_high
Prdm1 19.787 2.25395 3.84989e-87 2.81207e-85 Specific Thyroid_high
Clecla 19.5658 1.21886 3.02842e-85 2.18242e-83 Specific Thyroid_high
Oaz2 19.4966 1.1595 1.17388e-84 8.42196e-83 Specific Thyroid_high
Rnf7 19.4821 1.30838 1.55806e-84 1.11534e-82 Specific Thyroid_high
Gngt2 19.4697 1.17057 1.98307e-84 1.41645e-82 Specific Thyroid_high
Eeflb2 19.4331 1.0428 4.05122e-84 2.88728e-82 Specific Thyroid_high
1810037117Rik 19.427 1.04122 4.56503e-84 3.2463e-82 Specific Thyroid_high
Fry 19.4096 1.25519 6.39959e-84 4.54089e-82 Specific Thyroid_high
HIx 19.325 1.70801 3.31079e-83 2.33893e-81 Specific Thyroid_high
Tsc22d3 19.3148 1.3771 4.03283e-83 2.84279e-81 Specific Thyroid_high
Enpp2 19.3096 5.50885 4.46334e-83 3.13258e-81 Specific Thyroid_high
Ndufa7 19.3032 1.01591 5.04339e-83 3.53201e-81 Specific Thyroid_high
Tmemb50a 19.2677 1.02094 1.00315e-82 6.96486e-81 Specific Thyroid_high
Ran 19.221 1.16923 2.46884e-82 1.70313e-80 Specific Thyroid_high
Atp6vOc 19.2066 1.00648 3.25921e-82 2.24358e-80 Specific Thyroid_high
Aldh2 19.1812 1.16403 5.31263e-82 3.64932e-80 Specific Thyroid_high
Palmd 19.1807 1.37161 5.36024e-82 3.67421e-80 Specific Thyroid_high
Cox6al 19.1256 1.09283 1.5458e-81 1.05733e-79 Specific Thyroid_high
ler5 19.1096 1.32218 2.10112e-81 1.43111e-79 Specific Thyroid_high
Dnajal 19.0966 1.03045 2.69678e-81 1.83296e-79 Specific Thyroid_high
Mapk3 19.0562 1.07894 5.83117e-81 3.93848e-79 Specific Thyroid_high

Prdx4 19.0259 1.48807 1.04081e-80 7.00054e-79 Specific Thyroid_high



Smim14 18.9769 1.34656 2.64664e-80 1.77276e-78 Specific Thyroid_high
Mmp15 18.8669 2.11187 2.1352e-79 1.40971e-77 Specific Thyroid_high
Trim47 18.8569 1.47792 2.57759e-79 1.69831e-77 Specific Thyroid_high
Evalb 18.7872 1.07726 9.60921e-79 6.29276e-77 Specific Thyroid_high
Gpx1 18.7832 1.14891 1.03689e-78 6.77654e-77 Specific Thyroid_high
Fmo2 18.7554 3.68129 1.7474e-78 1.13969e-76 Specific Thyroid_high
Prkd1 18.6284 1.28097 1.89237e-77 1.22435e-75 Specific Thyroid_high
Vps28 18.6107 1.39792 2.6333e-77 1.70032e-75 Specific Thyroid_high
lggapl 18.5973 1.09136 3.3806e-77 2.17416e-75 Specific Thyroid_high
Ugcrq 18.5794 1.05184 4.71675e-77 3.02744e-75 Specific Thyroid_high
Ablim1 18.5542 1.10482 7.54754e-77 4.80616e-75 Specific Thyroid_high
Vdac2 18.5219 1.10866 1.37498e-76 8.73846e-75 Specific Thyroid_high
Lpcatl 18.4885 1.35016 2.55805e-76 1.61934e-74 Specific Thyroid_high
Sybu 18.4853 3.11444 2.71206e-76 1.71348e-74 Specific Thyroid_high
Psmb6 18.477 1.20153 3.16355e-76 1.99483e-74 Specific Thyroid_high
Alyref 18.471 1.57058 3.53238e-76 2.22306e-74 Specific Thyroid_high
Sec61b 18.39 1.13337 1.57872e-75 9.8777e-74 Specific Thyroid_high
Psmb10 18.3787 1.14088 1.94722e-75 1.21597e-73 Specific Thyroid_high
Rras 18.3675 1.11053 2.39038e-75 1.48983e-73 Specific Thyroid_high
Sub1l 18.351 1.03045 3.2422e-75 2.0091e-73 Specific Thyroid_high
Ifi27 18.3239 1.07384 5.33364e-75 3.29879e-73 Specific Thyroid_high
Gnall 18.2783 1.13192 1.232e-74 7.56181e-73 Specific Thyroid_high
Ntf3 18.2357 1.56956 2.68916e-74 1.6412e-72 Specific Thyroid_high
Psmb2 18.2294 1.0999 3.01731e-74 1.838e-72 Specific Thyroid_high
S100al 18.2057 1.10361 4.64846e-74 2.82628e-72 Specific Thyroid_high
Tmem234 18.1517 1.04552 1.2449e-73 7.54061e-72 Specific Thyroid_high
Eefld 18.1499 1.15815 1.28754e-73 7.76978e-72 Specific Thyroid_high
Atp5cl 18.1279 1.10209 1.92055e-73 1.15465e-71 Specific Thyroid_high
Cav2 18.1257 1.05942 1.99758e-73 1.19874e-71 Specific Thyroid_high
Higd2a 18.1172 1.39677 2.33312e-73 1.3949e-71 Specific Thyroid_high
Rheb 18.1126 1.12314 2.53325e-73 1.51175e-71 Specific Thyroid_high
Grecl0 18.0913 1.07 3.72842e-73 2.22088e-71 Specific Thyroid_high
Bvht 18.0554 1.26394 7.16055e-73 4.2418e-71 Specific Thyroid_high
Snrpg 18.0111 1.0428 1.595e-72 9.414e-71 Specific Thyroid_high
Eif4al 17.9172 1.08985 8.65168e-72 5.08778e-70 Specific Thyroid_high
Ccdc85a 17.8522 1.22101 2.78006e-71 1.62598e-69 Specific Thyroid_high
Eif3f 17.8266 1.00914 4.39684e-71 2.56695e-69 Specific Thyroid_high
Efnal 17.8233 1.22254 4.65968e-71 2.71548e-69 Specific Thyroid_high
MrpI33 17.7768 1.2927 1.06965e-70 6.21109e-69 Specific Thyroid_high
Tcfl5 17.7575 1.99676 1.50908e-70 8.7313e-69 Specific Thyroid_high
Ecscr 17.7432 1.06629 1.94657e-70 1.12424e-68 Specific Thyroid_high
Ssr4 17.723 1.26289 2.7865e-70 1.60647e-68 Specific Thyroid_high
Ndufall 17.7202 1.18203 2.92838e-70 1.68226e-68 Specific Thyroid_high
Rpl2211 17.6667 1.12284 7.57255e-70 4.31943e-68 Specific Thyroid_high

Dbi 17.6552 1.05711 9.28175e-70 5.28503e-68 Specific Thyroid_high



Mlec 17.5785 2.94561 3.60318e-69 2.03728e-67 Specific Thyroid_high
Grrpl 17.5765 1.51932 3.7285e-69 2.10445e-67 Specific Thyroid_high
Scandl 17.5707 1.16472 4.13304e-69 2.32871e-67 Specific Thyroid_high
Syne2 17.5361 1.22833 7.59462e-69 4.25681e-67 Specific Thyroid_high
Efr3b 17.5255 1.79549 9.15793e-69 5.12416e-67 Specific Thyroid_high
Ndufb7 17.5249 1.0099 9.25241e-69 5.16806e-67 Specific Thyroid_high
Prdx2 17.5129 1.05865 1.1415e-68 6.35404e-67 Specific Thyroid_high
Dok4 17.4829 1.86079 1.93531e-68 1.06806e-66 Specific Thyroid_high
Rnf220 17.4207 1.46528 5.74482e-68 3.14892e-66 Specific Thyroid_high
Ndufa8 17.366 1.05139 1.49179e-67 8.13554e-66 Specific Thyroid_high
Ywhah 17.3585 1.02844 1.70123e-67 9.26207e-66 Specific Thyroid_high
Psma2 17.2578 1.05643 9.78437e-67 5.30014e-65 Specific Thyroid_high
Hras 17.253 1.17531 1.06208e-66 5.72439e-65 Specific Thyroid_high
Snuil3 17.1997 1.08205 2.66945e-66 1.43399e-64 Specific Thyroid_high
Diaph2 17.1852 1.24122 3.42991e-66 1.83639%¢-64 Specific Thyroid_high
Jup 17.1561 1.02159 5.65938e-66 3.02005e-64 Specific Thyroid_high
Tmem14c 17.1315 1.11067 8.63685e-66 4.58619e-64 Specific Thyroid_high
Psmal 17.1121 1.21672 1.20626e-65 6.37385e-64 Specific Thyroid_high
Ndufb4 17.1056 1.1127 1.34792e-65 7.11073e-64 Specific Thyroid_high
Polr2e 17.0351 1.41646 4.51222e-65 2.37646e-63 Specific Thyroid_high
Ndufb10 16.9909 1.19817 9.59384e-65 5.02005e-63 Specific Thyroid_high
Rail4 16.8659 1.13459 8.02245e-64 4.15738e-62 Specific Thyroid_high
Mrps24 16.8179 1.27344 1.80457e-63 9.32167e-62 Specific Thyroid_high
Hprt 16.8083 1.1039 2.12299e-63 1.09316e-61 Specific Thyroid_high
Mdh2 16.8002 1.29415 2.43348e-63 1.25103e-61 Specific Thyroid_high
Alox12 16.7779 2.30589 3.54334e-63 1.81582e-61 Specific Thyroid_high
Psmb9 16.7378 1.18149 6.95309e-63 3.55191e-61 Specific Thyroid_high
Stcl 16.7362 3.38997 7.13936e-63 3.6413e-61 Specific Thyroid_high
Cope 16.7257 1.33313 8.51237e-63 4.3279e-61 Specific Thyroid_high
Tmcol 16.7226 1.06637 8.975e-63 4.55594e-61 Specific Thyroid_high
Ccdc28b 16.7103 1.76991 1.10222e-62 5.57763e-61 Specific Thyroid_high
Dpm3 16.7022 1.21074 1.26331e-62 6.38277e-61 Specific Thyroid_high
Tomm6 16.6872 1.13047 1.62468e-62 8.1702e-61 Specific Thyroid_high
Ciao2b 16.6859 1.57598 1.66052e-62 8.33744e-61 Specific Thyroid_high
Ucp2 16.6777 1.17203 1.90464e-62 9.54834e-61 Specific Thyroid_high
Pop5 16.6519 1.50203 2.93352e-62 1.46156e-60 Specific Thyroid_high
Lipe 16.6486 2.00767 3.09655e-62 1.5404e-60 Specific Thyroid_high
Psenen 16.6287 1.11516 4.31931e-62 2.14537e-60 Specific Thyroid_high
Nav2 16.5839 1.9925 9.11361e-62 4.50586e-60 Specific Thyroid_high
Nop10 16.4424 1.1939 9.50216e-61 4.64814e-59 Specific Thyroid_high
Eif3k 16.3952 1.03802 2.07083e-60 1.00992e-58 Specific Thyroid_high
RhbdI2 16.3406 2.53605 5.07516e-60 2.46393e-58 Specific Thyroid_high
Psmd7 16.3372 1.14176 5.36832e-60 2.60234e-58 Specific Thyroid_high
Polrld 16.3193 1.10654 7.19644e-60 3.48332e-58 Specific Thyroid_high

Thxa2r 16.3128 1.14162 8.00194e-60 3.8674e-58 Specific Thyroid_high



Srsf7
Ypel3
Tafl0
Tmed2
Dipk2b
Rerl
Dctn3
Psmb4
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C130074G19Rik
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Cfap20
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15.875

15.874
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9.46779e-52
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3.43566e-51
5.88211e-51
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2.52919e-57
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1.72712e-56
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2.9652e-51
4.03673e-51
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2.95191e-50
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Pebpl 14.9932 1.03274 8.13285e-51 3.35337e-49 Specific Thyroid_high
Syf2 14.8949 1.01204 3.55745e-50 1.44468e-48 Specific Thyroid_high
Unc119b 14.8843 2.47612 4.16607e-50 1.68972e-48 Specific Thyroid_high
Mfsd6 14.7847 2.39596 1.83795e-49 7.38037e-48 Specific Thyroid_high
Ctnnbipl 14.7232 1.26636 4.57193e-49 1.82679e-47 Specific Thyroid_high
0610012G03Rik 14.714 1.21909 5.23969e-49 2.09102e-47 Specific Thyroid_high
Tmtcl 14,7133 1.39266 5.29406e-49 2.11011e-47 Specific Thyroid_high
Slc35b1 14.6971 1.50719 6.72794e-49 2.67173e-47 Specific Thyroid_high
Gm13889 14.6815 1.40902 8.4701e-49 3.35942e-47 Specific Thyroid_high
Cox7b 14.6444 1.03308 1.4636e-48 5.79074e-47 Specific Thyroid_high
Aigl 14.6287 1.12913 1.84391e-48 7.27758e-47 Specific Thyroid_high
4930523C07Rik 14.6008 1.23056 2.77403e-48 1.09352e-46 Specific Thyroid_high
Mdh1 14.5884 1.53635 3.33169e-48 1.31015e-46 Specific Thyroid_high
Map3k5 14.5627 1.58956 4.84706e-48 1.90142e-46 Specific Thyroid_high
Cdknla 14.5339 1.30543 7.39153e-48 2.8732e-46 Specific Thyroid_high
Psmc3 14.5253 1.05593 8.37765e-48 3.25087e-46 Specific Thyroid_high
Tap2 14,5112 1.13254 1.02975e-47 3.98625e-46 Specific Thyroid_high
Ndufal 14.5019 1.09757 1.17812e-47 4.54427e-46 Specific Thyroid_high
U2afl 14.4407 1.11998 2.86748e-47 1.10079e-45 Specific Thyroid_high
Eif3i 14.436 1.28328 3.06917e-47 1.17682e-45 Specific Thyroid_high
Abhdl7a 14.4244 1.06397 3.63333e-47 1.39148e-45 Specific Thyroid_high
Tmem160 14.372 1.14461 7.76064e-47 2.95811e-45 Specific Thyroid_high
Ginml 14.364 1.27049 8.70034e-47 3.30849e-45 Specific Thyroid_high
Ndufv3 14.3503 1.12561 1.06139e-46 4.02665e-45 Specific Thyroid_high
Tubb2a 14.2753 1.8768 3.11959e-46 1.17112e-44 Specific Thyroid_high
Cep85l 14.2734 1.14575 3.20445e-46 1.20157e-44 Specific Thyroid_high
Iscu 14.2424 1.12054 5.00004e-46 1.87269e-44 Specific Thyroid_high
Mfap2 14.2092 3.45883 8.03221e-46 3.00487e-44 Specific Thyroid_high
Rex1bd 14.1958 1.15768 9.72797e-46 3.63504e-44 Specific Thyroid_high
Ddrgkl 14.18 1.01915 1.21899e-45 4.53924e-44 Specific Thyroid_high
Sf3b6 14.1661 1.03933 1.48478e-45 5.49725e-44 Specific Thyroid_high
Rtraf 14.1483 1.05747 1.91436e-45 7.07151e-44 Specific Thyroid_high
Sosl 14.1456 1.1775 1.98912e-45 7.33927e-44 Specific Thyroid_high
Aurkaipl 14.1383 1.09845 2.20597e-45 8.13012e-44 Specific Thyroid_high
St8sia4 14.1358 1.23904 2.28393e-45 8.40783e-44 Specific Thyroid_high
Mrpl17 14.0255 1.13908 1.08854e-44 3.97103e-43 Specific Thyroid_high
Cetn3 13.9659 1.01477 2.51619e-44 9.12753e-43 Specific Thyroid_high
Inkal 13.9342 1.65576 3.9275e-44 1.41834e-42 Specific Thyroid_high
Polr2f 13.9284 1.07205 4.2561e-44 1.53357e-42 Specific Thyroid_high
Aplinr 13.8915 1.36967 7.13384e-44 2.56762e-42 Specific Thyroid_high
Chst2 13.8903 1.04964 7.2516e-44 2.6071e-42 Specific Thyroid_high
Gent2 13.8504 1.44937 1.2643e-43 4.52025e-42 Specific Thyroid_high
Colgalt2 13.8133 1.15405 2.11798e-43 7.55568e-42 Specific Thyroid_high
Snapc5 13.798 1.2549 2.61982e-43 9.31509e-42 Specific Thyroid_high

Slco2bl 13.7827 2.12696 3.23865€e-43 1.14901e-41 Specific Thyroid_high



Cx3cl1l 13.648 2.7371 2.07406e-42 7.24687e-41 Specific Thyroid_high
Gemin7 13.5953 1.18678 4.26691e-42 1.48126e-40 Specific Thyroid_high
Higdla 13.5867 1.23687 4.80202e-42 1.66345e-40 Specific Thyroid_high
Glmp 13.5708 1.06375 5.96626e-42 2.06232e-40 Specific Thyroid_high
Foxfl 13.5271 4.36934 1.08258e-41 3.72611e-40 Specific Thyroid_high
Enpp6 13.5108 1.67208 1.35026e-41 4.64251e-40 Specific Thyroid_high
0610010K14Rik 13.5012 1.27361 1.53893e-41 5.27436e-40 Specific Thyroid_high
Sap18 13.4623 1.19213 2.60682e-41 8.90593e-40 Specific Thyroid_high
Pfdn2 13.4542 1.14275 2.90774e-41 9.9235e-40 Specific Thyroid_high
Elovil 13.4198 1.38068 4.62769e-41 1.57268e-39 Specific Thyroid_high
Med21 13.4147 1.29954 4.95642e-41 1.68263e-39 Specific Thyroid_high
Sortl 13.3904 1.52881 6.88489e-41 2.33241e-39 Specific Thyroid_high
Srsf9 13.3521 1.14958 1.15186e-40 3.89811e-39 Specific Thyroid_high
Empl 13.3363 1.41938 1.42314e-40 4.79105e-39 Specific Thyroid_high
Ppplrll 13.3213 1.04463 1.74151e-40 5.85672e-39 Specific Thyroid_high
Lamb1 13.3133 2.50391 1.9371e-40 6.50772e-39 Specific Thyroid_high
ler2 13.2814 1.13857 2.96892e-40 9.94311e-39 Specific Thyroid_high
Ndufabl 13.129 1.08728 2.24686e-39 7.45528e-38 Specific Thyroid_high
Mpc1l 13.1151 1.07682 2.69723e-39 8.91301e-38 Specific Thyroid_high
Cycs 13.0925 1.18549 3.63527e-39 1.1976e-37 Specific Thyroid_high
Sipall2 12.9981 1.1619 1.25404e-38 4.08958e-37 Specific Thyroid_high
Ndufal2 12.9943 1.04327 1.31781e-38 4.28887e-37 Specific Thyroid_high
Anapcll 12.9844 1.05559 1.50076e-38 4.87935e-37 Specific Thyroid_high
Rnf187 12.9828 1.02936 1.53161e-38 4.97466e-37 Specific Thyroid_high
Mrps21 12.9376 1.13302 2.75956e-38 8.90924e-37 Specific Thyroid_high
Rrpl 12.9312 1.06912 3.00103e-38 9.66948e-37 Specific Thyroid_high
Ugcrcl 12.8873 1.11726 5.30992e-38 1.70408e-36 Specific Thyroid_high
Nt5c 12.8309 1.55193 1.10034e-37 3.4965e-36 Specific Thyroid_high
Cenpx 12.8194 1.34269 1.27604e-37 4.05083e-36 Specific Thyroid_high
Timm13 12.8086 1.02678 1.46753e-37 4.64047e-36 Specific Thyroid_high
Tmem208 12.7788 1.16887 2.15321e-37 6.78208e-36 Specific Thyroid_high
Cycl 12.722 1.2301 4.46343e-37 1.39769e-35 Specific Thyroid_high
Gps2 12.6616 1.14683 9.64613e-37 3.00894e-35 Specific Thyroid_high
Spryl 12.6599 1.475 9.86898e-37 3.07548e-35 Specific Thyroid_high
Snrpdl 12.5856 1.00038 2.53548e-36 7.84832e-35 Specific Thyroid_high
Spr 12.567 1.30215 3.20568e-36 9.8944e-35 Specific Thyroid_high
Pmp22 12.5635 1.1756 3.35149e-36 1.03346e-34 Specific Thyroid_high
Gukl 12.5023 1.34777 7.24832e-36 2.21812e-34 Specific Thyroid_high
Tmem255b 12.436 3.85276 1.66632e-35 5.07041e-34 Specific Thyroid_high
Psmc4 12.3709 1.20744 3.75822e-35 1.13715e-33 Specific Thyroid_high
Pdcl3 12.3077 1.04027 8.23607e-35 2.47581e-33 Specific Thyroid_high
Isg15 12.2896 1.27456 1.02993e-34 3.09028e-33 Specific Thyroid_high
Eepdl 12.2885 1.3519 1.04451e-34 3.13111e-33 Specific Thyroid_high
Tm2d2 12.2673 1.29873 1.35784e-34 4.0553e-33 Specific Thyroid_high

Ankrd33b 12.2076 1.68002 2.82987e-34 8.35887e-33 Specific Thyroid_high



Lrrc3b 12.2061 1.17752 2.88495e-34 8.51377e-33 Specific Thyroid_high
Fam174a 12.1994 1.10218 3.12972e-34 9.21926e-33 Specific Thyroid_high
Acssl 12.1961 3.50178 3.25953e-34 9.58413e-33 Specific Thyroid_high
Adam12 12.1953 1.17634 3.29433e-34 9.67766e-33 Specific Thyroid_high
Ckb 12.1933 1.60592 3.37411e-34 9.90301e-33 Specific Thyroid_high
Rnh1 12.1125 1.2345 9.06545e-34 2.63674e-32 Specific Thyroid_high
Polr2j 12.1049 1.07337 9.95103e-34 2.88651e-32 Specific Thyroid_high
Biccl 12.0812 3.27457 1.3275e-33 3.8438e-32 Specific Thyroid_high
Tril 12.0758 2.09661 1.41768e-33 4.0939e-32 Specific Thyroid_high
Gata2 12.0599 1.23718 1.72048e-33 4.94178e-32 Specific Thyroid_high
Gpx8 12.0508 1.93463 1.91994e-33 5.49513e-32 Specific Thyroid_high
Abracl 12.0296 1.14688 2.48449e-33 7.09838e-32 Specific Thyroid_high
Fkbp4 12.0165 1.29937 2.91171e-33 8.29697e-32 Specific Thyroid_high
Rcan2 11.9823 2.96265 4.40038e-33 1.25058e-31 Specific Thyroid_high
Wdr83os 11.9607 1.01984 5.70895e-33 1.61963e-31 Specific Thyroid_high
Tmem128 11.8795 1.09729 1.51246e-32 4.2646e-31 Specific Thyroid_high
Ufcl 11.869 1.02342 1.71429e-32 4.82528e-31 Specific Thyroid_high
Slc48al 11.8609 1.48942 1.88977e-32 5.31458e-31 Specific Thyroid_high
Socs2 11.8484 1.25893 2.19263e-32 6.16092e-31 Specific Thyroid_high
Nudc 11.8449 1.01496 2.28718e-32 6.42101e-31 Specific Thyroid_high
1810058I124Rik 11.793 1.08767 4.24028e-32 1.18938e-30 Specific Thyroid_high
Znrdl 11.7807 1.18837 4.90809e-32 1.37312e-30 Specific Thyroid_high
Ndufs8 11.7799 1.0312 4.95414e-32 1.3848e-30 Specific Thyroid_high
Ndufb6 11.7362 1.09612 8.31645e-32 2.32063e-30 Specific Thyroid_high
Pgls 11.7305 1.03552 8.89285e-32 2.47932e-30 Specific Thyroid_high
Cited2 11.7238 1.69328 9.62547e-32 2.67895e-30 Specific Thyroid_high
Mrpl57 11.7097 1.27605 1.13664e-31 3.16077e-30 Specific Thyroid_high
Sral 11.6469 1.53005 2.37833e-31 6.55716e-30 Specific Thyroid_high
Ddt 11.6216 2.09254 3.20049e-31 8.80134e-30 Specific Thyroid_high
Mpped2 11.614 2.26277 3.49729e-31 9.59304e-30 Specific Thyroid_high
Mrpl27 11.6099 1.28615 3.67052e-31 1.00596e-29 Specific Thyroid_high
Hspel 11.6079 1.15814 3.75835e-31 1.02916e-29 Specific Thyroid_high
Banfl 11.5698 1.07154 5.86387e-31 1.59759e-29 Specific Thyroid_high
Zfp979 11.5423 1.9151 8.07575e-31 2.18913e-29 Specific Thyroid_high
H2afj 11.514 1.02586 1.12169e-30 3.0279e-29 Specific Thyroid_high
Trib2 11.5014 1.13252 1.29831e-30 3.49882e-29 Specific Thyroid_high
Ssr2 11.4577 1.02687 2.15247e-30 5.78621e-29 Specific Thyroid_high
Gulpl 11.448 1.06913 2.40737e-30 6.46068e-29 Specific Thyroid_high
Ssu2 11.4453 4.51456 2.48142e-30 6.65387e-29 Specific Thyroid_high
Ptpre 11.4446 1.20373 2.50284e-30 6.70573e-29 Specific Thyroid_high
Lsm6 11.415 1.14379 3.51769e-30 9.40915e-29 Specific Thyroid_high
Gjcl 11.3428 1.11501 8.05396e-30 2.1401e-28 Specific Thyroid_high
Wdfyl 11.2401 1.06664 2.58954e-29 6.83033e-28 Specific Thyroid_high
Vwal 11.2148 1.26716 3.45066e-29 9.07203e-28 Specific Thyroid_high

Atgda 11.2096 1.2644 3.65784e-29 9.60889¢-28 Specific Thyroid_high



11.2062 1.24362 3.80276e-29 9.96528e-28 Specific Thyroid_high
Ndufb2 11.1742 1.04845 5.45562e-29 1.4285e-27 Specific Thyroid_high
Psmc5 11.1407 1.00527 7.94672e-29 2.07741e-27 Specific Thyroid_high
Psmc2 11.1194 1.11186 1.00978e-28 2.6312e-27 Specific Thyroid_high
Irf7 11.0544 1.2319 2.08614e-28 5.39671e-27 Specific Thyroid_high
Ccdc59 11.0434 1.01812 2.35797e-28 6.09017e-27 Specific Thyroid_high
Mrpl23 10.9963 1.09614 3.98208e-28 1.02114e-26 Specific Thyroid_high
Fmcl 10.9933 1.68063 4.1161e-28 1.053e-26 Specific Thyroid_high
Tm2d1 10.9446 1.03733 7.05027e-28 1.78945e-26 Specific Thyroid_high
ldnk 10.9274 1.1018 8.52542e-28 2.16046e-26 Specific Thyroid_high
Ccrl2 10.9068 1.14415 1.06962e-27 2.70845e-26 Specific Thyroid_high
Trappc4 10.8903 1.07726 1.28183e-27 3.23818e-26 Specific Thyroid_high
Unc50 10.8836 1.09487 1.38025e-27 3.48408e-26 Specific Thyroid_high
Tnfrsf10b 10.8822 2.81732 1.40133e-27 3.53453e-26 Specific Thyroid_high
Nxpe2 10.8797 1.19261 1.44008e-27 3.62943e-26 Specific Thyroid_high
Stmnl 10.848 1.8101 2.0383e-27 5.12911e-26 Specific Thyroid_high
Mrpl43 10.8421 1.32701 2.17328e-27 5.45601e-26 Specific Thyroid_high
Mrpl42 10.8366 1.08064 2.30842e-27 5.79079e-26 Specific Thyroid_high
Bag5 10.8102 1.0188 3.0796e-27 7.69543e-26 Specific Thyroid_high
Deppl 10.7669 1.76398 4.93195e-27 1.22672e-25 Specific Thyroid_high
Emc4 10.7424 1.37066 6.43506e-27 1.59567e-25 Specific Thyroid_high
Ssnal 10.6953 1.23416 1.07087e-26 2.64118e-25 Specific Thyroid_high
Ripor2 10.6802 1.55867 1.26051e-26 3.1018e-25 Specific Thyroid_high
Cpxm2 10.6472 5.03708 1.79635e-26 4.3969e-25 Specific Thyroid_high
Smox 10.6066 1.64063 2.77591e-26 6.73836e-25 Specific Thyroid_high
Nful 10.5956 1.19818 3.12164e-26 7.56622e-25 Specific Thyroid_high
Adh5 10.592 1.26712 3.24702e-26 7.86421e-25 Specific Thyroid_high
Slfn2 10.4657 1.39722 1.24162e-25 2.95181e-24 Specific Thyroid_high
Ube2a 10.4566 1.18471 1.36732e-25 3.24349e-24 Specific Thyroid_high
Ceacaml 10.4534 1.18235 1.41372e-25 3.3511e-24 Specific Thyroid_high
ler5l 10.4444 1.24849 1.55428e-25 3.67619e-24 Specific Thyroid_high
Svbp 10.4241 1.09098 1.92434e-25 4.54146e-24 Specific Thyroid_high
Pfdn6 10.3515 1.0465 4.11863e-25 9.67758e-24 Specific Thyroid_high
Uqgcrfsl 10.3349 1.15655 4.89918e-25 1.14782e-23 Specific Thyroid_high
Ndufvl 10.3023 1.23357 6.87702e-25 1.60307e-23 Specific Thyroid_high
Papss2 10.2792 1.70673 8.74592e-25 2.03284e-23 Specific Thyroid_high
Tox3 10.2421 3.43625 1.28436e-24 2.97245e-23 Specific Thyroid_high
MrpI36 10.2356 1.15999 1.373e-24 3.17078e-23 Specific Thyroid_high
Lurap1l 10.2078 1.37158 1.83031e-24 4.2088e-23 Specific Thyroid_high
Ephbl 10.1944 1.15449 2.10134e-24 4.82174e-23 Specific Thyroid_high
Nrarp 10.1703 1.44852 2.68929e-24 6.15772e-23 Specific Thyroid_high
Mrpl4 10.1318 1.11806 3.99142e-24 9.09406e-23 Specific Thyroid_high
Alpl 10.105 1.92566 5.24726e-24 1.1905e-22 Specific Thyroid_high
Hmgn3 10.1042 1.45036 5.29152e-24 1.1997e-22 Specific Thyroid_high

Ergic3 10.0943 1.04102 5.85622e-24 1.32401e-22 Specific Thyroid_high



Mrpl18 10.0592 1.13874 8.36812e-24 1.88531e-22 Specific Thyroid_high
Ace 10.0268 3.63991 1.1627e-23 2.60318e-22 Specific Thyroid_high
Fam89b 10.019 1.35165 1.25791e-23 2.81438e-22 Specific Thyroid_high
Mrps16 9.96869 1.05884 2.08961e-23 4.64941e-22 Specific Thyroid_high
Ptprr 9.95364 1.82142 2.43135e-23 5.39864e-22 Specific Thyroid_high
Bmpl 9.95144 2.54883 2.4857e-23 5.51552e-22 Specific Thyroid_high
Slc12a2 9.89794 1.40147 4.24958e-23 9.34589e-22 Specific Thyroid_high
Gne 9.85613 1.48304 6.44905e-23 1.41158e-21 Specific Thyroid_high
Cactin 9.85047 1.48676 6.82243e-23 1.49128e-21 Specific Thyroid_high
Adrm1 9.83379 1.27835 8.05327e-23 1.75913e-21 Specific Thyroid_high
Mrpl53 9.80818 1.00429 1.03824e-22 2.25874e-21 Specific Thyroid_high
Bambi 9.77984 1.27596 1.37431e-22 2.98585e-21 Specific Thyroid_high
Ebp 9.75962 1.1877 1.67791e-22 3.6381e-21 Specific Thyroid_high
Mrpl34 9.74166 1.15543 2.00246e-22 4.33308e-21 Specific Thyroid_high
Mtx2 9.73846 1.23454 2.06663e-22 4.46894e-21 Specific Thyroid_high
Lxn 9.73082 1.23473 2.22781e-22 4.80781e-21 Specific Thyroid_high
Erh 9.68745 1.41891 3.40917e-22 7.31329%e-21 Specific Thyroid_high
Nrih2 9.66299 1.1082 4.33036e-22 9.25864e-21 Specific Thyroid_high
Cacybp 9.65293 1.04073 4.77728e-22 1.01872e-20 Specific Thyroid_high
Gzmk 9.64912 2.43068 4.95813e-22 1.05659e-20 Specific Thyroid_high
Cdk2apl 9.61451 1.10234 6.94366€e-22 1.47194e-20 Specific Thyroid_high
Hmgn5 9.57392 1.76489 1.0293e-21 2.16628e-20 Specific Thyroid_high
Anxa6 9.55993 1.2832 1.17838e-21 2.4752e-20 Specific Thyroid_high
Nr4al 9.55015 1.6943 1.29514e-21 2.71692e-20 Specific Thyroid_high
Aprt 9.50549 1.1884 1.99108e-21 4.14456e-20 Specific Thyroid_high
Ccdc124 9.49966 1.01792 2.10571e-21 4.38033e-20 Specific Thyroid_high
Lsm7 9.4704 1.10153 2.78766e-21 5.78032e-20 Specific Thyroid_high
Extl3 9.40622 1.20133 5.14286e-21 1.05824e-19 Specific Thyroid_high
Ramac 9.38408 1.05305 6.34697e-21 1.3002e-19 Specific Thyroid_high
Cops6 9.31558 1.02156 1.21292e-20 2.47061e-19 Specific Thyroid_high
Gehl 9.29732 1.07175 1.44032e-20 2.92641e-19 Specific Thyroid_high
Gstpl 9.25245 2.18744 2.19407e-20 4.42998e-19 Specific Thyroid_high
Fkbp2 9.21206 1.06187 3.1992e-20 6.41529¢e-19 Specific Thyroid_high
Olfr1396 9.21056 1.70712 3.24426e-20 6.50161e-19 Specific Thyroid_high
Map2 9.20833 4.33393 3.31238e-20 6.63401e-19 Specific Thyroid_high
Rgs12 9.19466 1.04195 3.76168e-20 7.51521e-19 Specific Thyroid_high
Serpine2 9.18993 2.49813 3.9311e-20 7.84883e-19 Specific Thyroid_high
Gm26532 9.18966 1.15831 3.94083e-20 7.86338e-19 Specific Thyroid_high
Gm11808 9.16157 1.3111 5.11485e-20 1.01683e-18 Specific Thyroid_high
Meal 9.09602 1.50989 9.37006e-20 1.84571e-18 Specific Thyroid_high
Tmem179b 9.09263 1.08078 9.66722e-20 1.90309e-18 Specific Thyroid_high
Tspanl7 9.08372 1.2754 1.04929e-19 2.0606e-18 Specific Thyroid_high
Endou 9.08051 1.50893 1.08066e-19 2.11962e-18 Specific Thyroid_high
Oxctl 9.0442 1.09385 1.50765e-19 2.94106e-18 Specific Thyroid_high

Rad23a 9.0359 1.01379 1.62655e-19 3.16916e-18 Specific Thyroid_high



Cyb561 9.03429 3.33315 1.65067e-19 3.21424e-18 Specific Thyroid_high
Enah 9.01919 2.15016 1.8948e-19 3.68072e-18 Specific Thyroid_high
Arl3 8.97892 1.00347 2.7345e-19 5.2896e-18 Specific Thyroid_high
Bex3 8.92885 1.33938 4.30444e-19 8.28182e-18 Specific Thyroid_high
Dnajc21 8.91756 1.08893 4.76653e-19 9.15452e-18 Specific Thyroid_high
Fosl2 8.91613 1.30555 4.8286e-19 9.26401e-18 Specific Thyroid_high
Prdx6 8.91612 1.11011 4.82928e-19 9.26401e-18 Specific Thyroid_high
Stard3nl 8.88929 1.10742 6.15006e-19 1.17419e-17 Specific Thyroid_high
Psmg4 8.84057 1.26061 9.52283e-19 1.80425e-17 Specific Thyroid_high
Chrm2 8.83863 4.3515 9.69042e-19 1.83385e-17 Specific Thyroid_high
Naxe 8.79824 1.00135 1.38976e-18 2.61776e-17 Specific Thyroid_high
Rapgef4os1 8.79806 1.40787 1.39195e-18 2.62036e-17 Specific Thyroid_high
Timm8b 8.78111 1.06977 1.61868e-18 3.04186e-17 Specific Thyroid_high
Smim12 8.75459 1.14379 2.04853e-18 3.82072e-17 Specific Thyroid_high
Tripl0 8.71465 1.28515 2.91665e-18 5.42107e-17 Specific Thyroid_high
Hacd4 8.71116 1.28932 3.00779e-18 5.58725e-17 Specific Thyroid_high
Tspan3 8.69353 1.09943 3.51353e-18 6.51547e-17 Specific Thyroid_high
MIfl 8.6888 3.10676 3.663e-18 6.78485e-17 Specific Thyroid_high
Dlg2 8.64414 2.36458 5.42145e-18 9.99609e-17 Specific Thyroid_high
Arhgef28 8.62618 1.0896 6.34353e-18 1.16696e-16 Specific Thyroid_high
Magix 8.60579 2.75592 7.57926e-18 1.38953e-16 Specific Thyroid_high
Dpy30 8.6027 1.00461 7.78625e-18 1.42667e-16 Specific Thyroid_high
Kcnk5 8.58851 2.60836 8.81022e-18 1.61246e-16 Specific Thyroid_high
Phax 8.5762 1.09505 9.80616e-18 1.79169e-16 Specific Thyroid_high
Rnf152 8.57106 2.18214 1.02539e-17 1.87137e-16 Specific Thyroid_high
Trmt112 8.56504 1.07187 1.08035e-17 1.97057e-16 Specific Thyroid_high
Vkorcl 8.55123 1.08216 1.21782e-17 2.21381e-16 Specific Thyroid_high
Emidl 8.49664 1.28966 1.95155e-17 3.50812e-16 Specific Thyroid_high
Saysdl 8.49445 1.14534 1.98877e-17 3.57304e-16 Specific Thyroid_high
Mrps7 8.39968 1.19318 4.47684e-17 7.94147e-16 Specific Thyroid_high
Plekhj1 8.3908 1.2262 4.82836e-17 8.55563e-16 Specific Thyroid_high
Enpp3 8.37924 2.23122 5.3272e-17 9.43437e-16 Specific Thyroid_high
Tgfb2 8.31666 2.06858 9.04793e-17 1.58929e-15 Specific Thyroid_high
Gdel 8.28226 1.17855 1.20862e-16 2.11034e-15 Specific Thyroid_high
Mienl 8.2791 1.15175 1.2411e-16 2.16589e-15 Specific Thyroid_high
Prdm16 8.26511 1.68483 1.39565e-16 2.42773e-15 Specific Thyroid_high
Dipkla 8.23544 1.83597 1.78893e-16 3.09681e-15 Specific Thyroid_high
Ddx39 8.22545 1.49917 1.94464e-16 3.36275e-15 Specific Thyroid_high
Ebnalbp2 8.20791 1.04319 2.25064e-16 3.87943e-15 Specific Thyroid_high
Fam13c 8.20435 1.05062 2.31833e-16 3.99185e-15 Specific Thyroid_high
Znhitl 8.19358 1.00623 2.53577e-16 4.35464e-15 Specific Thyroid_high
Rab9 8.17029 1.02436 3.07638e-16 5.26342e-15 Specific Thyroid_high
Nuak1 8.16203 1.05837 3.29445e-16 5.62461e-15 Specific Thyroid_high
Ndufaf3 8.16058 1.29813 3.33421e-16 5.68949e-15 Specific Thyroid_high

Smim19 8.15013 1.28528 3.63535e-16 6.18374e-15 Specific Thyroid_high



Hagh 8.14536 1.21878 3.78154e-16 6.42225e-15 Specific Thyroid_high
Pam16 8.12502 1.11887 4.47296e-16 7.58851e-15 Specific Thyroid_high
Fdx1 8.11453 1.27175 4.87683e-16 8.26935e-15 Specific Thyroid_high
Traf5 8.07547 1.32443 6.72183e-16 1.13323e-14 Specific Thyroid_high
Anxal 8.05102 1.69151 8.21077e-16 1.3785e-14 Specific Thyroid_high
Synm 8.04801 1.45468 8.41501e-16 1.41205e-14 Specific Thyroid_high
Gadd45gip1 7.97576 1.23156 1.51449e-15 2.52558e-14 Specific Thyroid_high
Txnlda 7.97328 1.14965 1.54521e-15 2.57416e-14 Specific Thyroid_high
Synpo 7.96495 1.21799 1.65286e-15 2.75207e-14 Specific Thyroid_high
Mrps18a 7.91772 1.05805 2.419e-15 3.99884e-14 Specific Thyroid_high
Golml 7.91137 1.50547 2.54573e-15 4.20189%e-14 Specific Thyroid_high
Chracl 7.90679 1.02094 2.64104e-15 4.3503e-14 Specific Thyroid_high
Emc6é 7.90035 1.02066 2.7813e-15 4.57667e-14 Specific Thyroid_high
Ppid 7.89168 1.06753 2.98136e-15 4.90088e-14 Specific Thyroid_high
Crispld1 7.8802 1.23473 3.26853e-15 5.36474e-14 Specific Thyroid_high
Tubb6 7.86397 2.1835 3.72142e-15 6.10187e-14 Specific Thyroid_high
Spryd3 7.79181 1.07773 6.60576e-15 1.07116e-13 Specific Thyroid_high
Ypel5 7.78802 1.02725 6.80658e-15 1.10316e-13 Specific Thyroid_high
Hdac9 7.77302 1.11444 7.66348e-15 1.23956e-13 Specific Thyroid_high
Elofl 7.76338 1.22938 8.26948e-15 1.33157e-13 Specific Thyroid_high
Rnf125 7.75478 1.11617 8.8496e-15 1.42215e-13 Specific Thyroid_high
Fbin2 7.75127 1.88637 9.09793e-15 1.45987e-13 Specific Thyroid_high
Nid2 7.74201 1.04963 9.78599e-15 1.5695e-13 Specific Thyroid_high
Atp8b1 7.68302 1.60737 1.55378e-14 2.46747e-13 Specific Thyroid_high
Bcl7c 7.67994 1.03677 1.59166e-14 2.5264e-13 Specific Thyroid_high
Churcl 7.65727 1.14159 1.89926e-14 3.00577e-13 Specific Thyroid_high
Assl 7.65512 2.06202 1.93127e-14 3.05493e-13 Specific Thyroid_high
Emd 7.63591 1.10881 2.24237e-14 3.53318e-13 Specific Thyroid_high
1700123020Rik 7.63203 1.1621 2.31088e-14 3.63757e-13 Specific Thyroid_high
Ahsal 7.60246 1.0589 2.90562e-14 4.556e-13 Specific Thyroid_high
Afapl 7.58603 1.23311 3.29847e-14 5.15696e-13 Specific Thyroid_high
Hilpda 7.58183 1.67266 3.40722e-14 5.32439e-13 Specific Thyroid_high
Nudt9 7.58012 1.05319 3.45241e-14 5.39241e-13 Specific Thyroid_high
St6galnac2 7.55774 2.09218 4.10124e-14 6.38421e-13 Specific Thyroid_high
Psmd10 7.53456 1.25375 4.89984e-14 7.6017e-13 Specific Thyroid_high
Mrps15 7.524 1.051 5.31251e-14 8.22217e-13 Specific Thyroid_high
Chri 7.51498 1.31209 5.69179e-14 8.79653e-13 Specific Thyroid_high
Gm32688 7.50443 1.04073 6.16942e-14 9.51647e-13 Specific Thyroid_high
Gadd45b 7.50016 2.00823 6.37395e-14 9.82726e-13 Specific Thyroid_high
Uspl 7.49172 1.0026 6.79753e-14 1.04653e-12 Specific Thyroid_high
Sdhd 7.48636 1.05368 7.08101e-14 1.08862e-12 Specific Thyroid_high
Heyl 7.48205 2.29137 7.31724e-14 1.12333e-12 Specific Thyroid_high
Gpsl 7.43142 1.00754 1.07442e-13 1.64163e-12 Specific Thyroid_high
Timeless 7.41302 1.39155 1.23453e-13 1.8827e-12 Specific Thyroid_high

Ube2l6 7.38794 1.37252 1.49124e-13 2.2667e-12 Specific Thyroid_high



Med31 7.36158 1.08658 1.81746e-13 2.75348e-12 Specific Thyroid_high
Ecil 7.35255 1.10193 1.94456e-13 2.94053e-12 Specific Thyroid_high
Epb4ll4a 7.3052 1.52615 2.7686e-13 4.15935e-12 Specific Thyroid_high
Wscd1 7.25448 1.53437 4.03194e-13 6.02644e-12 Specific Thyroid_high
Mix 7.18761 1.26991 6.59353e-13 9.78272e-12 Specific Thyroid_high
Tmed4 7.16799 1.0105 7.61085e-13 1.12766e-11 Specific Thyroid_high
Lrp3 7.15158 1.81175 8.57816e-13 1.26807e-11 Specific Thyroid_high
Hey2 7.11535 4.18478 1.11628e-12 1.64337e-11 Specific Thyroid_high
Foxp2 7.11376 3.6558 1.12926e-12 1.66173e-11 Specific Thyroid_high
Pold4 7.08309 1.01465 1.40976e-12 2.06882e-11 Specific Thyroid_high
Sdhaf4 7.07907 1.03378 1.4513e-12 2.12881e-11 Specific Thyroid_high
Fdps 7.07778 1.57753 1.46478e-12 2.14664e-11 Specific Thyroid_high
Anxad 7.07317 1.15102 1.51433e-12 2.21724e-11 Specific Thyroid_high
Alg5 7.04903 1.03768 1.80164e-12 2.62956e-11 Specific Thyroid_high
Castorl 7.04723 1.33585 1.8252e-12 2.66275e-11 Specific Thyroid_high
Naal0 7.02658 1.25366 2.11655e-12 3.07667e-11 Specific Thyroid_high
Cops7a 7.02086 1.02045 2.20509e-12 3.20393e-11 Specific Thyroid_high
Jdp2 6.99635 1.09649 2.62713e-12 3.80004e-11 Specific Thyroid_high
Fes 6.99518 1.04391 2.6492e-12 3.83025e-11 Specific Thyroid_high
Dohh 6.99425 1.29199 2.66689e-12 3.85237e-11 Specific Thyroid_high
Dpm2 6.99216 1.08115 2.70693e-12 3.90847e-11 Specific Thyroid_high
Blocls4 6.98999 1.18792 2.74899e-12 3.96742e-11 Specific Thyroid_high
Fam57b 6.98893 1.73131 2.7698e-12 3.99388e-11 Specific Thyroid_high
Slc25a17 6.97772 1.13508 3.00011e-12 4.31249e-11 Specific Thyroid_high
Pkn3 6.96549 1.91694 3.27271e-12 4.6918e-11 Specific Thyroid_high
Tobl 6.9479 1.25495 3.70774e-12 5.30134e-11 Specific Thyroid_high
Pfdn4 6.94563 1.00099 3.76764e-12 5.38222e-11 Specific Thyroid_high
Mdga2 6.93569 3.26936 4.04229e-12 5.75674e-11 Specific Thyroid_high
Gt(ROSA)26Sor 6.93046 1.07958 4.19468e-12 5.9685e-11 Specific Thyroid_high
Cox20 6.91089 1.00985 4.81636e-12 6.83199e-11 Specific Thyroid_high
Mgstl 6.90995 1.48062 4.84832e-12 6.8743e-11 Specific Thyroid_high
Ppmil 6.89684 1.13922 5.31701e-12 7.52564e-11 Specific Thyroid_high
Msx1 6.89503 3.01764 5.38549¢e-12 7.61255e-11 Specific Thyroid_high
Stmn2 6.88622 2.38413 5.72952e-12 8.09176e-11 Specific Thyroid_high
Mrpl55 6.88089 1.1331 5.94793e-12 8.39073e-11 Specific Thyroid_high
Tmem238 6.85426 1.5563 7.16836e-12 1.00753e-10 Specific Thyroid_high
Gm49980 6.82254 2.47457 8.94459e-12 1.25446e-10 Specific Thyroid_high
St6galnac4 6.82142 1.18686 9.01465e-12 1.26373e-10 Specific Thyroid_high
Displ 6.79921 1.70852 1.05191e-11 1.4689e-10 Specific Thyroid_high
Mrpl35 6.76728 1.29027 1.3123e-11 1.82698e-10 Specific Thyroid_high
Akrlcl4 6.76373 2.6414 1.34482e-11 1.87145e-10 Specific Thyroid_high
Pfkp 6.75781 1.08027 1.40097e-11 1.94707e-10 Specific Thyroid_high
Clqtnf2 6.73127 2.54813 1.68193e-11 2.32752e-10 Specific Thyroid_high
Tpgs2 6.73079 1.2843 1.68742e-11 2.33412e-10 Specific Thyroid_high

Timm17b 6.71999 1.162 1.8174e-11 2.51069e-10 Specific Thyroid_high



6.71062 1.4866 1.93797e-11 2.67496e-10 Specific Thyroid_high
Rbis 6.70553 1.0219 2.00677e-11 2.76756e-10 Specific Thyroid_high
Cxcrd 6.69649 3.34162 2.13482e-11 2.93788e-10 Specific Thyroid_high
Plp2 6.68832 1.78174 2.25748e-11 3.10271e-10 Specific Thyroid_high
Nr4a2 6.67676 1.64194 2.44275e-11 3.35164e-10 Specific Thyroid_high
Isca2 6.67331 1.17951 2.50099e-11 3.43009e-10 Specific Thyroid_high
Msrbl 6.66043 1.1891 2.73027e-11 3.7382e-10 Specific Thyroid_high
Mif4agd 6.65775 1.06781 2.78058e-11 3.80547e-10 Specific Thyroid_high
Sh3bp4 6.64537 1.42951 3.0245e-11 4.13404e-10 Specific Thyroid_high
Ddal 6.63898 1.08218 3.15854e-11 4.30996e-10 Specific Thyroid_high
Mall 6.62634 2.55818 3.44102e-11 4.68749e-10 Specific Thyroid_high
Gm12185 6.62404 1.19158 3.49511e-11 4.75916e-10 Specific Thyroid_high
Fut4 6.60397 2.81198 4.00293e-11 5.43459e-10 Specific Thyroid_high
Gmpr2 6.57445 1.18123 4.88321e-11 6.57441e-10 Specific Thyroid_high
Dusp23 6.56121 1.06171 5.33728e-11 7.16483e-10 Specific Thyroid_high
Exosc4 6.52113 1.06164 6.97796e-11 9.30923e-10 Specific Thyroid_high
Creb3 6.5064 1.02411 7.69751e-11 1.0248e-09 Specific Thyroid_high
Mrpl38 6.48653 1.26346 8.78339%-11 1.16504e-09 Specific Thyroid_high
Tsenl5 6.47729 1.17159 9.33863e-11 1.23666e-09 Specific Thyroid_high
Thcc 6.46884 1.35722 9.8759%¢-11 1.3046e-09 Specific Thyroid_high
Snhg3 6.46077 1.17158 1.04171e-10 1.37497e-09 Specific Thyroid_high
2310009A05Rik 6.45704 1.0197 1.06768e-10 1.40751e-09 Specific Thyroid_high
Mrpl32 6.43807 1.02713 1.21004e-10 1.59129e-09 Specific Thyroid_high
Sh3d21 6.41051 1.23241 1.45032e-10 1.90185e-09 Specific Thyroid_high
Prpf40b 6.40958 1.11509 1.45922e-10 1.91275e-09 Specific Thyroid_high
Uchll 6.39376 1.5668 1.61855e-10 2.11558e-09 Specific Thyroid_high
Myo5a 6.3886 2.36896 1.67411e-10 2.18643e-09 Specific Thyroid_high
U2afll4 6.37868 1.10057 1.78624e-10 2.32536e-09 Specific Thyroid_high
Ppp1r35 6.36796 1.26694 1.91564e-10 2.4918e-09 Specific Thyroid_high
Dnaselll 6.32479 1.07691 2.53577e-10 3.27338e-09 Specific Thyroid_high
4930453N24Rik 6.26321 1.01441 3.77142e-10 4.8356e-09 Specific Thyroid_high
Silprd 6.24046 1.68955 4.36298e-10 5.58078e-09 Specific Thyroid_high
Insigl 6.23825 1.13695 4.4249e-10 5.6555e-09 Specific Thyroid_high
Ino80b 6.2142 1.20717 5.15875e-10 6.56227e-09 Specific Thyroid_high
Gnpda2 6.17191 1.02592 6.74708e-10 8.53564e-09 Specific Thyroid_high
1110008P14Rik 6.15755 1.45469 7.3877e-10 9.3278e-09 Specific Thyroid_high
Tafl2 6.13535 1.06424 8.49713e-10 1.06785e-08 Specific Thyroid_high
Cmya5 6.09898 2.16137 1.06746e-09 1.33164e-08 Specific Thyroid_high
H2-Ke6 6.09085 1.12872 1.12312e-09 1.39891e-08 Specific Thyroid_high
Prdx3 6.06928 1.19984 1.28482e-09 1.59601e-08 Specific Thyroid_high
Rrad 6.02971 2.27985 1.64254e-09 2.02171e-08 Specific Thyroid_high
Commd4 6.02271 1.01585 1.71526e-09 2.10961e-08 Specific Thyroid_high
Serp2 6.0221 1.54589 1.72174e-09 2.11596e-08 Specific Thyroid_high
Prickle3 5.99829 1.30459 1.9941e-09 2.44603e-08 Specific Thyroid_high

Nmb 5.99294 1.75593 2.06082e-09 2.52307e-08 Specific Thyroid_high



Nagpa 5.91821 1.25592 3.25464e-09 3.92514e-08 Specific Thyroid_high
Fhl 5.91076 1.15627 3.40539e-09 4.10082e-08 Specific Thyroid_high
Rab3a 5.89268 1.78719 3.79989e-09 4.55718e-08 Specific Thyroid_high
Asnal 5.88752 1.1644 3.92041e-09 4.69474e-08 Specific Thyroid_high
Ethel 5.87925 1.18402 4.12127e-09 4.9298e-08 Specific Thyroid_high
Snai2 5.84678 1.00997 5.01178e-09 5.96628e-08 Specific Thyroid_high
Praf2 5.82877 1.39351 5.58364e-09 6.62262e-08 Specific Thyroid_high
Ccdc102a 5.82324 1.48098 5.77183e-09 6.83829e-08 Specific Thyroid_high
Lsm3 5.79177 1.14153 6.96493e-09 8.19674e-08 Specific Thyroid_high
Yifla 5.78409 1.01146 7.29078e-09 8.56249e-08 Specific Thyroid_high
Tpgsl 5.74193 1.04041 9.36057e-09 1.09376e-07 Specific Thyroid_high
Syt15 5.69033 1.86017 1.26792e-08 1.47036e-07 Specific Thyroid_high
Hoxd8 5.65104 1.42193 1.59475e-08 1.83881e-07 Specific Thyroid_high
Fam24la 5.63465 1.0262 1.75411e-08 2.01822e-07 Specific Thyroid_high
Hoxd3os1 5.63212 1.61789 1.78007e-08 2.04737e-07 Specific Thyroid_high
0610009B22Rik 5.60841 1.34078 2.04199e-08 2.34194e-07 Specific Thyroid_high
Pigyl 5.56994 1.22505 2.54825e-08 2.8999e-07 Specific Thyroid_high
Gas2 5.56324 2.29429 2.64805e-08 3.01135e-07 Specific Thyroid_high
Fendrr 5.5546 2.87771 2.78244e-08 3.15861e-07 Specific Thyroid_high
Clgalticl 5.53435 1.01407 3.12377e-08 3.53738e-07 Specific Thyroid_high
Trappcl 5.46164 1.08759 4.7175e-08 5.26276e-07 Specific Thyroid_high
Ruscl 5.43041 1.0858 5.62257e-08 6.24439e-07 Specific Thyroid_high
Rcel 5.39138 1.06925 6.99187e-08 7.73586e-07 Specific Thyroid_high
Sh3bgrl2 5.38214 2.01616 7.36059e-08 8.13267e-07 Specific Thyroid_high
Dhrs1 5.35577 1.19205 8.5192e-08 9.36474e-07 Specific Thyroid_high
Gm15478 5.35526 1.68174 8.54355e-08 9.38511e-07 Specific Thyroid_high
Map6 5.29636 3.39164 1.18137e-07 1.28726e-06 Specific Thyroid_high
Tmem150c 5.26031 3.55026 1.43809e-07 1.55645e-06 Specific Thyroid_high
Gm28875 5.2475 2.27673 1.54178e-07 1.66477e-06 Specific Thyroid_high
Atplb2 5.24615 3.61373 1.55307e-07 1.67639e-06 Specific Thyroid_high
Nudt14 5.23918 1.28918 1.61287e-07 1.73803e-06 Specific Thyroid_high
Sez6l 5.19135 4.47223 2.08781e-07 2.2416e-06 Specific Thyroid_high
Zfp637 5.18997 1.02164 2.10329e-07 2.25747e-06 Specific Thyroid_high
Tent5a 5.16783 2.73082 2.3683e-07 2.536e-06 Specific Thyroid_high
Prmt2 5.15796 1.18606 2.49652e-07 2.66623e-06 Specific Thyroid_high
9630028H03Rik 5.15516 1.48374 2.53417e-07 2.70376e-06 Specific Thyroid_high
Bolal 5.13812 1.23438 2.77493e-07 2.95379e-06 Specific Thyroid_high
Rnf5 5.11444 1.29051 3.14669e-07 3.33998e-06 Specific Thyroid_high
Mkrnl 5.1114 1.13376 3.19783e-07 3.39054e-06 Specific Thyroid_high
Ebpl 5.09564 1.42973 3.4757e-07 3.6767e-06 Specific Thyroid_high
Zfp511 5.09023 1.12032 3.57624e-07 3.78058e-06 Specific Thyroid_high
Al1504432 5.07004 5.13209 3.97729e-07 4.19082e-06 Specific Thyroid_high
Nxt1 4.9919 1.12017 5.9787e-07 6.22252e-06 Specific Thyroid_high
Sfxn3 49717 1.01325 6.63676e-07 6.883e-06 Specific Thyroid_high

Exosc5 4.95145 1.13321 7.36631e-07 7.6176e-06 Specific Thyroid_high



Polr2d 4.93279 1.00073 8.10634e-07 8.35078e-06 Specific Thyroid_high
Mfsd10 4.91671 1.08247 8.80128e-07 9.04934e-06 Specific Thyroid_high
Dynclil 4.90523 2.79183 9.3316e-07 9.57936e-06 Specific Thyroid_high
Mpv17I2 4.90107 1.63608 9.53137e-07 9.78132e-06 Specific Thyroid_high
Aebpl 4.88992 1.89195 1.00876e-06 1.03292e-05 Specific Thyroid_high
Gm11730 4.88495 1.61596 1.03456e-06 1.05899e-05 Specific Thyroid_high
Eeflakmt2 4.87824 1.50134 1.07039e-06 1.09428e-05 Specific Thyroid_high
Rnf126 4.87763 1.10635 1.07367e-06 1.09729e-05 Specific Thyroid_high
Sival 4.82327 1.13717 1.41223e-06 1.4279e-05 Specific Thyroid_high
Cabpl 4.82153 2.23871 1.42465e-06 1.43959e-05 Specific Thyroid_high
St6galnac6 4.81283 1.32592 1.48811e-06 1.50277e-05 Specific Thyroid_high
Gipc3 4.80514 1.05619 1.54641e-06 1.56067e-05 Specific Thyroid_high
Midlipl 4.80046 1.20991 1.58303e-06 1.59713e-05 Specific Thyroid_high
Pop7 4.78322 1.00013 1.72507e-06 1.7361e-05 Specific Thyroid_high
Pcdh20 4.77616 5.79024 1.78674e-06 1.79592e-05 Specific Thyroid_high
Rtp3 4.77109 1.00955 1.83233e-06 1.84002e-05 Specific Thyroid_high
1110012L19Rik 4.74904 1.40101 2.04383e-06 2.04604e-05 Specific Thyroid_high
Acadvl 4.74651 1.01165 2.06952e-06 2.06984e-05 Specific Thyroid_high
Nop16 4.683 1.49535 2.82705e-06 2.80231e-05 Specific Thyroid_high
Tnfrsflb 4.67274 2.41211 2.9721e-06 2.93977e-05 Specific Thyroid_high
Cipc 4.66976 1.07728 3.01548e-06 2.98085e-05 Specific Thyroid_high
Med7 4.66324 1.04976 3.11273e-06 3.07323e-05 Specific Thyroid_high
Sdf2I1 4.63567 1.11476 3.5579e-06 3.49564e-05 Specific Thyroid_high
Gm10638 4.62431 1.79455 3.75839e-06 3.68702e-05 Specific Thyroid_high
Creldl 4.60854 1.26461 4.05511e-06 3.96725e-05 Specific Thyroid_high
Zfp524 4.54455 1.24938 5.5054e-06 5.32161e-05 Specific Thyroid_high
Sertad3 4.53147 1.10648 5.85736e-06 5.6483e-05 Specific Thyroid_high
Mustnl 4.52607 2.33901 6.00895e-06 5.78411e-05 Specific Thyroid_high
Bloclsl 4.50147 1.35563 6.74856e-06 6.48058e-05 Specific Thyroid_high
Cebpzos 4.48767 1.00252 7.20056e-06 6.89413e-05 Specific Thyroid_high
Alkbh7 4.48089 1.33243 7.43337e-06 7.1086e-05 Specific Thyroid_high
Lactb 4.4742 1.08964 7.66981e-06 7.32603e-05 Specific Thyroid_high
Thapll 4.4584 1.12717 8.25749e-06 7.8734e-05 Specific Thyroid_high
Cnpy4 4.42312 1.17859 9.72847e-06 9.20796e-05 Specific Thyroid_high
Ttc39c 4.35186 1.5302 1.34985e-05 0.000126063 Specific Thyroid_high
Chr3 4.34622 1.64969 1.38501e-05 0.000129197 Specific Thyroid_high
Agrp 4.33578 1.58258 1.45241e-05 0.00013521 Specific Thyroid_high
Eeflakmtl 4.32758 1.40715 1.50755e-05 0.000140223 Specific Thyroid_high
Tmem136 4.31186 3.30946 1.61885e-05 0.000150272 Specific Thyroid_high
Cdk5 4.30387 1.22512 1.67838e-05 0.000155574 Specific Thyroid_high
FbxI2 4.24311 1.51986 2.20447e-05 0.000202076 Specific Thyroid_high
Ptrhd1 4.24179 1.0041 2.21747e-05 0.000203152 Specific Thyroid_high
Mapla 4.23615 5.14927 2.27381e-05 0.00020802 Specific Thyroid_high
Gpr150 4.23226 3.27866 2.31349e-05 0.00021153 Specific Thyroid_high

Lin37 4.1964 1.22109 2.71189e-05 0.000245936 Specific Thyroid_high



1500011B03Rik 4.16869 1.55407 3.06356e-05 0.000275814 Specific Thyroid_high
Itgb4 4.12908 2.78697 3.64219e-05 0.000325639 Specific Thyroid_high
Nudt7 4.10513 1.44532 4.04079e-05 0.000359682 Specific Thyroid_high
Mrps31 4.08476 1.05961 4.41231e-05 0.000391135 Specific Thyroid_high
Plod2 4.03941 1.1774 5.35865e-05 0.000471272 Specific Thyroid_high
Cdpfl 3.99201 1.15443 6.55143e-05 0.000571194 Specific Thyroid_high
Tmed1 3.98606 1.33803 6.71788e-05 0.000585231 Specific Thyroid_high
Sez6I2 3.97513 2.9846 7.03414e-05 0.000611463 Specific Thyroid_high
Lhfp 3.92602 1.281 8.63646€e-05 0.000743541 Specific Thyroid_high
Glis2 3.88092 1.17215 0.000104061 0.000888554 Specific Thyroid_high
Pir 3.8784 1.02982 0.000105144 0.000897085 Specific Thyroid_high
Nfkbib 3.86062 1.0778 0.000113099 0.000961656 Specific Thyroid_high
Pcsk5 3.85504 1.96756 0.000115709 0.000983067 Specific Thyroid_high
Psme2b 3.85073 1.08501 0.000117764 0.00100001 Specific Thyroid_high
Eid2 3.84694 1.03037 0.000119602 0.00101481 Specific Thyroid_high
Wadrl8 3.83192 1.13453 0.000127148 0.00107404 Specific Thyroid_high
Thbsl 3.83032 2.56653 0.000127975 0.00108017 Specific Thyroid_high
Gm16046 3.81849 1.55466 0.000134272 0.00113067 Specific Thyroid_high
2310039H08Rik 3.81247 1.08388 0.000137583 0.00115584 Specific Thyroid_high
Mcub 3.81083 3.41516 0.0001385 0.00116324 Specific Thyroid_high
Sap30 3.80744 1.29061 0.000140414 0.00117839 Specific Thyroid_high
Hiplr 3.80343 1.05352 0.000142703 0.00119667 Specific Thyroid_high
Lsm10 3.7974 1.06263 0.000146219 0.00122551 Specific Thyroid_high
H2afy2 3.79545 1.10545 0.000147375 0.00123489 Specific Thyroid_high
Fam13la 3.78754 1.48082 0.000152147 0.00127289 Specific Thyroid_high
Znrd2 3.78202 1.07499 0.000155561 0.00130044 Specific Thyroid_high
Tenl 3.7782 1.03965 0.000157963 0.00131877 Specific Thyroid_high
Prorsdl 3.77021 1.05281 0.000163111 0.00135793 Specific Thyroid_high
Ogfod3 3.76947 1.23081 0.000163595 0.00136161 Specific Thyroid_high
Ss18I2 3.73335 1.22966 0.00018895 0.00156497 Specific Thyroid_high
Mex3d 3.69823 1.20663 0.000217111 0.0017863 Specific Thyroid_high
Zrsrl 3.68359 1.00964 0.000229971 0.00188298 Specific Thyroid_high
4930545L23Rik 3.68255 2.02197 0.000230913 0.00189022 Specific Thyroid_high
Atpl3a2 3.65924 1.20414 0.000252968 0.00205979 Specific Thyroid_high
Fgf13 3.63485 3.08995 0.000278138 0.00224885 Specific Thyroid_high
Ccdc112 3.60493 1.82026 0.000312234 0.00250447 Specific Thyroid_high
Gm11713 3.59992 1.37412 0.00031831 0.00254814 Specific Thyroid_high
Tmem251 3.5982 1.30031 0.000320422 0.00256314 Specific Thyroid_high
Gnptg 3.58231 1.13092 0.000340573 0.00271625 Specific Thyroid_high
Plcdl 3.57508 1.19761 0.000350116 0.00278754 Specific Thyroid_high
Dynlt1f 3.56014 1.53807 0.000370656 0.00293876 Specific Thyroid_high
Ccn3 3.55525 2.47404 0.000377624 0.00299254 Specific Thyroid_high
Polr2h 3.5163 1.01303 0.00043761 0.00344507 Specific Thyroid_high
Shf 3.48128 1.01537 0.000499026 0.00389909 Specific Thyroid_high

Syne3 3.47106 1.16552 0.000518412 0.00404469 Specific Thyroid_high



Cttnbp2 3.45804 1.6958 0.000544123 0.0042371 Specific Thyroid_high
Snail 3.45741 1.04494 0.000545399 0.00424601 Specific Thyroid_high
Pafahlb3 3.44007 2.18377 0.000581557 0.00451011 Specific Thyroid_high
Mad2I2 3.43283 1.02483 0.00059732 0.00462569 Specific Thyroid_high
Al467606 3.43171 1.97618 0.000599782 0.00464252 Specific Thyroid_high
Abhd8 3.37709 1.02469 0.000732567 0.00560183 Specific Thyroid_high
Gmnn 3.36855 1.22481 0.000755635 0.00577003 Specific Thyroid_high
Apol10b 3.36708 1.14478 0.000759674 0.00579538 Specific Thyroid_high
Eps8I2 3.352 1.51766 0.000802312 0.00609904 Specific Thyroid_high
Tmem4la 3.34634 1.15618 0.000818872 0.00621761 Specific Thyroid_high
Cby1 3.32868 1.03244 0.000872577 0.006599 Specific Thyroid_high
Aplpl 3.31902 1.90519 0.00090334 0.00681888 Specific Thyroid_high
Hmgb3 3.31302 1.15957 0.000922941 0.00696195 Specific Thyroid_high
Tubgl 3.29248 1.16135 0.000993096 0.00745111 Specific Thyroid_high
Znhit3 3.28904 1.2178 0.0010053 0.00753563 Specific Thyroid_high
Arl6 3.28519 1.20831 0.00101912 0.00763572 Specific Thyroid_high
Gm49267 3.27388 1.34829 0.0010608 0.00793144 Specific Thyroid_high
Zfp87 3.26329 1.14561 0.00110127 0.00820895 Specific Thyroid_high
Cyplal 3.26171 2.47537 0.00110743 0.00824949 Specific Thyroid_high
Usp43 3.25001 1.02004 0.00115402 0.00858862 Specific Thyroid_high
Zdhhc12 3.22008 1.2127 0.00128157 0.00948541 Specific Thyroid_high
Nrm 3.20404 1.81299 0.00135512 0.00998174 Specific Thyroid_high
Pbx1 53.2268 4.36677 0 0 Specific Adrenall_high
Chrm3 46.6003 3.9824 0 0 Specific Adrenall_high
Igfbp5 45,8882 4.90758 0 0 Specific Adrenall_high
Limchl 44.6147 2.81023 0 0 Specific Adrenall_high
AU021092 42.7118 3.57055 0 0 Specific Adrenall_high
Edil3 42.2601 4.85977 0 0 Specific Adrenall_high
Ptprg 41.7993 2.14791 0 0 Specific Adrenall_high
Ptpru 40.6041 3.28771 0 0 Specific Adrenall_high
Rsad2 40.0393 2.84833 0 0 Specific Adrenall_high
Timp3 39.6512 1.94125 0 0 Specific Adrenall_high
Hipk2 39.5487 2.4356 0 0 Specific Adrenall_high
Npr3 39.5179 4.54333 0 0 Specific Adrenall_high
Inpp4b 39.3677 2.87784 0 0 Specific Adrenall_high
Fam117b 38.5078 2.26441 0 0 Specific Adrenall_high
Ifi44 38.2073 2.71152 0 0 Specific Adrenall_high
Rhob 37.0783 2.13292 6.2789e-301 1.1924e-297 Specific Adrenall_high
Tgfbr2 36.7244 2.09366 2.9844e-295 5.3529e-292 Specific Adrenall_high
Insr 36.1331 2.42454 6.851e-286 1.1641e-282 Specific Adrenall_high
Cd9 35.1315 2.18047 2.2243e-270 3.5906e-267 Specific Adrenall_high
Dnm3 34.97 2.72823 6.4307e-268 9.8865e-265 Specific Adrenall_high
Meis2 34.7831 1.83357 4.3727e-265 6.4169e-262 Specific Adrenall_high
Rapgef4 34.2822 2.25323 1.4466e-257 2.0306e-254 Specific Adrenall_high

Emcn 33.651 2.27129 3.0098e-248 4.0488e-245 Specific Adrenall_high



Rgcc 33.3217 2.53214 1.8721e-243 2.4176e-240 Specific Adrenall_high
Plpp1 33.2677 1.51945 1.1313e-242 1.4048e-239 Specific Adrenall_high
Nav3 33.106 3.25022 2.4333e-240 2.9096e-237 Specific Adrenall_high
Pcdhl7 33.0355 1.98019 2.5116e-239 2.896e-236 Specific Adrenall_high
Ramp3 32.9881 2.23317 1.2042e-238 1.3406e-235 Specific Adrenall_high
Gimap4 32.9576 1.70731 3.2963e-238 3.5474e-235 Specific Adrenall_high
Irx3 32.2374 2.77117 5.2784e-228 5.4972e-225 Specific Adrenall_high
Tshz2 31.6806 1.63981 2.878e-220 2.9036e-217 Specific Adrenall_high
Prkd1 31.4858 2.30471 1.3591e-217 1.3296e-214 Specific Adrenall_high
D5Ertd615e 31.4283 4.34272 8.3e-217 7.8813e-214 Specific Adrenall_high
Ebfl 31.3289 2.2458 1.8861e-215 1.7398e-212 Specific Adrenall_high
Fabp4 31.2044 2.01268 9.2888e-214 8.3303e-211 Specific Adrenall_high
Jup 31.0916 1.82541 3.1265e-212 2.728e-209 Specific Adrenall_high
Ly6e 30.8819 1.88355 2.0888e-209 1.7747e-206 Specific Adrenall_high
Gimap5 30.8024 2.18086 2.4346e-208 2.0154e-205 Specific Adrenall_high
Pdia5 30.6417 2.47402 3.4076e-206 2.7503e-203 Specific Adrenall_high
Ltbpl 30.0085 2.306 7.6121e-198 5.5854e-195 Specific Adrenall_high
Gimap6 29.7911 1.46589 5.0881e-195 3.6504e-192 Specific Adrenall_high
Tcim 29.7457 1.58018 1.9691e-194 1.382e-191 Specific Adrenall_high
Arhgap26 29.3434 1.63911 2.9053e-189 1.9957e-186 Specific Adrenall_high
Fkbp5 29.2957 2.62868 1.1777e-188 7.9215e-186 Specific Adrenall_high
Zfhx3 29.008 1.66107 5.2198e-185 3.4392e-182 Specific Adrenall_high
Ednrb 28.9602 2.02359 2.0903e-184 1.3497e-181 Specific Adrenall_high
Cpedl 28.928 2.16754 5.3103e-184 3.3616e-181 Specific Adrenall_high
Dram1 28.624 3.1999 3.3792e-180 2.098e-177 Specific Adrenall_high
Tmeml76a 28.5345 1.8619 4.3681e-179 2.6608e-176 Specific Adrenall_high
1gfbp3 28.4307 2.31524 8.4533e-178 5.054e-175 Specific Adrenall_high
Piezo2 28.3855 1.96805 3.0506e-177 1.7907e-174 Specific Adrenall_high
Tmem176b 28.0915 1.72052 1.2454e-173 7.0538e-171 Specific Adrenall_high
Cdcl4a 28.0689 1.93319 2.3516e-173 1.309e-170 Specific Adrenall_high
Exoc3I2 27.9214 1.3869 1.4662e-171 8.0233e-169 Specific Adrenall_high
Tek 27.8728 1.27737 5.6955e-171 3.0647e-168 Specific Adrenall_high
Slit3 27.8321 3.16838 1.7738e-170 9.3881e-168 Specific Adrenall_high
Dysf 27.8156 1.38936 2.8098e-170 1.4631e-167 Specific Adrenall_high
Entpdl 27.7969 2.13359 4.7246e-170 2.4212e-167 Specific Adrenall_high
Tnfaip2 27.7159 2.01757 4.4923e-169 2.2661e-166 Specific Adrenall_high
Btgl 27.5763 1.84845 2.1403e-167 1.047e-164 Specific Adrenall_high
S100a10 27.381 1.45356 4.6189e-165 2.2257e-162 Specific Adrenall_high
S100a6 27.3711 2.06794 6.051e-165 2.8729e-162 Specific Adrenall_high
Itgb5 27.1632 2.68543 1.7689e-162 8.2766e-160 Specific Adrenall_high
Lmo2 27.0871 1.61217 1.3958e-161 6.4378e-159 Specific Adrenall_high
Flt1 26.7445 1.1128 1.4301e-157 6.5032e-155 Specific Adrenall_high
Cd200 26.7322 1.84824 1.9912e-157 8.9285e-155 Specific Adrenall_high
Etl4 26.6825 1.569 7.5108e-157 3.3217e-154 Specific Adrenall_high

KIf12 26.6565 1.68582 1.5046e-156 6.4768e-154 Specific Adrenall_high



Tanc2 26.4183 1.86405 8.4528e-154 3.5908e-151 Specific Adrenall_high
Palm 26.3466 2.23847 5.6155e-153 2.3545e-150 Specific Adrenall_high
Mcf2l 26.034 1.85249 2.0444e-149 8.462e-147 Specific Adrenall_high
Tspanl5 25.9709 1.64898 1.0556e-148 4.314e-146 Specific Adrenall_high
H2-D1 25.8872 1.25639 9.2725e-148 3.7421e-145 Specific Adrenall_high
Plvap 25.7844 2.32473 1.3251e-146 5.2818e-144 Specific Adrenall_high
Thrsp 25.7268 1.70845 5.8614e-146 2.3077e-143 Specific Adrenall_high
Chst8 25.7149 4.23306 7.9568e-146 3.095e-143 Specific Adrenall_high
Thxa2r 24.9757 1.64857 1.1221e-137 4.2619e-135 Specific Adrenall_high
F2r 24.9266 1.47195 3.8304e-137 1.4214e-134 Specific Adrenall_high
Ehd4 24.9226 1.71302 4.2342e-137 1.5534e-134 Specific Adrenall_high
Esml 24.8236 2.05082 4.9918e-136 1.8108e-133 Specific Adrenall_high
Samd12 24.7774 1.56022 1.571e-135 5.6354e-133 Specific Adrenall_high
Kalrn 24.6674 1.74717 2.3953e-134 8.498e-132 Specific Adrenall_high
Chn2 24.6471 2.08656 3.9553e-134 1.3731e-131 Specific Adrenall_high
Cd34 24.5902 1.60374 1.6071e-133 5.5198e-131 Specific Adrenall_high
Laptm4a 24.411 1.15299 1.3079e-131 4.4449e-129 Specific Adrenall_high
Akapl3 24.306 1.43355 1.6933e-130 5.6947e-128 Specific Adrenall_high
Cavin3 24.2921 1.5769 2.3744e-130 7.9029e-128 Specific Adrenall_high
Chst11 24.1847 2.06762 3.2275e-129 1.0633e-126 Specific Adrenall_high
Apbb2 24.1572 1.07487 6.2753e-129 2.0464e-126 Specific Adrenall_high
Ccdc85a 24.0503 1.74228 8.2848e-128 2.6748e-125 Specific Adrenall_high
Eogt 23.9155 1.6847 2.115e-126 6.6943e-124 Specific Adrenall_high
Inpp5d 23.8453 1.62926 1.1343e-125 3.4877e-123 Specific Adrenall_high
Btnl9 23.8007 1.35702 3.2814e-125 9.9008e-123 Specific Adrenall_high
Plpp3 23.7784 1.16476 5.5856e-125 1.6697e-122 Specific Adrenall_high
Svil 23.6799 1.6041 5.806e-124 1.7041e-121 Specific Adrenall_high
Gm12002 23.5507 1.94189 1.2342e-122 3.5263e-120 Specific Adrenall_high
Lrrc3b 23.5055 2.23278 3.5846e-122 1.0152e-119 Specific Adrenall_high
Airn 23.4893 1.67953 5.2454e-122 1.4726e-119 Specific Adrenall_high
Dock6 23.3512 1.38828 1.3416e-120 3.7338e-118 Specific Adrenall_high
Tmem26 23.3413 3.2553 1.6903e-120 4.6642e-118 Specific Adrenall_high
2610307P16Rik 23.2617 2.29345 1.0823e-119 2.9363e-117 Specific Adrenall_high
Mettl24 22.9724 4.09227 8.8032e-117 2.3296e-114 Specific Adrenall_high
Cyp20al 22.8254 1.85445 2.5687e-115 6.6879e-113 Specific Adrenall_high
PodxI 22.6328 1.23891 2.0615e-113 5.3244e-111 Specific Adrenall_high
Ldb2 22.5714 1.18116 8.2788e-113 2.1213e-110 Specific Adrenall_high
H2-Q7 22.5467 1.35117 1.4457e-112 3.6753e-110 Specific Adrenall_high
Vamp5 22.5395 1.07238 1.7016e-112 4.2918e-110 Specific Adrenall_high
Efnb2 22.3833 1.40045 5.7252e-111 1.4329e-108 Specific Adrenall_high
Pmp22 22.2707 1.86961 7.1095e-110 1.7656e-107 Specific Adrenall_high
Aigl 22.2197 1.67015 2.2148e-109 5.4584e-107 Specific Adrenall_high
Chd9 22.0714 1.4856 5.9562e-108 1.4458e-105 Specific Adrenall_high
Adamts6 21.9944 3.25294 3.2596e-107 7.8534e-105 Specific Adrenall_high

Gimapl 21.8782 1.3482 4.1864e-106 1.0012e-103 Specific Adrenall_high



1110rb 21.7777 1.43054 3.7745e-105 8.9603e-103 Specific Adrenall_high
Rcsdl 21.6532 1.5863 5.6703e-104 1.2983e-101 Specific Adrenall_high
Gng2 21.4475 1.95567 4.8186e-102 1.0879e-99 Specific Adrenall_high
Atplal 21.3492 1.23162 3.9678e-101 8.8345e-99 Specific Adrenall_high
Irx5 21.3286 3.17792 6.1672e-101 1.36376e-98 Specific Adrenall_high
Apobec3 21.2137 1.70842 7.1402e-100 1.56818e-97 Specific Adrenall_high
Slc44a2 21.1551 1.42394 2.4754e-99 5.3999e-97 Specific Adrenall_high
Myole 21.0537 1.55124 2.11658e-98 4.58616e-96 Specific Adrenall_high
Lims2 21.0413 1.26127 2.74674e-98 5.91191e-96 Specific Adrenall_high
Col15a1 21.0139 1.6298 4.89741e-98 1.04711e-95 Specific Adrenall_high
Boc 20.9736 3.04913 1.14349e-97 2.42878e-95 Specific Adrenall_high
Fam167b 20.9568 1.1367 1.62624e-97 3.43158e-95 Specific Adrenall_high
Kank3 20.9472 1.10855 1.99068e-97 4.17331e-95 Specific Adrenall_high
Tnfsf10 20.9324 1.17118 2.71315e-97 5.65123e-95 Specific Adrenall_high
Malatl 20.877 1.16397 8.66363e-97 1.79298e-94 Specific Adrenall_high
Ly6cl 20.7287 1.95286 1.9095e-95 3.92664e-93 Specific Adrenall_high
Selenom 20.6836 1.21827 4.86811e-95 9.94728e-93 Specific Adrenall_high
Micalll 20.6051 1.75113 2.4679e-94 5.01108e-92 Specific Adrenall_high
Mfge8 20.5862 1.18989 3.6464e-94 7.35775e-92 Specific Adrenall_high
Rarb 20.4299 1.36041 9.06437e-93 1.81766e-90 Specific Adrenall_high
Ephbl 20.3981 2.38779 1.73727e-92 3.44097e-90 Specific Adrenall_high
Sdk1 20.3972 4.13101 1.77024e-92 3.48488e-90 Specific Adrenall_high
9530026P05Rik 20.3773 1.20154 2.66004e-92 5.20482e-90 Specific Adrenall_high
Mtdh 20.3544 1.09463 4.24706e-92 8.26002e-90 Specific Adrenall_high
Ankrd28 20.347 1.43075 4.93347e-92 9.53756e-90 Specific Adrenall_high
1115 20.31 1.88867 1.04945e-91 2.01676e-89 Specific Adrenall_high
Tsc22d1 20.3059 1.2038 1.14072e-91 2.17918e-89 Specific Adrenall_high
Ifitm3 20.2321 1.07596 5.1091e-91 9.58996e-89 Specific Adrenall_high
Asph 20.1334 2.35739 3.7597e-90 6.97597e-88 Specific Adrenall_high
Myolb 20.0317 1.65415 2.91252e-89 5.37318e-87 Specific Adrenall_high
T 19.9676 3.31493 1.05296e-88 1.93153e-86 Specific Adrenall_high
Fgfl 19.931 1.983 2.18933e-88 3.99337e-86 Specific Adrenall_high
Grb10 19.9133 1.23197 3.12158e-88 5.66181e-86 Specific Adrenall_high
MpzI1 19.8793 1.31356 6.15043e-88 1.10931e-85 Specific Adrenall_high
Nfat5 19.7281 1.03919 1.23801e-86 2.19611e-84 Specific Adrenall_high
Ly6a 19.642 1.55409 6.77018e-86 1.1944e-83 Specific Adrenall_high
Deptor 19.6159 2.54249 1.13073e-85 1.97327e-83 Specific Adrenall_high
Trim30a 19.561 1.15452 3.32761e-85 5.7759¢e-83 Specific Adrenall_high
Spredl 19.5552 1.20778 3.7224e-85 6.42661e-83 Specific Adrenall_high
Sipall2 19.5218 1.72519 7.17048e-85 1.23138e-82 Specific Adrenall_high
Asap2 19.517 1.41975 7.87643e-85 1.34545e-82 Specific Adrenall_high
Evalb 19.5092 1.0948 9.17414e-85 1.55888e-82 Specific Adrenall_high
Sox4 19.423 1.40971 4.93764e-84 8.21709e-82 Specific Adrenall_high
Fstll 19.3274 1.99888 3.15975e-83 5.23142e-81 Specific Adrenall_high

Clics 19.3265 1.27171 3.21587e-83 5.29717e-81 Specific Adrenall_high



Cldn15 19.2972 2.55329 5.66432e-83 9.28287e-81 Specific Adrenall_high
lcam2 19.2823 1.04127 7.56424e-83 1.23339e-80 Specific Adrenall_high
Resfl 19.237 1.4767 1.81267e-82 2.9408e-80 Specific Adrenall_high
Lmtk3 19.2009 4.02802 3.63834e-82 5.84396e-80 Specific Adrenall_high
Cds1 19.0869 1.12986 3.24461e-81 5.18576e-79 Specific Adrenall_high
Colgalt2 19.0629 1.55434 5.13178e-81 8.16155e-79 Specific Adrenall_high
Shisa5 19.0355 1.03742 8.67479e-81 1.36617e-78 Specific Adrenall_high
Nisch 18.9481 1.09476 4.57658e-80 7.13792e-78 Specific Adrenall_high
Myolc 18.9469 1.10087 4.67991e-80 7.26398e-78 Specific Adrenall_high
Mami3 18.9153 1.11513 8.5301e-80 1.3114e-77 Specific Adrenall_high
Tspanl2 18.8097 1.10622 6.29043e-79 9.62495e-77 Specific Adrenall_high
Zbtb16 18.7883 3.2245 9.41283e-79 1.43346e-76 Specific Adrenall_high
Tspo 18.7591 1.05724 1.63246e-78 2.47437e-76 Specific Adrenall_high
Plscr2 18.7288 1.13984 2.88303e-78 4.32924e-76 Specific Adrenall_high
Empl 18.7221 1.83827 3.27138e-78 4.86711e-76 Specific Adrenall_high
Rail4 18.7115 1.23117 3.98928e-78 5.90797e-76 Specific Adrenall_high
Abcg2 18.4638 1.04302 4.03578e-76 5.84284e-74 Specific Adrenall_high
Efnal 18.3473 1.16076 3.46927e-75 4.97802e-73 Specific Adrenall_high
Grrpl 18.3458 1.44504 3.56825e-75 5.09738e-73 Specific Adrenall_high
Arhgef3 18.3412 1.02075 3.88159¢e-75 5.52058e-73 Specific Adrenall_high
Ppfibpl 18.2176 1.06076 3.74188e-74 5.2754e-72 Specific Adrenall_high
Col4a3 18.2021 2.25828 4.9623e-74 6.96556e-72 Specific Adrenall_high
Pde8a 18.2006 1.17859 5.10324e-74 7.13239e-72 Specific Adrenall_high
Qasl2 18.15 1.50411 1.28402e-73 1.77916e-71 Specific Adrenall_high
Emidl 17.778 2.30443 1.04613e-70 1.41315e-68 Specific Adrenall_high
Ctnna3 17.7702 2.25144 1.20247e-70 1.61758e-68 Specific Adrenall_high
Mapt 17.7182 2.26776 3.03296e-70 4.06303e-68 Specific Adrenall_high
Ccrl2 17.6511 1.71477 9.9714e-70 1.3248e-67 Specific Adrenall_high
Cyba 17.635 1.03775 1.32584e-69 1.75429e-67 Specific Adrenall_high
Egrl 17.5816 2.17946 3.40664e-69 4.48911e-67 Specific Adrenall_high
Plat 17.5011 1.64587 1.4063e-68 1.8234e-66 Specific Adrenall_high
Lrgl 17.4731 2.42546 2.29836€e-68 2.95628e-66 Specific Adrenall_high
Pip4k2a 17.4102 1.00288 6.90046€e-68 8.84052e-66 Specific Adrenall_high
Uppl 17.0551 1.39946 3.20604e-65 3.99641e-63 Specific Adrenall_high
Ano6 17.0337 1.33709 4.61833e-65 5.71275e-63 Specific Adrenall_high
Thbxasl 17.0286 2.78223 5.04055e-65 6.21123e-63 Specific Adrenall_high
Maplb 17.0113 1.62169 6.77437e-65 8.31598e-63 Specific Adrenall_high
Psmb8 16.9796 1.01008 1.16242e-64 1.41618e-62 Specific Adrenall_high
Bach2 16.9251 1.47054 2.93974e-64 3.50673e-62 Specific Adrenall_high
Slfn2 16.925 1.96439 2.94354e-64 3.50673e-62 Specific Adrenall_high
Map3k5 16.907 1.73964 3.99702e-64 4.74425e-62 Specific Adrenall_high
Sh2d3c 16.9063 1.14004 4.04601e-64 4.78481e-62 Specific Adrenall_high
Aplnr 16.6358 1.35846 3.83745e-62 4.45655e-60 Specific Adrenall_high
Rflnb 16.5974 1.0677 7.27328e-62 8.41641e-60 Specific Adrenall_high

Jam3 16.5663 1.06757 1.22075e-61 1.39759e-59 Specific Adrenall_high



Plaur 16.5576 2.32241 1.41028e-61 1.60886e-59 Specific Adrenall_high
Cmpk2 16.5288 1.73417 2.27782e-61 2.58941e-59 Specific Adrenall_high
Mxra8 16.527 1.54104 2.3454e-61 2.64759e-59 Specific Adrenall_high
Pnp 16.5238 1.14308 2.47118e-61 2.77522e-59 Specific Adrenall_high
ler2 16.4956 1.28869 3.94923e-61 4.4118e-59 Specific Adrenall_high
Thrb 16.4576 3.22503 7.39913e-61 8.20896e-59 Specific Adrenall_high
Enpep 16.3485 1.13562 4.45638e-60 4.91039e-58 Specific Adrenall_high
Saraf 16.3218 1.0851 6.9022e-60 7.55381e-58 Specific Adrenall_high
Helz2 16.314 1.59986 7.84851e-60 8.56045e-58 Specific Adrenall_high
Nectin2 16.2721 1.24837 1.55704e-59 1.69255e-57 Specific Adrenall_high
Thllxrl 16.2267 1.53303 3.26464e-59 3.5133e-57 Specific Adrenall_high
Kifl3a 16.1829 1.12307 6.66223e-59 7.14585e-57 Specific Adrenall_high
Nid2 16.1657 1.96337 8.80552e-59 9.38238e-57 Specific Adrenall_high
4833403J16Rik 16.1234 1.90174 1.74654e-58 1.85484e-56 Specific Adrenall_high
Tnfrsflla 15.9974 2.9178 1.33304e-57 1.39731e-55 Specific Adrenall_high
Arap2 15.9592 1.12287 2.45818e-57 2.56007e-55 Specific Adrenall_high
Irf7 15.9589 1.51153 2.4702e-57 2.56433e-55 Specific Adrenall_high
1133 15.83 2.91699 1.93325e-56 1.96893e-54 Specific Adrenall_high
Gimap8 15.7958 1.04941 3.3262e-56 3.35583e-54 Specific Adrenall_high
Stk10 15.7521 1.45523 6.64068e-56 6.61711e-54 Specific Adrenall_high
Ccnd3 15.7269 1.21313 9.89741e-56 9.83194e-54 Specific Adrenall_high
Emp3 15.6189 1.64544 5.4088e-55 5.25974e-53 Specific Adrenall_high
Ncoa7 15.5839 1.09341 9.37085e-55 9.05802e-53 Specific Adrenall_high
Grasp 15.5127 1.02309 2.8489%e-54 2.7374e-52 Specific Adrenall_high
Gent2 15.5123 1.5844 2.86366e-54 2.74342e-52 Specific Adrenall_high
Bcl211 15.4562 1.07112 6.85635e-54 6.5105e-52 Specific Adrenall_high
2410006H16Rik 15.4497 1.54209 7.58279e-54 7.17919e-52 Specific Adrenall_high
Prex1 15.4128 1.39243 1.34346e-53 1.26454e-51 Specific Adrenall_high
Brd2 15.3385 1.02378 4.23143e-53 3.92562e-51 Specific Adrenall_high
Slco3al 15.2841 1.04754 9.76616e-53 8.98292e-51 Specific Adrenall_high
Ifit3 15.2472 1.67293 1.7185e-52 1.57619e-50 Specific Adrenall_high
Sema7a 15.2193 1.21882 2.63415e-52 2.38886e-50 Specific Adrenall_high
Hapinl 15.2078 3.64809 3.13936e-52 2.83906e-50 Specific Adrenall_high
Thsd7a 15.161 2.4197 6.40433e-52 5.75944e-50 Specific Adrenall_high
Herc6 15.1122 1.17233 1.34498e-51 1.19293e-49 Specific Adrenall_high
Sult2bl 15.0072 4.49058 6.58824e-51 5.74868e-49 Specific Adrenall_high
Bik 14.8715 1.12767 5.04605e-50 4.33276e-48 Specific Adrenall_high
Tusc3 14.8687 1.2715 5.26169e-50 4.50594e-48 Specific Adrenall_high
Isg15 14.8036 1.32631 1.38862e-49 1.16749e-47 Specific Adrenall_high
Plgrkt 14.7394 1.18084 3.59881e-49 2.98683e-47 Specific Adrenall_high
Smad5 14.7288 1.26271 4.20896e-49 3.48427e-47 Specific Adrenall_high
Notch4 14.683 1.10985 8.28458e-49 6.80579e-47 Specific Adrenall_high
Btg2 14.6427 1.17434 1.49889e-48 1.21894e-46 Specific Adrenall_high
Wafyl 14.6208 1.24091 2.06934e-48 1.67441e-46 Specific Adrenall_high

Fam110a 14.5612 1.97143 4.9584e-48 4.00205e-46 Specific Adrenall_high



Cebpb 14.4325 1.94521 3.23109e-47 2.56304e-45 Specific Adrenall_high
Dchs1 14.3417 1.39388 1.20006€e-46 9.44971e-45 Specific Adrenall_high
Tm6sfl 14.2996 1.55373 2.19907e-46 1.71906e-44 Specific Adrenall_high
Zdhhc14 14.206 1.21434 8.40664e-46 6.49302e-44 Specific Adrenall_high
Itprip 14.1512 2.19507 1.83561e-45 1.40101e-43 Specific Adrenall_high
Hoxa7 14.1243 2.63558 2.68928e-45 2.03811e-43 Specific Adrenall_high
Trafdl 14.1001 1.24067 3.79062e-45 2.83945e-43 Specific Adrenall_high
Pola2 14.0936 1.40257 4.16016e-45 3.10904e-43 Specific Adrenall_high
BC052040 14.0877 1.82513 4.52074e-45 3.37072e-43 Specific Adrenall_high
Car7 14.0552 2.42396 7.15828e-45 5.31276e-43 Specific Adrenall_high
Endod1 14.0524 1.22296 7.45008e-45 5.51665e-43 Specific Adrenall_high
Caskin2 14.0285 1.04756 1.04372e-44 7.67573e-43 Specific Adrenall_high
Arhgap27 14.0105 1.49094 1.34443e-44 9.81447e-43 Specific Adrenall_high
Ptpnl 14.0006 1.15807 1.54525e-44 1.12361e-42 Specific Adrenall_high
Gda 13.9884 1.78409 1.83401e-44 1.3276e-42 Specific Adrenall_high
Inpp5k 13.9769 1.17821 2.15555e-44 1.55687e-42 Specific Adrenall_high
Dll4 13.943 1.02045 3.47011e-44 2.49516e-42 Specific Adrenall_high
Rbfox3 13.9427 2.75893 3.48655e-44 2.50141e-42 Specific Adrenall_high
Tnxb 13.806 3.18547 2.34432e-43 1.65254e-41 Specific Adrenall_high
Rflna 13.7859 2.45936 3.09799e-43 2.17905e-41 Specific Adrenall_high
Phidal 13.7761 2.31376 3.55073e-43 2.48667e-41 Specific Adrenall_high
Gm35533 13.7586 2.14977 4.51937e-43 3.15136e-41 Specific Adrenall_high
Cdc42ep4 13.747 1.49501 5.30695e-43 3.68462e-41 Specific Adrenall_high
Sema4c 13.5529 1.21808 7.61455e-42 5.10033e-40 Specific Adrenall_high
Smtn 13.5286 1.06897 1.06027e-41 7.05791e-40 Specific Adrenall_high
Cirbp 13.517 1.34605 1.24192e-41 8.21626e-40 Specific Adrenall_high
Gjcl 13.3786 1.17905 8.06363e-41 5.18632e-39 Specific Adrenall_high
Fcerlg 13.286 1.61219 2.79134e-40 1.781e-38 Specific Adrenall_high
Gimap9 13.2485 1.27784 4.60485e-40 2.92077e-38 Specific Adrenall_high
Sema3g 13.2482 1.87244 4.62324e-40 2.92669e-38 Specific Adrenall_high
Lamb2 13.2154 1.0019 7.1483e-40 4.49869e-38 Specific Adrenall_high
Csfl 13.152 1.23494 1.65642e-39 1.02251e-37 Specific Adrenall_high
Nin 13.0554 1.04077 5.91828e-39 3.58483e-37 Specific Adrenall_high
Manlcl 13.0351 1.00582 7.7314e-39 4.63956e-37 Specific Adrenall_high
Smad3 13.0188 1.29518 9.56249e-39 5.71713e-37 Specific Adrenall_high
Spryl 12.9967 1.34747 1.27701e-38 7.60672e-37 Specific Adrenall_high
Calml4 12.9153 1.47241 3.68847e-38 2.17549e-36 Specific Adrenall_high
Galnt10 12.9153 1.11299 3.69264e-38 2.17549e-36 Specific Adrenall_high
Anxa6 12.9084 1.56172 4.03676e-38 2.35679e-36 Specific Adrenall_high
Ripor2 12.8047 1.75731 1.54271e-37 8.86236e-36 Specific Adrenall_high
Hoxb7 12.6571 2.81099 1.02138e-36 5.75483e-35 Specific Adrenall_high
Mylk 12.5943 1.93313 2.27034e-36 1.26594e-34 Specific Adrenall_high
Hbegf 12.3862 1.11736 3.10539e-35 1.67096e-33 Specific Adrenall_high
Col4ad 12.2864 2.29538 1.07166e-34 5.62577e-33 Specific Adrenall_high

Lbp 12.2174 1.16125 2.51073e-34 1.29902e-32 Specific Adrenall_high



Chchd10 12.1877 1.98141 3.61379e-34 1.85782e-32 Specific Adrenall_high
Ifitl 12.1746 1.49191 4.24406e-34 2.17491e-32 Specific Adrenall_high
Lrpapl 12.1654 1.04041 4.75036e-34 2.43051e-32 Specific Adrenall_high
Ninj1 12.0579 1.17424 1.76333e-33 8.85369e-32 Specific Adrenall_high
Mark4 11.9263 1.01922 8.63145e-33 4.2415e-31 Specific Adrenall_high
Paldl 11.9008 1.32759 1.17283e-32 5.72843e-31 Specific Adrenall_high
Macol 11.8897 1.07913 1.33897e-32 6.52014e-31 Specific Adrenall_high
Nup210 11.87 3.94521 1.69378e-32 8.18618e-31 Specific Adrenall_high
Mknk2 11.8574 1.03063 1.97122e-32 9.49864e-31 Specific Adrenall_high
Kcnj8 11.8497 2.76269 2.15897e-32 1.03569e-30 Specific Adrenall_high
Ncor2 11.8148 1.30415 3.27177e-32 1.56488e-30 Specific Adrenall_high
Firt3 11.7972 3.69107 4.03508e-32 1.92426e-30 Specific Adrenall_high
Dkk2 11.7884 1.8029 4.47741e-32 2.12891e-30 Specific Adrenall_high
Anapcl6 11.7768 1.09312 5.13805e-32 2.43586e-30 Specific Adrenall_high
Phflld 11.7562 1.11583 6.56557e-32 3.09897e-30 Specific Adrenall_high
Plekha5 11.5792 1.1961 5.2563e-31 2.39351e-29 Specific Adrenall_high
Gm30382 11.5413 2.36831 8.16652e-31 3.69784e-29 Specific Adrenall_high
Acyp2 11.5113 1.06728 1.15715e-30 5.19592e-29 Specific Adrenall_high
Gcehfr 11.4208 1.29107 3.29261e-30 1.44236e-28 Specific Adrenall_high
Agrn 11.4095 1.09944 3.74814e-30 1.63525e-28 Specific Adrenall_high
Lurap1l 11.3931 1.44037 4.52754e-30 1.96204e-28 Specific Adrenall_high
Ncehl 11.3889 1.26086 4.75142e-30 2.05354e-28 Specific Adrenall_high
Ppmil 11.19 1.84619 4.56505e-29 1.8751e-27 Specific Adrenall_high
Litaf 11.1371 1.14488 8.27729e-29 3.37841e-27 Specific Adrenall_high
Hoxb6 11.0594 2.53579 1.97432e-28 8.01772e-27 Specific Adrenall_high
Mal 11.054 1.37965 2.09748e-28 8.47387e-27 Specific Adrenall_high
Junos 10.9809 1.64517 4.72183e-28 1.85456e-26 Specific Adrenall_high
Rph3al 10.9624 1.87976 5.79416e-28 2.26197e-26 Specific Adrenall_high
N4bp3 10.948 1.42517 6.79548e-28 2.64647e-26 Specific Adrenall_high
Mfng 10.9323 1.10673 8.0808e-28 3.12816e-26 Specific Adrenall_high
Xyltl 10.8964 1.69601 1.19935e-27 4.58235e-26 Specific Adrenall_high
Arhgef26 10.862 2.38192 1.749e-27 6.612e-26 Specific Adrenall_high
Tle3 10.8289 1.3959 2.51106e-27 9.44867e-26 Specific Adrenall_high
Unc5b 10.8029 1.35915 3.3339%e-27 1.24722e-25 Specific Adrenall_high
Bambi 10.7754 1.1718 4.49805e-27 1.67111e-25 Specific Adrenall_high
Ppmle 10.6718 1.72771 1.37956e-26 5.03268e-25 Specific Adrenall_high
Crispld1 10.6696 1.68464 1.41184e-26 5.13881e-25 Specific Adrenall_high
Lrrc8b 10.6691 1.26545 1.41996e-26 5.16256e-25 Specific Adrenall_high
Tspan3 10.554 1.16665 4.86636e-26 1.7322e-24 Specific Adrenall_high
Stom 10.5215 1.09653 6.87945e-26 2.43801e-24 Specific Adrenall_high
Rassf9 10.4867 1.12754 9.94136e-26 3.51156e-24 Specific Adrenall_high
Synpo 10.4307 1.46614 1.79614e-25 6.24876e-24 Specific Adrenall_high
Galnt15 10.417 1.05171 2.07367e-25 7.1833e-24 Specific Adrenall_high
Gpx8 10.414 1.50022 2.14052e-25 7.40695e-24 Specific Adrenall_high

Ifi213 10.3886 2.08327 2.7943e-25 9.60746e-24 Specific Adrenall_high



Cplanel 10.2005 1.07549 1.97162e-24 6.52858e-23 Specific Adrenall_high
1fi206 10.16 2.53515 2.99158e-24 9.80539e-23 Specific Adrenall_high
C430049B03Rik 10.1208 1.3501 4.46875e-24 1.43842e-22 Specific Adrenall_high
Cmkirl 10.1173 3.75961 4.63236e-24 1.48812e-22 Specific Adrenall_high
Rftn2 10.1038 1.6783 5.3113e-24 1.69946e-22 Specific Adrenall_high
Arl3 10.1037 1.00687 5.32193e-24 1.70117e-22 Specific Adrenall_high
Tapl 10.0988 1.06874 5.59285e-24 1.78424e-22 Specific Adrenall_high
Sulf2 10.0971 2.66597 5.6889e-24 1.81309e-22 Specific Adrenall_high
Nck2 10.0838 1.31381 6.51229e-24 2.07142e-22 Specific Adrenall_high
9530082P21Rik 10.0466 1.08151 9.50423e-24 3.00827e-22 Specific Adrenall_high
Neol 10.0153 1.60124 1.30601e-23 4.09762e-22 Specific Adrenall_high
Nuakl 9.99589 1.21777 1.58854e-23 4.94084e-22 Specific Adrenall_high
Itgav 9.99407 1.1498 1.61803e-23 5.02772e-22 Specific Adrenall_high
H2-Abl 9.96682 2.60886 2.1293e-23 6.5784e-22 Specific Adrenall_high
Amnl 9.93052 1.41466 3.06646e-23 9.42862e-22 Specific Adrenall_high
Jkamp 9.92641 1.16507 3.19538e-23 9.8157e-22 Specific Adrenall_high
Gm6213 9.91778 2.87711 3.48433e-23 1.06627e-21 Specific Adrenall_high
Tes 9.8732 1.71261 5.44008e-23 1.65535e-21 Specific Adrenall_high
Rps6ka5 9.85618 1.435 6.44563e-23 1.95213e-21 Specific Adrenall_high
Stard13 9.85288 1.09499 6.66066€e-23 2.01159-21 Specific Adrenall_high
Zfasl 9.84313 1.22023 7.33933e-23 2.21242e-21 Specific Adrenall_high
Slfn3 9.82779 1.71386 8.5477e-23 2.57188e-21 Specific Adrenall_high
Mmp28 9.7996 1.79677 1.13037e-22 3.38534e-21 Specific Adrenall_high
Trerfl 9.79495 1.0261 1.18356e-22 3.53807e-21 Specific Adrenall_high
Atp9a 9.79461 1.0822 1.18758e-22 3.54681e-21 Specific Adrenall_high
Procr 9.75484 1.78781 1.75877e-22 5.19981e-21 Specific Adrenall_high
Extl3 9.67429 1.18469 3.87777e-22 1.12686e-20 Specific Adrenall_high
Zc3hl2c 9.62973 1.27555 5.989e-22 1.72638e-20 Specific Adrenall_high
Gfod2 9.599 1.03334 8.07249e-22 2.31046e-20 Specific Adrenall_high
Churcl 9.58908 1.2349 8.88728e-22 2.53391e-20 Specific Adrenall_high
Dusp16 9.5849 1.05838 9.25491e-22 2.63487e-20 Specific Adrenall_high
Lpar4 9.52733 1.45786 1.61379e-21 4.54634e-20 Specific Adrenall_high
Prdm5 9.51344 2.37583 1.84465e-21 5.18767e-20 Specific Adrenall_high
Cdk6 9.42355 1.42624 4.36108e-21 1.19624e-19 Specific Adrenall_high
Prdml 9.36463 1.04771 7.63137e-21 2.07564e-19 Specific Adrenall_high
Crlf2 9.35125 1.01085 8.66206e-21 2.34609e-19 Specific Adrenall_high
Pik3ip1 9.31433 2.0693 1.2273e-20 3.30471e-19 Specific Adrenall_high
Ifit3b 9.30722 1.5866 1.31222e-20 3.5216e-19 Specific Adrenall_high
Tead2 9.19307 1.36182 3.81782e-20 9.97236e-19 Specific Adrenall_high
Spryd3 9.19272 1.06046 3.8302e-20 9.99661e-19 Specific Adrenall_high
Cyth2 9.19178 1.06031 3.86406e-20 1.00768e-18 Specific Adrenall_high
Neurllb 9.17824 1.8728 4.38188e-20 1.13813e-18 Specific Adrenall_high
4930599N23Rik 9.13126 1.46307 6.77059e-20 1.74731e-18 Specific Adrenall_high
Itgb3 9.12713 1.94156 7.03379e-20 1.81089e-18 Specific Adrenall_high

lcaml1 9.10438 1.01857 8.67592e-20 2.22657e-18 Specific Adrenall_high



Slc12a2 9.10275 1.16182 8.80733e-20 2.25849e-18 Specific Adrenall_high
Cd1ldl 9.0499 1.93789 1.431e-19 3.62921e-18 Specific Adrenall_high
Hint3 9.02641 1.06318 1.77397e-19 4.48144e-18 Specific Adrenall_high
Gm47405 8.96221 2.89708 3.18248e-19 7.93409e-18 Specific Adrenall_high
Etfbkmt 8.95739 2.30709 3.32451e-19 8.26902e-18 Specific Adrenall_high
E130307A14Rik 8.91524 1.08528 4.86756e-19 1.20606e-17 Specific Adrenall_high
Igfl 8.88775 1.87168 6.23574e-19 1.53329e-17 Specific Adrenall_high
Semat6b 8.79897 1.10137 1.38077e-18 3.33419e-17 Specific Adrenall_high
Rtp3 8.79169 1.604 1.47332e-18 3.55236e-17 Specific Adrenall_high
Crnde 8.7676 2.45751 1.8251e-18 4.38418e-17 Specific Adrenall_high
Bmyc 8.72653 1.36825 2.62605e-18 6.23396e-17 Specific Adrenall_high
Gtf2ird1 8.71833 1.14119 2.82329e-18 6.69728e-17 Specific Adrenall_high
Nsgl 8.61281 1.5194 7.12904e-18 1.65465e-16 Specific Adrenall_high
Pf4 8.59929 1.94733 8.02127e-18 1.85506e-16 Specific Adrenall_high
Igf2bp2 8.56486 2.67097 1.0821e-17 2.48122e-16 Specific Adrenall_high
Epha2 8.56466 1.31774 1.08394e-17 2.48368e-16 Specific Adrenall_high
Arhgef40 8.51015 1.05901 1.73706e-17 3.93827e-16 Specific Adrenall_high
Gm4876 8.48351 1.83582 2.18498e-17 4.92955e-16 Specific Adrenall_high
Ddit4 8.46349 1.4519 2.59488e-17 5.81372e-16 Specific Adrenall_high
Snai2 8.45966 1.24163 2.68165e-17 6.00397e-16 Specific Adrenall_high
Ccnjl 8.43978 1.07569 3.17939%e-17 7.07419e-16 Specific Adrenall_high
Bex3 8.3124 1.03262 9.37861e-17 2.02805e-15 Specific Adrenall_high
ldh2 8.15884 1.02106 3.3825e-16 7.09578e-15 Specific Adrenall_high
Zbpl 8.12352 2.47807 4.52854e-16 9.42642e-15 Specific Adrenall_high
Atg101 8.10922 1.06925 5.09465e-16 1.05775e-14 Specific Adrenall_high
Ammecrl 8.09932 1.15837 5.5266e-16 1.14449e-14 Specific Adrenall_high
Egin3 8.05446 2.85186 7.98279e-16 1.64051e-14 Specific Adrenall_high
Enho 8.0419 1.12226 8.84541e-16 1.80629%e-14 Specific Adrenall_high
Hgsnat 7.95687 1.11083 1.76447e-15 3.54929e-14 Specific Adrenall_high
Dgka 7.94154 1.06216 1.99679e-15 3.99668e-14 Specific Adrenall_high
Micu3 7.9316 1.0217 2.16341e-15 4.32213e-14 Specific Adrenall_high
Irf8 7.9089 1.06444 2.59677e-15 5.16872e-14 Specific Adrenall_high
Tmem120b 7.88232 1.31937 3.21348e-15 6.36097e-14 Specific Adrenall_high
Ccserl 7.86006 1.19135 3.83941e-15 7.5721e-14 Specific Adrenall_high
Cd40 7.8556 1.72632 3.97857e-15 7.82742e-14 Specific Adrenall_high
Tnfaip8I1 7.77225 1.0181 7.71046e-15 1.48972e-13 Specific Adrenall_high
Arrdc4 7.7595 1.15412 8.52665e-15 1.63956e-13 Specific Adrenall_high
Rapgefd4osl 7.75744 1.17059 8.666e-15 1.66438e-13 Specific Adrenall_high
Apol9b 7.73231 2.66783 1.05614e-14 2.01284e-13 Specific Adrenall_high
Uchll 7.72744 1.80007 1.09731e-14 2.08761e-13 Specific Adrenall_high
RhbdI2 7.71788 1.11601 1.18279e-14 2.24495e-13 Specific Adrenall_high
Pcnx3 7.71564 1.0948 1.20377e-14 2.28341e-13 Specific Adrenall_high
Rab11fip2 7.68899 1.07127 1.48302e-14 2.80009e-13 Specific Adrenall_high
Pla2g4a 7.67543 2.86731 1.64869e-14 3.09645e-13 Specific Adrenall_high

Sema5b 7.65627 3.67846 1.91408e-14 3.57409e-13 Specific Adrenall_high



Lancl3
Gata6
Snn
Gpr137b
Rnf122
Adamtsl1
Ahdcl
Phfllb
Nhs

Pts

Stnl
Cacna2d3
Adgalt
Slc25a27
Nmt2
Serp2
Itpr3
Map3k14
Sdk2
Gm43813
Bckdha
Ddx41
Ltbp3
Ifi2712a
Stk32c
Oxall
3110099E03Rik
Nuprl
Pck2
Slc25a25
Spryd7
Gramd4
Cecr2
Adamts5
Oasla
Elf4
9130017K11Rik
Gdpd5
Cyp7bl
G630016G05Rik
Cd274
Prkag2
1110051M20Rik
Mafb
B3galntl

7.61599
7.57047
7.5144
7.51362
7.50167
7.47455
7.47407
7.40306
7.38915
7.35319
7.32437
7.31723
7.30792
7.30395
7.29191
7.28522
7.15985
7.12965
7.11758
7.07524
7.06376
7.0236
7.01767
7.01396
6.98195
6.96759
6.958
6.941
6.90935
6.87315
6.86782
6.81534
6.73361
6.72534
6.7074
6.68715
6.67869
6.67762
6.67595
6.67179
6.6101
6.55625
6.55128
6.54779
6.50089

2.85795
5.1655

1.36982
1.2263

1.52121
2.75243
1.29472
1.6262

1.27993
1.16163
1.11866
6.02662
1.29633
1.19007
1.08226
1.72537
1.23545
1.12749
2.59848
1.31774
1.04594
1.05147
2.34988
1.6631

1.72109
1.06491
2.07927
2.16313
1.00653
1.25549
1.14288
1.66968
1.15476
1.92879
1.44119
1.02401
1.95755
1.41189
1.16326
1.91375
1.09157
1.29357
1.54531
1.11827
2.27619

2.6167e-14

3.71888e-14
5.71723e-14
5.75132e-14
6.30121e-14
7.74705e-14
7.77498e-14
1.33078e-13
1.47766e-13
1.93532e-13
2.40027e-13
2.53141e-13
2.71315e-13
2.79449¢e-13
3.05598e-13
3.21156e-13
8.07658e-13
1.00623e-12
1.09839%e-12
1.49191e-12
1.62061e-12
2.16219e-12
2.25594e-12
2.3167e-12

2.91115e-12
3.22425e-12
3.45149¢e-12
3.89348e-12
4.86879e-12
6.2801e-12

6.51926e-12
9.40409e-12
1.65506e-11
1.75177e-11
1.98125e-11
2.27558e-11
2.41095e-11
2.42846e-11
2.45637e-11
2.52706e-11
3.84068e-11
5.51792e-11
5.70463e-11
5.8394e-11

7.98474e-11

4.84682e-13
6.80635e-13
1.03639%-12
1.04198e-12
1.13587e-12
1.38644e-12
1.39067e-12
2.34392e-12
2.59556e-12
3.36286e-12
4.13957e-12
4.3541e-12

4.65184e-12
4.78621e-12
5.2313e-12

5.48309e-12
1.33514e-11
1.65577e-11
1.80098e-11
2.41072e-11
2.61086e-11
3.45919e-11
3.60203e-11
3.69356e-11
4.61623e-11
5.08773e-11
5.41981e-11
6.09311e-11
7.55352e-11
9.65031e-11
1.00035e-10
1.42876e-10
2.46124e-10
2.59549¢e-10
2.92878e-10
3.35007e-10
3.53967e-10
3.56376e-10
3.59981e-10
3.6967e-10

5.54545e-10
7.87212e-10
8.13131e-10
8.31239¢e-10
1.11984e-09

Specific Adrenall_high
Specific Adrenall_high
Specific Adrenall_high
Specific Adrenall_high
Specific Adrenall_high
Specific Adrenall_high
Specific Adrenall_high
Specific Adrenall_high
Specific Adrenall_high
Specific Adrenall_high
Specific Adrenall_high
Specific Adrenall_high
Specific Adrenall_high
Specific Adrenall_high
Specific Adrenall_high
Specific Adrenall_high
Specific Adrenall_high
Specific Adrenall_high
Specific Adrenall_high
Specific Adrenall_high
Specific Adrenall_high
Specific Adrenall_high
Specific Adrenall_high
Specific Adrenall_high
Specific Adrenall_high
Specific Adrenall_high
Specific Adrenall_high
Specific Adrenall_high
Specific Adrenall_high
Specific Adrenall_high
Specific Adrenall_high
Specific Adrenall_high
Specific Adrenall_high
Specific Adrenall_high
Specific Adrenall_high
Specific Adrenall_high
Specific Adrenall_high
Specific Adrenall_high
Specific Adrenall_high
Specific Adrenall_high
Specific Adrenall_high
Specific Adrenall_high
Specific Adrenall_high
Specific Adrenall_high
Specific Adrenall_high



Errfil 6.46464 1.71332 1.0154e-10 1.40636e-09 Specific Adrenall_high
Peg3 6.45217 2.63128 1.10262e-10 1.52324e-09 Specific Adrenall_high
Abcc9 6.43939 1.06725 1.19952e-10 1.65286e-09 Specific Adrenall_high
Fblim1 6.43499 2.17136 1.2348e-10 1.69929e-09 Specific Adrenall_high
Nirc3 6.39506 1.29071 1.60482e-10 2.1843e-09 Specific Adrenall_high
Cablesl 6.36983 1.47933 1.89237e-10 2.55521e-09 Specific Adrenall_high
Gimap3 6.36375 2.61776 1.96888e-10 2.65297e-09 Specific Adrenall_high
Zfp667 6.35783 1.19389 2.04624e-10 2.74918e-09 Specific Adrenall_high
Tmx4 6.32022 1.01231 2.61186e-10 3.47871e-09 Specific Adrenall_high
Sh3d21 6.24589 1.0417 4.2138e-10 5.51002e-09 Specific Adrenall_high
Hoxd8 6.21965 1.21107 4.98275e-10 6.46317e-09 Specific Adrenall_high
Adprhl2 6.21935 1.02671 4.99226e-10 6.4729e-09 Specific Adrenall_high
Cepl64 6.21299 1.02972 5.19846e-10 6.72135e-09 Specific Adrenall_high
2700033N17Rik 6.20713 1.27684 5.39612e-10 6.96856€e-09 Specific Adrenall_high
l2rg 6.20316 1.09166 5.53393e-10 7.14367e-09 Specific Adrenall_high
Msmp 6.16154 2.01281 7.20427e-10 9.19328e-09 Specific Adrenall_high
Pagl 6.15187 3.18104 7.65752e-10 9.75623e-09 Specific Adrenall_high
Midlipl 6.12723 1.18445 8.94248e-10 1.13263e-08 Specific Adrenall_high
Med25 6.11374 1.19552 9.73199e-10 1.22781e-08 Specific Adrenall_high
Olfr1396 6.10398 1.06425 1.03456e-09 1.30116e-08 Specific Adrenall_high
Bstl 6.10166 2.8412 1.04974e-09 1.31872e-08 Specific Adrenall_high
Gm32401 6.09836 1.41487 1.07162e-09 1.34463e-08 Specific Adrenall_high
Cd14 6.02476 2.49248 1.69365e-09 2.0862e-08 Specific Adrenall_high
Ston2 6.02071 3.27871 1.73655e-09 2.13661e-08 Specific Adrenall_high
mt-Atp8 5.98957 1.04808 2.10397e-09 2.56714e-08 Specific Adrenall_high
Scap 5.9398 1.12382 2.85363e-09 3.44538e-08 Specific Adrenall_high
Cxxch 5.90326 1.46577 3.56393e-09 4.26769e-08 Specific Adrenall_high
Slc10a6 5.9032 2.46081 3.56511e-09 4.26769e-08 Specific Adrenall_high
Arhgefl8 5.8669 1.07324 4.44014e-09 5.26828e-08 Specific Adrenall_high
Nos2 5.84935 1.68556 4.93492e-09 5.8275e-08 Specific Adrenall_high
Usp43 5.83987 1.52108 5.22416e-09 6.15106e-08 Specific Adrenall_high
Fosb 5.83684 1.74703 5.32002e-09 6.25501e-08 Specific Adrenall_high
Wdr73 5.82282 1.17816 5.78645e-09 6.78295e-08 Specific Adrenall_high
Kank4 5.7667 1.81028 8.08384e-09 9.33763e-08 Specific Adrenall_high
Cepl04 5.7643 1.14885 8.19966e-09 9.4545e-08 Specific Adrenall_high
Dnajb4 5.75769 1.00583 8.52717e-09 9.81111e-08 Specific Adrenall_high
Zc3h12b 5.75703 1.9172 8.56075e-09 9.84273e-08 Specific Adrenall_high
Zfp827 5.73583 1.24461 9.70338e-09 1.11011e-07 Specific Adrenall_high
Spirel 5.72273 1.62941 1.04823e-08 1.19584e-07 Specific Adrenall_high
Tmem192 5.70716 1.04742 1.14877e-08 1.30592e-07 Specific Adrenall_high
Arrdc2 5.67524 1.59855 1.38497e-08 1.56069e-07 Specific Adrenall_high
Fkbp10 5.66802 2.12442 1.44459e-08 1.6256e-07 Specific Adrenall_high
Qasll 5.60444 1.52524 2.0893e-08 2.32065e-07 Specific Adrenall_high
F830016B08Rik 5.56101 1.50982 2.68224e-08 2.94144e-07 Specific Adrenall_high

Add2 5.54419 4.08763 2.95316e-08 3.21778e-07 Specific Adrenall_high



Gprc5b 5.52253 1.54804 3.34145e-08 3.62131e-07 Specific Adrenall_high
Tex14 5.52148 1.25023 3.36148e-08 3.63935e-07 Specific Adrenall_high
Rinl 5.50909 1.11792 3.6069e-08 3.88811e-07 Specific Adrenall_high
Mnl 5.4717 1.22181 4.45748e-08 4.7668e-07 Specific Adrenall_high
Nipal3 5.46489 1.02197 4.63191e-08 4.94351e-07 Specific Adrenall_high
Cdkls 5.46483 1.56156 4.63362e-08 4.9437e-07 Specific Adrenall_high
Rhobtb3 5.40837 1.71785 6.36014e-08 6.69942e-07 Specific Adrenall_high
Pkia 5.31907 2.05015 1.04302e-07 1.06902e-06 Specific Adrenall_high
Tnfrsfllb 5.31781 4.15701 1.05025e-07 1.07574e-06 Specific Adrenall_high
Stxbp4 5.24137 1.11553 1.59389e-07 1.60208e-06 Specific Adrenall_high
Zdhhc15 5.2324 2.21521 1.67324e-07 1.6787e-06 Specific Adrenall_high
Frk 5.23111 1.3622 1.68496e-07 1.68888e-06 Specific Adrenall_high
Gm12743 5.22415 1.13853 1.74961e-07 1.74934e-06 Specific Adrenall_high
Cd74 5.2159 2.26421 1.82923e-07 1.82668e-06 Specific Adrenall_high
Gm49767 5.1611 1.32337 2.45509e-07 2.40773e-06 Specific Adrenall_high
Ringl 5.15083 1.24826 2.59344e-07 2.53648e-06 Specific Adrenall_high
4930481A15Rik 5.12713 1.33427 2.94187e-07 2.85478e-06 Specific Adrenall_high
Smo 5.11327 1.38368 3.16635e-07 3.05334e-06 Specific Adrenall_high
Mmp1l1 5.10766 2.27969 3.26167e-07 3.13963e-06 Specific Adrenall_high
Ctsf 5.10159 1.30385 3.36818e-07 3.23732e-06 Specific Adrenall_high
Arhgap25 5.0975 1.13337 3.44176e-07 3.30313e-06 Specific Adrenall_high
Prdm11 5.09699 1.18034 3.45097e-07 3.31e-06 Specific Adrenall_high
Cep85 5.09364 1.50999 3.51246e-07 3.36698e-06 Specific Adrenall_high
Itga3 5.09119 1.28852 3.55832e-07 3.40892e-06 Specific Adrenall_high
Prmt7 5.08663 1.26892 3.64478e-07 3.48944e-06 Specific Adrenall_high
Hoxd3os1 5.07746 1.26285 3.82514e-07 3.65261e-06 Specific Adrenall_high
Slc52a3 5.07182 1.78893 3.94032e-07 3.76037e-06 Specific Adrenall_high
D16Ertd472e 5.05518 1.35436 4.29991e-07 4.09144e-06 Specific Adrenall_high
F2ri3 5.05458 2.8147 4.31341e-07 4.10308e-06 Specific Adrenall_high
Bmf 5.02969 1.38053 4.91272e-07 4.64851e-06 Specific Adrenall_high
H2afy2 5.026 1.25368 5.00824e-07 4.73751e-06 Specific Adrenall_high
Gpsm1l 5.02185 1.44838 5.11758e-07 4.83244e-06 Specific Adrenall_high
Fzd8 4.99193 1.19192 5.97803e-07 5.60722e-06 Specific Adrenall_high
Smim8 4.9864 1.32345 6.15135e-07 5.7631e-06 Specific Adrenall_high
Dactl 4.98632 2.9423 6.15395e-07 5.76316e-06 Specific Adrenall_high
Zfp703 4.98354 1.39344 6.24306e-07 5.83547e-06 Specific Adrenall_high
Chml 4.89182 1.18769 9.99064e-07 9.13733e-06 Specific Adrenall_high
Ccdc125 4.8608 1.23654 1.16913e-06 1.06146e-05 Specific Adrenall_high
Timmdcl 4.82687 1.01038 1.38693e-06 1.24936e-05 Specific Adrenall_high
Gnptab 4.80171 1.02176 1.57314e-06 1.41119e-05 Specific Adrenall_high
Epb41l4aos 4.79466 1.04933 1.62948e-06 1.4589e-05 Specific Adrenall_high
Sidt2 4.78291 1.02082 1.72778e-06 1.54263e-05 Specific Adrenall_high
Phtf2 4.76789 1.60123 1.86163e-06 1.65755e-05 Specific Adrenall_high
Tetl 4.75517 1.56311 1.98276e-06 1.75716e-05 Specific Adrenall_high

Retregl 4.75228 3.66754 2.01131e-06 1.78099e-05 Specific Adrenall_high



Uggt2 4.72636 1.86096 2.28577e-06 2.00696e-05 Specific Adrenall_high
Hoxb8 4.71918 2.04794 2.36795e-06 2.07179e-05 Specific Adrenall_high
B230354K17Rik 4.66789 1.01279 3.04312e-06 2.62342e-05 Specific Adrenall_high
Ptk7 4.65499 1.97973 3.23998e-06 2.78569e-05 Specific Adrenall_high
Abhd8 4.6377 1.12533 3.52307e-06 3.01703e-05 Specific Adrenall_high
Trpcl 4.63736 2.57368 3.52882e-06 3.02116e-05 Specific Adrenall_high
Nt5dc2 4.60912 2.26402 4.04369e-06 3.44461e-05 Specific Adrenall_high
P3h4 4.6089 1.52196 4.04803e-06 3.44649e-05 Specific Adrenall_high
Zerl 4.59179 1.28081 4.39457e-06 3.72874e-05 Specific Adrenall_high
Syne3 4.58877 1.40801 4.45871e-06 3.78118e-05 Specific Adrenall_high
Mboat2 4.58535 2.0395 4.53237e-06 3.83961e-05 Specific Adrenall_high
Pcdh9 4.58365 3.79373 4.56933e-06 3.86889e-05 Specific Adrenall_high
Snail 4.56966 1.0145 4.88512e-06 4.11899e-05 Specific Adrenall_high
Dync2hl 4.5451 1.10588 5.49093e-06 4.59379e-05 Specific Adrenall_high
Slc4la3 4.49635 1.8798 6.91313e-06 5.70673e-05 Specific Adrenall_high
Slc15a2 4.45578 1.86357 8.35869e-06 6.83191e-05 Specific Adrenall_high
Mboat7 4.4385 1.25911 9.05874e-06 7.37235e-05 Specific Adrenall_high
Adamts|2 4.42909 1.60027 9.46315e-06 7.68985e-05 Specific Adrenall_high
Hdx 4.4211 1.22853 9.81978e-06 7.96162e-05 Specific Adrenall_high
Reck 4.4172 1.04008 9.99886e-06 8.09928e-05 Specific Adrenall_high
Sntal 4.40781 1.81878 1.04419e-05 8.43848e-05 Specific Adrenall_high
Cepl26 4.40439 1.88171 1.06084e-05 8.56441e-05 Specific Adrenall_high
Pard6g 4.39489 1.70561 1.10827e-05 8.92281e-05 Specific Adrenall_high
Ccdc157 4.38451 1.12349 1.16248e-05 9.33133e-05 Specific Adrenall_high
H2-Aa 4.32262 2.18995 1.54189e-05 0.00012201 Specific Adrenall_high
Satbl 4.31721 2.6291 1.58014e-05 0.000124694 Specific Adrenall_high
Kif3c 4.29885 1.16989 1.71687e-05 0.000134668 Specific Adrenall_high
Rasdl 4.29408 1.28034 1.75416e-05 0.000137396 Specific Adrenall_high
Tmem71 4.29282 1.40887 1.76421e-05 0.000138146 Specific Adrenall_high
Paxx 4.27621 1.0561 1.90099e-05 0.000148389 Specific Adrenall_high
Simcl 4.26519 1.01487 1.99736e-05 0.000155422 Specific Adrenall_high
B930036N10Rik 4.26047 1.70725 2.03993e-05 0.000158582 Specific Adrenall_high
Gm16118 4.25508 3.96294 2.08976e-05 0.000162143 Specific Adrenall_high
Hiplr 4.25493 1.04948 2.09113e-05 0.000162211 Specific Adrenall_high
Gm16070 4.25079 1.76714 2.13016e-05 0.000165119 Specific Adrenall_high
Gm831 4.24008 2.29984 2.2344e-05 0.000172785 Specific Adrenall_high
Gipc2 4.22316 2.07731 2.40899e-05 0.000185663 Specific Adrenall_high
Gm11730 4.22106 1.20781 2.4316e-05 0.000187227 Specific Adrenall_high
Ankrd39 4.21948 1.18362 2.44868e-05 0.000188497 Specific Adrenall_high
Slc39a3 4.20332 1.14154 2.63026e-05 0.000201897 Specific Adrenall_high
Perl 4.19392 1.49823 2.7418e-05 0.00020986 Specific Adrenall_high
Nod2 4.17238 1.5761 3.01429e-05 0.000229574 Specific Adrenall_high
HIf 4.17201 1.02005 3.01926e-05 0.00022979 Specific Adrenall_high
Adamts7 4.17136 1.16792 3.02793e-05 0.000230286 Specific Adrenall_high

Tmem252 4.15766 1.58778 3.21527e-05 0.000243445 Specific Adrenall_high



Gadd45a 4.08353 1.05776 4.43575e-05 0.000329897 Specific Adrenall_high
1ft22 4.08216 1.54578 4.4619e-05 0.000331689 Specific Adrenall_high
Trim62 4.06761 1.13928 4.74982e-05 0.000351877 Specific Adrenall_high
Ptpn3 4.05916 2.07121 4.92496e-05 0.000364016 Specific Adrenall_high
1700084CO06Rik 4.05208 1.19548 5.07638e-05 0.000374608 Specific Adrenall_high
Fam20c 4.0379 3.5459 5.39319e-05 0.000396807 Specific Adrenall_high
Kap 4.00735 1.01754 6.14042e-05 0.000448413 Specific Adrenall_high
Akapl7b 3.96245 1.58266 7.41841e-05 0.000535203 Specific Adrenall_high
Sh2d4b 3.94653 1.06764 7.92907e-05 0.00056912 Specific Adrenall_high
Col25a1 3.93613 1.57464 8.28072e-05 0.000592778 Specific Adrenall_high
AC106834.1 3.92445 2.9589 8.69291e-05 0.000620771 Specific Adrenall_high
Cdk5rapl 3.92221 1.09065 8.774e-05 0.000626146 Specific Adrenall_high
Plcg2 3.92102 2.00249 8.8175e-05 0.000628695 Specific Adrenall_high
Apin 3.88215 2.11377 0.000103537 0.000731121 Specific Adrenall_high
Hoxd4 3.87762 1.63265 0.000105484 0.000743406 Specific Adrenall_high
Lman2| 3.86717 1.19982 0.000110106 0.000774294 Specific Adrenall_high
D330023K18Rik 3.85508 1.17764 0.000115691 0.00081092 Specific Adrenall_high
Ly75 3.82779 1.57378 0.0001293 0.000899279 Specific Adrenall_high
Ahil 3.8208 1.55001 0.000133018 0.000923148 Specific Adrenall_high
Vars 3.81873 1.04386 0.00013414 0.000930537 Specific Adrenall_high
Tmem119 3.81478 3.92733 0.000136304 0.000944937 Specific Adrenall_high
Tnfaip8 3.80159 1.18196 0.000143768 0.000992422 Specific Adrenall_high
Ift57 3.79858 1.34506 0.000145527 0.00100328 Specific Adrenall_high
Ttc9 3.78287 1.74638 0.000155031 0.00106584 Specific Adrenall_high
Cfap43 3.77695 2.37681 0.00015876 0.00109032 Specific Adrenall_high
1700012D14Rik 3.77076 1.20852 0.000162748 0.0011158 Specific Adrenall_high
Dennd4a 3.7691 1.03542 0.000163841 0.00112258 Specific Adrenall_high
Dnal4 3.74406 1.03332 0.000181067 0.00123198 Specific Adrenall_high
Atatl 3.73912 1.09573 0.000184665 0.00125461 Specific Adrenall_high
Fhit 3.72336 2.72536 0.000196593 0.00133228 Specific Adrenall_high
Dhx58 3.7224 1.16442 0.000197336 0.00133592 Specific Adrenall_high
Nmb 3.68784 1.04759 0.000226169 0.00151806 Specific Adrenall_high
Sytll 3.64215 1.6592 0.00027037 0.00179533 Specific Adrenall_high
Gm16252 3.60047 2.3289 0.000317644 0.00208777 Specific Adrenall_high
Map3k6 3.59957 1.47122 0.000318742 0.00209371 Specific Adrenall_high
Gm11707 3.58968 1.0145 0.000331089 0.00217084 Specific Adrenall_high
Trf 3.57005 1.8792 0.000356908 0.00232549 Specific Adrenall_high
Zfp113 3.51286 1.19815 0.000443317 0.00284882 Specific Adrenall_high
Pitpnm1 3.49772 1.24854 0.000469249 0.00300054 Specific Adrenall_high
Kenrg 3.49388 1.18331 0.000476052 0.00304102 Specific Adrenall_high
Fam210a 3.49166 1.11867 0.000480035 0.00306404 Specific Adrenall_high
Zfp982 3.48942 1.47023 0.000484068 0.00308857 Specific Adrenall_high
Ltf 3.48442 2.93168 0.000493212 0.00314442 Specific Adrenall_high
Bripl 3.47645 1.26655 0.000508106 0.00323141 Specific Adrenall_high

Tmem108 3.44135 2.04919 0.000578814 0.00363349 Specific Adrenall_high



Shroom3 3.44114 2.82961 0.00057928 0.0036357 Specific Adrenall_high
Fam216a 3.42772 1.1237 0.000608674 0.0038076 Specific Adrenall_high
Ginl 3.42181 1.06023 0.000622066 0.00388686 Specific Adrenall_high
Abtb2 3.41262 2.92673 0.000643408 0.00400857 Specific Adrenall_high
Klhi26 3.41203 1.00521 0.000644809 0.00401653 Specific Adrenall_high
Slc8al 3.39734 2.02514 0.000680438 0.00422949 Specific Adrenall_high
9130008F23Rik 3.38718 2.19555 0.00070615 0.00438215 Specific Adrenall_high
Hacd1 3.38583 1.02573 0.000709631 0.00439993 Specific Adrenall_high
Chchd4 3.37573 1.07275 0.000736205 0.00455158 Specific Adrenall_high
H2-Ebl 3.36248 2.09348 0.000772466 0.00476118 Specific Adrenall_high
Lzts1 3.3624 1.34857 0.00077268 0.00476159 Specific Adrenall_high
Tprkb 3.35607 1.17068 0.00079059 0.00485805 Specific Adrenall_high
Gm33370 3.34045 1.52091 0.000836428 0.00512314 Specific Adrenall_high
Slc24a3 3.30916 2.22832 0.000935768 0.00568139 Specific Adrenall_high
Platr25 3.28795 1.05844 0.00100921 0.00608899 Specific Adrenall_high
Rab11fip5 3.28557 1.34958 0.00101776 0.00613602 Specific Adrenall_high
4933412E12Rik 3.27979 1.01661 0.00103883 0.00625839 Specific Adrenall_high
Gm31763 3.26479 1.01683 0.00109545 0.00657497 Specific Adrenall_high
Gstzl 3.26262 1.0202 0.00110388 0.00662061 Specific Adrenall_high
Bhlhe22 3.24883 1.76031 0.00115882 0.00692308 Specific Adrenall_high
Cptlc 3.23642 2.3369 0.00121039 0.00721521 Specific Adrenall_high
Ttc8 3.23088 1.39885 0.00123409 0.00734833 Specific Adrenall_high
E230001N04Rik 3.22889 3.74086 0.00124272 0.00739559 Specific Adrenall_high
Klc4 3.2182 1.00915 0.00128998 0.00766413 Specific Adrenall_high
Rrad 3.18935 1.21362 0.00142592 0.00841146 Specific Adrenall_high
Slc35e4 3.17394 1.11136 0.00150388 0.008839 Specific Adrenall_high
Acad10 3.16872 1.23614 0.0015311 0.00898594 Specific Adrenall_high
Fam149a 3.15734 1.40782 0.00159214 0.00932722 Specific Adrenall_high
Ino80dos 3.14654 1.01859 0.00165215 0.00964903 Specific Adrenall_high
Tmem184c 3.14602 1.31409 0.00165508 0.00966085 Specific Adrenall_high
Csrnpl 3.13593 1.14008 0.0017131 0.0099887 Specific Adrenall_high
Fabp4 31.6831 5.6073 2.6588e-220 8.5839e-216 Specific Adrenal2_high
Cd36 31.3673 5.67075 5.6516e-216 9.1231e-212 Specific Adrenal2_high
Cavl 29.657 472113 2.7526e-193 2.9622e-189 Specific Adrenal2_high
Ablim3 26.8278 6.94712 1.5316e-158 9.8896e-155 Specific Adrenal2_high
Ablim1 26.6134 4.26004 4.7471e-156 2.5544e-152 Specific Adrenal2_high
Mgll 26.1156 2.82348 2.4247e-150 1.1183e-146 Specific Adrenal2_high
Aqp7 26.0756 10.1519 6.9011e-150 2.785e-146 Specific Adrenal2_high
Cavinl 25.2834 3.59069 4.8679e-141 1.7462e-137 Specific Adrenal2_high
Ehd2 24.6039 3.96776 1.1467e-133 3.7022e-130 Specific Adrenal2_high
Fabp5 24.46 3.88049 3.9433e-132 1.1573e-128 Specific Adrenal2_high
Tspanl3 24.1932 3.63863 2.626e-129 7.0651e-126 Specific Adrenal2_high
Cxcl12 23.5378 4.3544 1.6738e-122 4.1567e-119 Specific Adrenal2_high
Cavin2 22.9963 2.4418 5.075e-117 1.024e-113 Specific Adrenal2_high

Dachl 22.8409 5.88242 1.8006e-115 3.4195e-112 Specific Adrenal2_high



Tcfl5 22.7074 4.36644 3.7899e-114 6.7976e-111 Specific Adrenal2_high
Pparg 22.5998 5.39147 4.3562e-113 7.4022e-110 Specific Adrenal2_high
Afdn 22.2508 2.59988 1.1088e-109 1.7046e-106 Specific Adrenal2_high
Gpihbpl 21.9517 2.38559 8.3456e-107 1.2247e-103 Specific Adrenal2_high
Cst3 21.9443 2.3687 9.8285e-107 1.3796e-103 Specific Adrenal2_high
Cdh5 21.4695 1.65179 3.002e-102 4.0383e-99 Specific Adrenal2_high
Cdh13 21.455 3.35678 4.0985e-102 5.2928e-99 Specific Adrenal2_high
Lpl 21.3023 5.76659 1.081e-100 1.34225e-97 Specific Adrenal2_high
Sparcll 20.5652 3.18014 5.62957e-94 6.4911e-91 Specific Adrenal2_high
Clqgtnf9 20.2961 7.29524 1.39258e-91 1.49865e-88 Specific Adrenal2_high
Timp4 20.2121 9.79791 7.66426e-91 7.98196e-88 Specific Adrenal2_high
Ctnnbipl 20.1204 3.4604 4.89286e-90 4.93644e-87 Specific Adrenal2_high
Lims2 20.0526 2.38693 1.91735e-89 1.8758e-86 Specific Adrenal2_high
Tmsb4x 19.7703 1.65791 5.36948e-87 4.95296e-84 Specific Adrenal2_high
Dst 19.507 3.06417 9.56666€e-85 8.57943e-82 Specific Adrenal2_high
Car4 19.3399 3.36638 2.47941e-83 2.16345e-80 Specific Adrenal2_high
mt-Co3 19.2748 1.57344 8.73978e-83 7.42536e-80 Specific Adrenal2_high
Ybx1 19.2253 1.68771 2.27401e-82 1.88247e-79 Specific Adrenal2_high
Angptl4 18.9421 8.94779 5.12796e-80 4.03796e-77 Specific Adrenal2_high
Pkp4 18.7842 2.69325 1.01745e-78 7.63919e-76 Specific Adrenal2_high
Etl4 18.7124 2.19913 3.92582e-78 2.88057e-75 Specific Adrenal2_high
Cldn5 18.6836 2.60199 6.73021e-78 4.82855e-75 Specific Adrenal2_high
Sparc 18.5441 1.50318 9.1011e-77 6.38758e-74 Specific Adrenal2_high
Rflnb 18.515 2.46598 1.56391e-76 1.07427e-73 Specific Adrenal2_high
mt-Cytb 18.209 1.58903 4.38274e-74 2.94785e-71 Specific Adrenal2_high
Pdzd2 18.1487 3.0205 1.31401e-73 8.65772e-71 Specific Adrenal2_high
Cav2 18.0799 2.1663 4.58766e-73 2.96225e-70 Specific Adrenal2_high
mt-Co2 17.9884 1.46944 2.40105e-72 1.51996e-69 Specific Adrenal2_high
Cd300Ig 17.8072 1.73305 6.21221e-71 3.78417e-68 Specific Adrenal2_high
Adamts9 17.6913 3.11837 4.8935e-70 2.82119e-67 Specific Adrenal2_high
Meox2 17.5621 9.90557 4.80957e-69 2.72415e-66 Specific Adrenal2_high
mt-Atp6 17.4245 1.35169 5.37767e-68 2.99342e-65 Specific Adrenal2_high
Airn 17.3749 2.64091 1.27796e-67 6.99302e-65 Specific Adrenal2_high
Hspal2b 17.3277 2.74405 2.90608e-67 1.56371e-64 Specific Adrenal2_high
Itga6 17.3038 2.11491 4.40485e-67 2.33132e-64 Specific Adrenal2_high
Slc28a2 17.3022 6.67377 4.52461e-67 2.35608e-64 Specific Adrenal2_high
mt-Nd2 17.2632 1.60383 8.90345e-67 4.49137e-64 Specific Adrenal2_high
Fthl 17.0288 1.48909 5.02345e-65 2.42063e-62 Specific Adrenal2_high
mt-Nd3 16.9985 2.10502 8.42082e-65 3.99803e-62 Specific Adrenal2_high
mt-Nd4 16.5872 1.54103 8.62599e-62 3.81493e-59 Specific Adrenal2_high
Palmd 16.4379 2.50348 1.02495e-60 4.47168e-58 Specific Adrenal2_high
Ccdc85a 16.3884 2.40981 2.31366e-60 9.93663e-58 Specific Adrenal2_high
1d1 16.1657 2.05527 8.80856e-59 3.4681e-56 Specific Adrenal2_high
Mecom 16.082 2.72159 3.4137e-58 1.2966e-55 Specific Adrenal2_high

Cdknlc 15.7717 3.34866 4.8688e-56 1.72735e-53 Specific Adrenal2_high



Arhgap18
Slfn5
Lnx1
Col4al
Sorbs1
Tpstl
Arhgef28
Extl
Diaph2
mt-Nd5
Gngl1l
Rbp7
Aplp2
Psap
mt-Nd1
Tmem182
Ly6cl
Plin2
Slprl
Kank3
Gfodl
Col4a2
Hspb1
Spaar
Cripl
Jam2
Ppp1r2
Ebf3
Abcblb
2026-09-04 00:00:00
Tnsl
Tmem?245
Atp5j
Elmol
Dock9
Lmol
Aqgpl
Cxcl9
Gstt2
Lmo7
Selenow
mt-Col
Enah
Sultlal
Hrectl

15.7502
15.5579
15.5341
15.5146
15.4233
15.3941
15.3664
15.293
14.9751
14.7521
14.6765
14.6477
14.4063
14.347
14.1487
14.1168
14.1037
14.0378
13.8789
13.8567
13.8292
13.7408
13.7268
13.6965
13.6608
13.6483
13.3299
13.222
13.216
13.1579
13.1566
13.0854
13.0676
12.9279
12.9107
12.8945
12.8533
12.8183
12.76
12.6643
12.5684
12.4884
12.4697
12.4421
12.3973

2.1028
1.53545
11.1191
1.36682
1.95239
4.4205
3.4129
2.14958
2.24115
1.95431
1.35072
2.96487
1.21061
1.27519
1.19103
11.2744
2.19696
2.37356
1.67404
1.46646
2.59497
1.37779
1.79932
4.40652
1.95944
1.66913
1.22296
3.33011
5.22269
1.90565
1.34945
2.15593
1.32791
1.92422
1.42124
5.86692
2.147
3.16633
3.06669
3.44962
1.339
1.04175
4.09974
2.27266
4.03527

6.85039e-56
1.4069e-54

2.03989¢e-54
2.76439e-54
1.14107e-53
1.79362e-53
2.74967e-53
8.50958e-53
1.06872e-50
2.98073e-49
9.11918e-49
1.39399e-48
4.72642e-47
1.11189¢e-46
1.90134e-45
2.99111e-45
3.60344e-45
9.14966e-45
8.5046e-44

1.15926e-43
1.69971e-43
5.78715e-43
7.02036e-43
1.06474e-42
1.73931e-42
2.06674e-42
1.55107e-40
6.54563e-40
7.09401e-40
1.53237e-39
1.55893e-39
3.98837e-39
5.04337e-39
3.13044e-38
3.91896e-38
4.83215e-38
8.24274e-38
1.29546e-37
2.7427e-37

9.32889e-37
3.1503e-36

8.64123e-36
1.09172e-35
1.54484e-35
2.70183e-35

2.37812e-53
4.68265e-52
6.7202e-52
8.92484e-52
3.61172e-51
5.62205e-51
8.53587e-51
2.61649e-50
3.10843e-48
8.51617e-47
2.56011e-46
3.87974e-46
1.29316e-44
3.01657e-44
5.11539¢e-43
7.98083e-43
9.53583e-43
2.34442e-42
2.16198e-41
2.92397e-41
4.25388e-41
1.43722e-40
1.73017e-40
2.60417e-40
4.15954e-40
4.90623e-40
3.60261e-38
1.49876e-37
1.61289e-37
3.41191e-37
3.44726e-37
8.7003e-37
1.0855e-36
6.47862e-36
8.05884e-36
9.87379e-36
1.66323e-35
2.58171e-35
5.36656€e-35
1.80349e-34
6.05401e-34
1.61261e-33
2.02565e-33
2.85e-33
4.92818e-33
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Specific Adrenal2_high
Specific Adrenal2_high
Specific Adrenal2_high
Specific Adrenal2_high
Specific Adrenal2_high
Specific Adrenal2_high
Specific Adrenal2_high



Cdo3 12.3103 1.24242 7.97317e-35 1.43008e-32 Specific Adrenal2_high
Fli1 12.2534 1.16062 1.61135e-34 2.81203e-32 Specific Adrenal2_high
Vwa3a 12.1396 3.79964 6.51036e-34 1.124e-31 Specific Adrenal2_high
Scdl 12.1282 7.29469 7.49056e-34 1.28634e-31 Specific Adrenal2_high
Unc45b 12.0427 1.75872 2.11789e-33 3.5799%e-31 Specific Adrenal2_high
Ushbp1 11.9807 1.14314 4.48508e-33 7.54171e-31 Specific Adrenal2_high
Ubc 11.9654 1.11505 5.39435e-33 9.02365e-31 Specific Adrenal2_high
Papss2 11.8436 3.1734 2.32291e-32 3.86573e-30 Specific Adrenal2_high
Ahnak 11.7663 1.36694 5.81856e-32 9.48748e-30 Specific Adrenal2_high
Xdh 11.748 1.70246 7.22692e-32 1.17247e-29 Specific Adrenal2_high
Cpedl 11.7338 1.84106 8.55004e-32 1.37332e-29 Specific Adrenal2_high
Adipor2 11.6703 2.33176 1.80839e-31 2.87605e-29 Specific Adrenal2_high
Car3 11.6391 7.60177 2.60645e-31 4.09779e-29 Specific Adrenal2_high
Rgcc 11.6195 1.77444 3.28138e-31 5.06887e-29 Specific Adrenal2_high
Fryl 11.5819 1.46882 5.08863e-31 7.78608e-29 Specific Adrenal2_high
Gda 11.5104 2.62676 1.16959e-30 1.78114e-28 Specific Adrenal2_high
Ccdc85b 11.4009 1.21026 4.13611e-30 6.2109e-28 Specific Adrenal2_high
Myl12a 11.2964 1.13006 1.36744e-29 1.99764e-27 Specific Adrenal2_high
Echl 11.2419 1.67115 2.53769e-29 3.6252e-27 Specific Adrenal2_high
Cfd 11.1839 11.4203 4.88922e-29 6.89294e-27 Specific Adrenal2_high
Adgrgl 11.0868 1.89117 1.45409e-28 2.0062e-26 Specific Adrenal2_high
Kitl 11.0594 1.27151 1.97395e-28 2.70038e-26 Specific Adrenal2_high
Grk5 11.0276 1.80976 2.81326e-28 3.80025e-26 Specific Adrenal2_high
Itpkb 10.999 1.07397 3.86222e-28 5.19549e-26 Specific Adrenal2_high
Tubb4b 10.9777 1.5421 4.8912e-28 6.55237e-26 Specific Adrenal2_high
Kif4 10.9318 1.62897 8.11889e-28 1.07426e-25 Specific Adrenal2_high
Dbi 10.9116 1.3739 1.01456e-27 1.33151e-25 Specific Adrenal2_high
Deppl 10.786 3.29087 4.00671e-27 5.19505e-25 Specific Adrenal2_high
Plcb4 10.6981 1.24255 1.03937e-26 1.32633e-24 Specific Adrenal2_high
Duspl 10.5372 1.21946 5.82215e-26 7.14708e-24 Specific Adrenal2_high
Fry 10.4016 1.48282 2.43756e-25 2.92552e-23 Specific Adrenal2_high
Gstm1l 10.3632 1.71211 3.6454e-25 4.34287e-23 Specific Adrenal2_high
Csf2rb 10.3279 6.13846 5.27066e-25 6.256e-23 Specific Adrenal2_high
Ifngrl 10.1701 1.41201 2.69626e-24 3.10889e-22 Specific Adrenal2_high
Ebfl 10.1563 1.44286 3.10599e-24 3.55592e-22 Specific Adrenal2_high
Ypel3 10.1082 1.63234 5.08098e-24 5.75577e-22 Specific Adrenal2_high
Eginl 10.1007 1.70316 5.48502e-24 6.19174e-22 Specific Adrenal2_high
AU020206 10.0956 1.74385 5.77569e-24 6.49714e-22 Specific Adrenal2_high
Pim3 10.0909 1.84016 6.06368e-24 6.79743e-22 Specific Adrenal2_high
Mast4 10.0319 1.51184 1.10413e-23 1.2237e-21 Specific Adrenal2_high
Rapgefl 9.99876 1.21584 1.54317e-23 1.6946e-21 Specific Adrenal2_high
AW112010 9.99621 1.35215 1.58347e-23 1.73296e-21 Specific Adrenal2_high
Efnbl 9.97763 1.41183 1.90969e-23 2.05515e-21 Specific Adrenal2_high
KIf6 9.87268 1.59436 5.46841e-23 5.82666e-21 Specific Adrenal2_high

Btg2 9.83154 1.52645 8.23504e-23 8.6885e-21 Specific Adrenal2_high



Fmol 9.76187 1.75122 1.64105e-22 1.70908e-20 Specific Adrenal2_high
mt-Nd4l 9.7507 1.72924 1.83206e-22 1.89577e-20 Specific Adrenal2_high
Slco2bl 9.74248 2.58431 1.98651e-22 2.04902e-20 Specific Adrenal2_high
Rnf220 9.64916 1.79205 4.95619e-22 5.00033e-20 Specific Adrenal2_high
Erccl 9.63509 2.80787 5.68429e-22 5.69929e-20 Specific Adrenal2_high
Magil 9.60715 1.01329 7.4587e-22 7.38663e-20 Specific Adrenal2_high
Pragl 9.56056 2.55194 1.17126e-21 1.15639%-19 Specific Adrenal2_high
ElovI5 9.52309 1.53854 1.68112e-21 1.64469e-19 Specific Adrenal2_high
Stxbp6 9.50241 3.27709 2.05091e-21 1.98244e-19 Specific Adrenal2_high
Gask1b 9.44376 2.04384 3.59649e-21 3.46605e-19 Specific Adrenal2_high
Arid5b 9.4102 1.28227 4.9518e-21 4.72985e-19 Specific Adrenal2_high
Caszl 9.39954 2.85579 5.48037e-21 5.20394e-19 Specific Adrenal2_high
Ppp2r5a 9.39136 1.11388 5.92302e-21 5.59137e-19 Specific Adrenal2_high
Inf2 9.27863 3.02506 1.71675e-20 1.58812e-18 Specific Adrenal2_high
Ehdl 9.22982 2.34848 2.71098e-20 2.45854e-18 Specific Adrenal2_high
Uaca 9.1997 1.29757 3.58965e-20 3.2372e-18 Specific Adrenal2_high
Jup 9.19571 1.11293 3.7251e-20 3.35e-18 Specific Adrenal2_high
Gpr160 9.00123 5.6401 2.23207e-19 1.91655e-17 Specific Adrenal2_high
Inkal 8.9795 2.03876 2.72003e-19 2.32318e-17 Specific Adrenal2_high
Aplnr 8.92394 1.71385 4.49998e-19 3.79326e-17 Specific Adrenal2_high
Myolb 8.86113 1.59621 7.92054e-19 6.57364e-17 Specific Adrenal2_high
Cdh23 8.8406 4.83598 9.52101e-19 7.86153e-17 Specific Adrenal2_high
Cep85I 8.69667 1.44764 3.41767e-18 2.7654e-16 Specific Adrenal2_high
Prri13 8.66198 1.65245 4.63646e-18 3.74221e-16 Specific Adrenal2_high
Pdgfb 8.62172 1.21315 6.59568e-18 5.21916e-16 Specific Adrenal2_high
Tshax 8.61439 1.96445 7.03153e-18 5.55044e-16 Specific Adrenal2_high
Kcna5 8.5734 5.64668 1.00474e-17 7.87332e-16 Specific Adrenal2_high
Mgat4a 8.5048 4.99428 1.81908e-17 1.39831e-15 Specific Adrenal2_high
Rnf125 8.45732 2.26781 2.73594e-17 2.08325e-15 Specific Adrenal2_high
St8sia4 8.40946 1.53456 4.11896e-17 3.09978e-15 Specific Adrenal2_high
Evl 8.37794 1.89733 5.38638e-17 4.02544e-15 Specific Adrenal2_high
Tmsb10 8.37636 1.09012 5.45902e-17 4.07031e-15 Specific Adrenal2_high
Rasgrf2 8.37112 1.35757 5.70719e-17 4.24554e-15 Specific Adrenal2_high
Epb41 8.33605 1.62662 7.68166e-17 5.63642e-15 Specific Adrenal2_high
Cd200 8.32908 1.11182 8.14722e-17 5.96446e-15 Specific Adrenal2_high
Trpm3 8.28423 4.04499 1.18877e-16 8.60527e-15 Specific Adrenal2_high
Cdk14 8.25312 4.16133 1.5431e-16 1.10464e-14 Specific Adrenal2_high
Gbp2 8.18151 1.71716 2.80315e-16 1.98901e-14 Specific Adrenal2_high
Cythl 8.17647 1.44188 2.92269e-16 2.06928e-14 Specific Adrenal2_high
Psmb8 8.15493 1.05786 3.49387e-16 2.45217e-14 Specific Adrenal2_high
Rassf9 8.13398 1.93056 4.15412e-16 2.88421e-14 Specific Adrenal2_high
Nxpe4 8.12577 1.17428 4.44516e-16 3.07966e-14 Specific Adrenal2_high
Galnt15 8.075 1.80742 6.74776e-16 4.6155e-14 Specific Adrenal2_high
Epb41ll4a 8.07263 2.88834 6.88017e-16 4.68621e-14 Specific Adrenal2_high

Myadm 8.01994 1.7028 1.05796e-15 7.13074e-14 Specific Adrenal2_high



Ggtal 8.0039 1.30478 1.2054e-15 8.10758e-14 Specific Adrenal2_high
Psme2 8.00112 1.04654 1.23293e-15 8.2583e-14 Specific Adrenal2_high
Rgs5 7.99438 3.06264 1.30226e-15 8.68667e-14 Specific Adrenal2_high
Adora2a 7.98754 2.82988 1.37663e-15 9.14496e-14 Specific Adrenal2_high
Gm12002 7.89907 1.30808 2.80981e-15 1.82525e-13 Specific Adrenal2_high
Pxdcl 7.8579 2.94848 3.90619e-15 2.52223e-13 Specific Adrenal2_high
Prnp 7.82611 2.84128 5.03202e-15 3.23623e-13 Specific Adrenal2_high
Kif26a 7.8258 2.05442 5.04449e-15 3.2378e-13 Specific Adrenal2_high
Vim 7.79964 1.21379 6.20855€e-15 3.96917e-13 Specific Adrenal2_high
Ndufa8 7.72631 1.03117 1.10712e-14 6.98114e-13 Specific Adrenal2_high
Rfxap 7.72511 2.48041 1.11752e-14 7.033e-13 Specific Adrenal2_high
Pnpla2 7.63899 1.86602 2.18926e-14 1.35924e-12 Specific Adrenal2_high
Igfar 7.62457 1.94059 2.44845e-14 1.50568e-12 Specific Adrenal2_high
Tobl 7.56035 2.46335 4.01983e-14 2.44868e-12 Specific Adrenal2_high
4930523C07Rik 7.49688 1.39052 6.53541e-14 3.93302e-12 Specific Adrenal2_high
Mcf2l 7.46349 1.15057 8.42612e-14 5.05645e-12 Specific Adrenal2_high
Adhl 7.42889 6.29411 1.09509e-13 6.52308e-12 Specific Adrenal2_high
Tmem86a 7.394 3.36722 1.42477e-13 8.44015e-12 Specific Adrenal2_high
Bmp6 7.38661 1.10002 1.50624e-13 8.89013e-12 Specific Adrenal2_high
Gulpl 7.38255 1.46378 1.55286e-13 9.13191e-12 Specific Adrenal2_high
Mgstl 7.37653 2.54158 1.62468e-13 9.51957e-12 Specific Adrenal2_high
Art3 7.36805 1.88713 1.73138e-13 1.01264e-11 Specific Adrenal2_high
Ptger4 7.32803 5.08521 2.33562e-13 1.35866e-11 Specific Adrenal2_high
Pcdhl 7.32302 1.65595 2.42455e-13 1.40533e-11 Specific Adrenal2_high
Tmem123 7.29097 1.36172 3.07739%e-13 1.77101e-11 Specific Adrenal2_high
Tspan6 7.2824 3.85531 3.27924e-13 1.88046e-11 Specific Adrenal2_high
Tbx3 7.22213 2.65084 5.11789¢-13 2.909e-11 Specific Adrenal2_high
Pcdh19 7.17706 3.51615 7.12241e-13 4.01304e-11 Specific Adrenal2_high
Eepdl 7.13495 1.65292 9.68238e-13 5.39889%e-11 Specific Adrenal2_high
Filip1l 7.05915 1.70133 1.67525e-12 9.26122e-11 Specific Adrenal2_high
Syt7 7.03917 2.32956 1.93389e-12 1.06003e-10 Specific Adrenal2_high
Dipk2b 7.01008 1.83736 2.38183e-12 1.29675e-10 Specific Adrenal2_high
Hadhb 6.92643 1.37422 4.31606e-12 2.30321e-10 Specific Adrenal2_high
Egrl 6.84809 1.82232 7.48401e-12 3.90973e-10 Specific Adrenal2_high
Ccdc88c 6.83677 1.65495 8.09963e-12 4.21769e-10 Specific Adrenal2_high
Myold 6.79111 1.0667 1.11277e-11 5.77586e-10 Specific Adrenal2_high
Ricl 6.78504 1.50467 1.16052e-11 6.01401e-10 Specific Adrenal2_high
Cd247 6.76688 6.65206 1.31592e-11 6.76504e-10 Specific Adrenal2_high
Tm6sfl 6.75406 1.78407 1.4375%-11 7.37037e-10 Specific Adrenal2_high
Cenl 6.73705 2.63103 1.61638e-11 8.23106e-10 Specific Adrenal2_high
Samd5 6.72434 6.53521 1.76388e-11 8.96116e-10 Specific Adrenal2_high
Stom 6.69205 1.55766 2.20059e-11 1.10492e-09 Specific Adrenal2_high
Chchd10 6.68882 1.98705 2.2497e-11 1.12782e-09 Specific Adrenal2_high
Glccil 6.68342 2.61527 2.33435e-11 1.16663e-09 Specific Adrenal2_high

Ly6e 6.64438 1.00322 3.04497e-11 1.50087e-09 Specific Adrenal2_high



Pbld1 6.63308 5.40863 3.28752e-11 1.60815e-09 Specific Adrenal2_high
Lpar6 6.61972 1.06271 3.59877e-11 1.75243e-09 Specific Adrenal2_high
Tubb2a 6.60719 1.73738 3.91688e-11 1.9016e-09 Specific Adrenal2_high
Stard13 6.58526 1.83698 4.54103e-11 2.18166e-09 Specific Adrenal2_high
Nova2 6.46534 1.03206 1.01068e-10 4.72897e-09 Specific Adrenal2_high
Timm10b 6.41732 1.157 1.38698e-10 6.41529e-09 Specific Adrenal2_high
Eps8 6.38005 3.57371 1.77031e-10 8.08409e-09 Specific Adrenal2_high
Dipk2a 6.37115 2.07075 1.87611e-10 8.54307e-09 Specific Adrenal2_high
Ddt 6.35403 2.14186 2.09748e-10 9.47095e-09 Specific Adrenal2_high
Synm 6.28108 2.15542 3.36221e-10 1.48291e-08 Specific Adrenal2_high
Cldn15 6.25992 1.68652 3.85167e-10 1.68955e-08 Specific Adrenal2_high
ler2 6.23984 1.04628 4.38029e-10 1.9059e-08 Specific Adrenal2_high
Btg3 6.23624 1.33338 4.48209e-10 1.94757e-08 Specific Adrenal2_high
Ccserl 6.22179 1.80753 4.91521e-10 2.12396e-08 Specific Adrenal2_high
Pxdn 6.21524 1.03281 5.12455e-10 2.20301e-08 Specific Adrenal2_high
Lipe 6.21113 1.57548 5.2604e-10 2.25242e-08 Specific Adrenal2_high
N4bp3 6.16634 1.68538 6.98868e-10 2.96102e-08 Specific Adrenal2_high
Crybg1 6.15534 4.02712 7.4919e-10 3.16178e-08 Specific Adrenal2_high
Apol10b 6.13162 2.98285 8.69881e-10 3.64729e-08 Specific Adrenal2_high
Enpp4 6.10261 1.37319 1.04353e-09 4.34153e-08 Specific Adrenal2_high
Mospd2 6.09087 1.30682 1.12301e-09 4.64824e-08 Specific Adrenal2_high
Dgke 6.08222 1.28683 1.18531e-09 4.87486e-08 Specific Adrenal2_high
Snn 6.05631 2.17745 1.39284e-09 5.69592e-08 Specific Adrenal2_high
St6galnac2 5.97692 2.80033 2.27393e-09 9.10841e-08 Specific Adrenal2_high
Cecr2 5.96982 2.13307 2.37517e-09 9.46697e-08 Specific Adrenal2_high
Inka2 5.93491 3.86616 2.94001e-09 1.15895e-07 Specific Adrenal2_high
Slc6aé 5.90134 1.01062 3.60566e-09 1.4059e-07 Specific Adrenal2_high
Lrrc36 5.84023 8.69418 5.21292e-09 2.01333e-07 Specific Adrenal2_high
Sncaip 5.84001 1.06672 5.21964e-09 2.01333e-07 Specific Adrenal2_high
Pnkd 5.83369 1.02332 5.42135e-09 2.08367e-07 Specific Adrenal2_high
Adcy4 5.82338 1.20792 5.76685e-09 2.20857e-07 Specific Adrenal2_high
Unc13b 5.74339 1.83914 9.28009e-09 3.47977e-07 Specific Adrenal2_high
Agmo 5.74225 1.52407 9.34266e-09 3.49916e-07 Specific Adrenal2_high
Nepn 5.73646 8.00858 9.66782e-09 3.61256e-07 Specific Adrenal2_high
Kenc2 5.73372 5.93273 9.82517e-09 3.66712e-07 Specific Adrenal2_high
Cltb 5.66144 1.07878 1.50108e-08 5.52592e-07 Specific Adrenal2_high
Ldirad3 5.65015 1.52976 1.60306e-08 5.86789e-07 Specific Adrenal2_high
Gsttl 5.64897 5.26873 1.6141e-08 5.90163e-07 Specific Adrenal2_high
Histlh2bc 5.53878 1.84413 3.04582e-08 1.08777e-06 Specific Adrenal2_high
Acly 5.5358 1.13951 3.09813e-08 1.10401e-06 Specific Adrenal2_high
Acot7 5.52858 3.17152 3.22838e-08 1.14915e-06 Specific Adrenal2_high
Actnl 5.50144 1.91472 3.767e-08 1.33353e-06 Specific Adrenal2_high
Atpl3a3 5.48162 1.87831 4.21444e-08 1.47734e-06 Specific Adrenal2_high
Chek2 5.4438 2.07567 5.21565e-08 1.81452e-06 Specific Adrenal2_high

Vsir 5.40374 1.28384 6.52651e-08 2.24876e-06 Specific Adrenal2_high



Socs2 5.38666 1.20752 7.17796e-08 2.46009e-06 Specific Adrenal2_high
Cybb5r1 5.36408 1.54341 8.1362e-08 2.75921e-06 Specific Adrenal2_high
Elf4 5.35888 1.72074 8.37405e-08 2.8369e-06 Specific Adrenal2_high
Fam189a2 5.35347 1.36806 8.62835e-08 2.91692e-06 Specific Adrenal2_high
Plekhg5 5.33008 1.3146 9.81708e-08 3.28781e-06 Specific Adrenal2_high
Lratd2 5.23705 2.08945 1.63167e-07 5.35351e-06 Specific Adrenal2_high
Bbs9 5.23193 1.20316 1.67752e-07 5.49276e-06 Specific Adrenal2_high
Nrep 5.18573 1.33414 2.15166e-07 6.93971e-06 Specific Adrenal2_high
Ifi2712a 5.15088 2.18816 2.59265e-07 8.25481e-06 Specific Adrenal2_high
Adamts5 5.14751 2.86776 2.63964e-07 8.38787e-06 Specific Adrenal2_high
Gopc 5.14553 1.18533 2.66771e-07 8.46041e-06 Specific Adrenal2_high
Hadha 5.14046 1.01607 2.74063e-07 8.66614e-06 Specific Adrenal2_high
Rassfl 5.13931 1.04891 2.75743e-07 8.70221e-06 Specific Adrenal2_high
Zfp979 5.12767 1.77055 2.93347e-07 9.24875e-06 Specific Adrenal2_high
Fasn 5.08847 4.26032 3.60956e-07 1.1325e-05 Specific Adrenal2_high
Abcbla 5.08502 1.05383 3.6759e-07 1.1522e-05 Specific Adrenal2_high
Plaat3 5.08295 1.47244 3.71622e-07 1.16371e-05 Specific Adrenal2_high
Gm29007 5.0575 10.9739 4.24798e-07 1.31998e-05 Specific Adrenal2_high
Lmbrl 5.05491 1.33985 4.30595e-07 1.33671e-05 Specific Adrenal2_high
Lcorl 5.02741 1.12202 4.97155e-07 1.53595e-05 Specific Adrenal2_high
Fhil 5.01105 5.08929 5.41325e-07 1.65813e-05 Specific Adrenal2_high
Hoxd8 5.00793 2.38857 5.50179e-07 1.68206e-05 Specific Adrenal2_high
Dgkd 4.99589 1.46582 5.85642e-07 1.78372e-05 Specific Adrenal2_high
Irak2 4.95528 1.34122 7.22267e-07 2.1732e-05 Specific Adrenal2_high
Hsd17b11 4.95228 1.33854 7.33471e-07 2.2028e-05 Specific Adrenal2_high
Sik1l 4.94518 2.05684 7.6073e-07 2.2762e-05 Specific Adrenal2_high
Gpra 4.94092 1.29789 7.77542e-07 2.32005e-05 Specific Adrenal2_high
Gbp4 4.93456 1.05549 8.03323e-07 2.39035e-05 Specific Adrenal2_high
Nrarp 4.93245 1.37401 8.12069e-07 2.41193e-05 Specific Adrenal2_high
Coro6 4.91948 4.94433 8.67734e-07 2.54912e-05 Specific Adrenal2_high
Fam181b 4.88748 4.39496 1.02133e-06 2.97058e-05 Specific Adrenal2_high
Mall 4.86159 2.75011 1.16445e-06 3.36264e-05 Specific Adrenal2_high
Ppmlh 4.85869 1.14562 1.18168e-06 3.40935e-05 Specific Adrenal2_high
Hoxb8 4.81484 3.01057 1.47318e-06 4.19044e-05 Specific Adrenal2_high
Ctla2b 4.75896 1.56743 1.94596e-06 5.43942e-05 Specific Adrenal2_high
Lzts2 4.75531 1.20223 1.98144e-06 5.52901e-05 Specific Adrenal2_high
Efr3b 4.75073 1.12431 2.02687e-06 5.63145e-05 Specific Adrenal2_high
Uba7 4.74236 1.29751 2.11246e-06 5.84912e-05 Specific Adrenal2_high
Arhgap28 4.7362 3.09091 2.17765e-06 6.0193e-05 Specific Adrenal2_high
Ephx1 4.72224 1.58383 2.33264e-06 6.4257e-05 Specific Adrenal2_high
Lpcat3 4.71025 1.23559 2.47411e-06 6.78069e-05 Specific Adrenal2_high
Stimate 4.64044 1.3126 3.47667e-06 9.31488e-05 Specific Adrenal2_high
Nos2 4.61454 2.41667 3.93971e-06 0.000104334 Specific Adrenal2_high
Tsfm 4.60624 1.70106 4.10009e-06 0.000107882 Specific Adrenal2_high

Zyx 4.5873 1.15776 4.49006e-06 0.000117283 Specific Adrenal2_high



4.57 1.57333 4.87733e-06 0.000126783 Specific Adrenal2_high
Ckb 4.55199 1.16364 5.31407e-06 0.000137803 Specific Adrenal2_high
Inppl 4.5488 1.15734 5.39517e-06 0.000139682 Specific Adrenal2_high
Tmem238 451901 1.97094 6.21307e-06 0.000159705 Specific Adrenal2_high
Atp9a 4.49205 1.17466 7.05405e-06 0.000180174 Specific Adrenal2_high
Nck2 4.4526 1.41369 8.48384e-06 0.000214824 Specific Adrenal2_high
Jag2 4.44459 1.12832 8.80592e-06 0.000222456 Specific Adrenal2_high
Hrh2 4.43896 11.7923 9.03956€e-06 0.000228002 Specific Adrenal2_high
Nudt4 4.43111 1.10059 9.37476e-06 0.00023572 Specific Adrenal2_high
Acacb 4.40468 2.10588 1.05938e-05 0.000264926 Specific Adrenal2_high
Pkn3 4.36873 2.26894 1.24972e-05 0.000310603 Specific Adrenal2_high
Hoxa7 4.32941 1.5857 1.49508e-05 0.000366505 Specific Adrenal2_high
Hmgcl 4.30655 1.26408 1.65824e-05 0.000403438 Specific Adrenal2_high
mt-Atp8 4.30443 1.77429 1.67415e-05 0.000407002 Specific Adrenal2_high
Litaf 4.29071 1.18478 1.78105e-05 0.000432014 Specific Adrenal2_high
Hdac9 4.28813 1.64997 1.80182e-05 0.000436724 Specific Adrenal2_high
Sybu 4.22906 1.46196 2.34668e-05 0.000559546 Specific Adrenal2_high
Cnst 4.21292 1.15703 2.52086e-05 0.000598427 Specific Adrenal2_high
Gm1673 4.21246 2.13936 2.52602e-05 0.000599211 Specific Adrenal2_high
ll4ra 4.1974 1.45411 2.70001e-05 0.000638138 Specific Adrenal2_high
Prickle3 4.19569 1.72414 2.72041e-05 0.000642221 Specific Adrenal2_high
Tnfrsf21 4.16485 4.99197 3.11555e-05 0.00072888 Specific Adrenal2_high
Tnc 4.16389 8.15977 3.12876e-05 0.000731442 Specific Adrenal2_high
Itpripll 4.1399 2.80769 3.47451e-05 0.000803457 Specific Adrenal2_high
Mif 4.12363 1.23511 3.72954e-05 0.000857609 Specific Adrenal2_high
Fbin2 4.11399 2.07332 3.88878e-05 0.00088853 Specific Adrenal2_high
Retn 4.08269 9.72405 4.45174e-05 0.00100296 Specific Adrenal2_high
Tmem255b 4.06656 2.13344 4.77118e-05 0.00107045 Specific Adrenal2_high
Gstt3 4.04123 3.46075 5.31721e-05 0.00118146 Specific Adrenal2_high
Evala 4.0155 3.29081 5.93208e-05 0.00130195 Specific Adrenal2_high
Gprc5b 4.00594 2.08975 6.17724e-05 0.00135117 Specific Adrenal2_high
Pthir 3.90329 5.61221 9.4894e-05 0.00202221 Specific Adrenal2_high
Krt222 3.90225 4.65041 9.53031e-05 0.00202959 Specific Adrenal2_high
Snx10 3.89309 2.45583 9.89774e-05 0.00209677 Specific Adrenal2_high
1110008P14Rik 3.88178 1.69905 0.000103697 0.00218957 Specific Adrenal2_high
Pjal 3.83143 1.61691 0.000127401 0.00264852 Specific Adrenal2_high
Gbp3 3.81262 1.20154 0.000137502 0.00284204 Specific Adrenal2_high
Apoldl 3.8098 1.21558 0.000139081 0.0028655 Specific Adrenal2_high
Ppal 3.79329 2.12615 0.000148662 0.00304928 Specific Adrenal2_high
Emc6 3.77969 1.05366 0.000157025 0.00320453 Specific Adrenal2_high
Unc119 3.76756 3.61262 0.00016485 0.0033536 Specific Adrenal2_high
Sgf29 3.76722 1.33031 0.000165076 0.0033561 Specific Adrenal2_high
Cables2 3.76458 1.55909 0.00016683 0.00338749 Specific Adrenal2_high
Sema3g 3.75102 1.32684 0.00017612 0.00355598 Specific Adrenal2_high

Unc5b 3.74362 1.18812 0.000181386 0.0036509 Specific Adrenal2_high



Rnf4 3.68583 1.02308 0.000227959 0.00448486 Specific Adrenal2_high
Mustnl 3.68445 2.73423 0.000229201 0.00450656 Specific Adrenal2_high
Bcar3 3.63707 1.68343 0.000275756 0.00532463 Specific Adrenal2_high
Pfkp 3.62535 1.19157 0.000288567 0.00555207 Specific Adrenal2_high
Gm32688 3.61042 1.11181 0.000305706 0.00586087 Specific Adrenal2_high
Snx11 3.59753 1.6731 0.000321254 0.00611899 Specific Adrenal2_high
Tnfaip8 3.54134 2.17686 0.000398108 0.00746828 Specific Adrenal2_high
Fdx1 3.53748 1.10176 0.000403961 0.00756928 Specific Adrenal2_high
Meal 3.53281 1.39253 0.00041116 0.00769516 Specific Adrenal2_high
Ampd3 3.52236 1.42314 0.000427717 0.00797277 Specific Adrenal2_high
D830026112Rik 3.51816 2.91693 0.000434554 0.00808156 Specific Adrenal2_high
Neurllb 3.51774 1.59309 0.00043524 0.00808297 Specific Adrenal2_high
Chrm3 25.5476 3.64017 5.8363e-144 1.8843e-139 Specific Pituitary_high
Gh 24.8882 5.55695 9.9906e-137 1.6127e-132 Specific Pituitary_high
Pomc 24.4948 4.93008 1.6768e-132 1.8046e-128 Specific Pituitary_high
AY036118 23.561 3.67073 9.6822e-123 7.8148e-119 Specific Pituitary_high
Pbx1 22.614 3.08272 3.1543e-113 2.0367e-109 Specific Pituitary_high
Meis2 21.2446 1.77732 3.6968e-100 1.705e-96 Specific Pituitary_high
Pcdh7 20.6527 5.20062 9.23466e-95 3.72676e-91 Specific Pituitary_high
Plvap 20.1644 2.46843 2.01273e-90 7.22011e-87 Specific Pituitary_high
Cmssl 19.4063 2.05202 6.82587e-84 2.00339e-80 Specific Pituitary_high
Ltbpl 18.9346 2.87208 5.91346e-80 1.59097e-76 Specific Pituitary_high
Prss23 17.4371 3.2023 4.31186e-68 9.28055e-65 Specific Pituitary_high
Malatl 17.3076 1.43203 4.12034e-67 8.31407e-64 Specific Pituitary_high
lgfbp3 17.0695 2.37346 2.50416e-65 4.7557e-62 Specific Pituitary_high
Abcg2 16.2781 1.82888 1.41163e-59 2.07156e-56 Specific Pituitary_high
Itm2a 16.2201 2.5646 3.63893e-59 5.10794e-56 Specific Pituitary_high
Kirrel3 16.051 4.19846 5.62571e-58 7.26505e-55 Specific Pituitary_high
H2-D1 15.6672 1.06608 2.53564e-55 3.14858e-52 Specific Pituitary_high
Lmo2 15.61 1.80387 6.22587e-55 7.44453e-52 Specific Pituitary_high
Igfbp5 15.5247 2.47697 2.3613e-54 2.62878e-51 Specific Pituitary_high
Ehd4 14.9938 1.67744 8.06528e-51 8.3996e-48 Specific Pituitary_high
Cga 14.7461 4.1052 3.25868e-49 3.18808e-46 Specific Pituitary_high
Trp53i11 14.5555 2.08421 5.39246e-48 4.83599e-45 Specific Pituitary_high
Ptpru 14.5295 2.18164 7.88528e-48 6.88044e-45 Specific Pituitary_high
Pdia5 14.486 2.28505 1.48643e-47 1.23049e-44 Specific Pituitary_high
Abcal 14.461 2.66999 2.13616e-47 1.72415e-44 Specific Pituitary_high
FIrt2 14.0782 3.16676 5.17111e-45 3.55211e-42 Specific Pituitary_high
Rflnb 13.809 1.62269 2.24882e-43 1.45206e-40 Specific Pituitary_high
Jund 13.5638 1.52009 6.56447e-42 3.9247e-39 Specific Pituitary_high
Tanc2 13.2931 1.85036 2.53783e-40 1.36556e-37 Specific Pituitary_high
Scnlb 13.0866 2.45641 3.92956e-39 1.95178e-36 Specific Pituitary_high
Scarbl 12.8766 1.4612 6.09195e-38 2.85041e-35 Specific Pituitary_high
Robo2 12.7652 4.52125 2.56622e-37 1.1196e-34 Specific Pituitary_high

Gas7 12.6601 2.02674 9.83945e-37 4.07265e-34 Specific Pituitary_high



Lbp 12.3357 2.60415 5.81622e-35 2.13382e-32 Specific Pituitary_high
Apoe 12.3317 1.22184 6.11722e-35 2.21904e-32 Specific Pituitary_high
Coll5a1 12.2022 1.89697 3.02652e-34 1.07375e-31 Specific Pituitary_high
Limch1 12.1625 1.3454 4.92273e-34 1.7275e-31 Specific Pituitary_high
Noslap 11.8486 3.01118 2.18913e-32 6.92902e-30 Specific Pituitary_high
Tnfaip2 11.6794 1.76762 1.62378e-31 4.80953e-29 Specific Pituitary_high
Pcdh17 11.5376 1.18191 8.52181e-31 2.39241e-28 Specific Pituitary_high
Cavin3 11.4947 1.35511 1.40342e-30 3.90597e-28 Specific Pituitary_high
Adamts9 11.2167 2.02772 3.37769e-29 8.86575e-27 Specific Pituitary_high
Elmol 10.9795 1.63922 4.79396e-28 1.19056e-25 Specific Pituitary_high
Smco4 10.8733 1.31394 1.54505e-27 3.77893e-25 Specific Pituitary_high
Nav3 10.8498 1.94065 1.99836e-27 4.81471e-25 Specific Pituitary_high
Jun 10.8214 1.29336 2.72675e-27 6.52098e-25 Specific Pituitary_high
Etl4 10.7585 1.07979 5.40351e-27 1.27338e-24 Specific Pituitary_high
Ctla2a 10.5637 1.10466 4.39169e-26 9.91508e-24 Specific Pituitary_high
Piezo2 10.5553 1.37453 4.79924e-26 1.076e-23 Specific Pituitary_high
Hspala 10.358 1.90306 3.85118e-25 8.23414e-23 Specific Pituitary_high
Nectin2 10.2514 1.78961 1.16673e-24 2.43018e-22 Specific Pituitary_high
2610307P16Rik 10.033 1.95289 1.0919e-23 2.16269e-21 Specific Pituitary_high
Mmrnl 9.84646 4.91012 7.10036e-23 1.32506e-20 Specific Pituitary_high
Auts2 9.70515 1.334 2.86642e-22 5.19901e-20 Specific Pituitary_high
2026-09-04 00:00:00 9.6643 1.53082 4.27544e-22 7.66847e-20 Specific Pituitary_high
Pltp 9.4835 1.34094 2.45888e-21 4.24518e-19 Specific Pituitary_high
Ly6e 9.43402 1.00509 3.94659e-21 6.74157e-19 Specific Pituitary_high
G0s2 9.39743 4.83008 5.59115e-21 9.35287e-19 Specific Pituitary_high
Aplnr 9.34779 1.67089 8.9502e-21 1.48947e-18 Specific Pituitary_high
Fos 9.27781 2.16154 1.73002e-20 2.77879e-18 Specific Pituitary_high
Slit3 9.12838 2.01315 6.95341e-20 1.05395e-17 Specific Pituitary_high
Filip1l 8.73431 2.2695 2.45155e-18 3.27059e-16 Specific Pituitary_high
Chn2 8.57124 1.5853 1.02381e-17 1.26642e-15 Specific Pituitary_high
Arhgap6 8.42166 3.09015 3.71193e-17 4.43851e-15 Specific Pituitary_high
Junb 8.33129 1.5202 7.99643e-17 9.23302e-15 Specific Pituitary_high
Emcn 8.21046 1.24103 2.20341e-16 2.47004e-14 Specific Pituitary_high
Cyba 8.0217 1.07872 1.0429e-15 1.10757e-13 Specific Pituitary_high
Ccserl 8.00586 2.29709 1.18631e-15 1.2448e-13 Specific Pituitary_high
Hspalb 7.9086 1.41289 2.60307e-15 2.6595e-13 Specific Pituitary_high
Pdgfb 7.67183 1.12426 1.6955%e-14 1.57305e-12 Specific Pituitary_high
Col4a3 7.64959 2.00926 2.01615e-14 1.84919e-12 Specific Pituitary_high
Sorbs2 7.59842 1.33547 2.99769e-14 2.71094e-12 Specific Pituitary_high
Cpedl 7.58319 1.22031 3.37147e-14 3.04044e-12 Specific Pituitary_high
H2-Q7 7.54107 1.01928 4.66146e-14 4.14588e-12 Specific Pituitary_high
Sema3d 7.33662 2.24436 2.19063e-13 1.81811e-11 Specific Pituitary_high
Cited2 7.20425 2.31075 5.83647e-13 4.69901e-11 Specific Pituitary_high
FoxI2 7.13472 4.13838 9.69848e-13 7.6744e-11 Specific Pituitary_high

Me3 6.88802 2.91436 5.6574e-12 4.00546e-10 Specific Pituitary_high



Gng2 6.87958 1.43636 6.00292e-12 4.1949e-10 Specific Pituitary_high
Hmgn3 6.81255 1.92732 9.58838e-12 6.50338e-10 Specific Pituitary_high
Pde8a 6.73692 1.03288 1.61775e-11 1.05301e-09 Specific Pituitary_high
Ccn2 6.64391 2.69882 3.05464e-11 1.92615e-09 Specific Pituitary_high
Pard3 6.57072 2.95364 5.00721e-11 3.0617e-09 Specific Pituitary_high
Vegfc 6.54434 1.82052 5.97596e-11 3.59281e-09 Specific Pituitary_high
Gsta3 6.42098 4.68765 1.354e-10 7.86224e-09 Specific Pituitary_high
Fbin5 6.42064 2.73302 1.35702e-10 7.86561e-09 Specific Pituitary_high
Snedl 6.37804 2.36915 1.79364e-10 1.01414e-08 Specific Pituitary_high
Thxa2r 6.33472 1.05608 2.37766e-10 1.31668e-08 Specific Pituitary_high
Zfp521 6.31241 1.39956 2.74715e-10 1.50071e-08 Specific Pituitary_high
Mgp 6.27805 3.1083 3.4285e-10 1.86345e-08 Specific Pituitary_high
Lipc 6.23764 4.10654 4.44223e-10 2.35496e-08 Specific Pituitary_high
Stxbp6 6.1397 2.55799 8.26757e-10 4.25029e-08 Specific Pituitary_high
Myolb 6.06817 1.32347 1.29377e-09 6.45583e-08 Specific Pituitary_high
Prl 6.06686 3.16129 1.30435e-09 6.48859e-08 Specific Pituitary_high
Cdh2 6.05129 4.4254 1.43692e-09 7.05031e-08 Specific Pituitary_high
Wdrl7 6.03737 4.00421 1.56643e-09 7.61631e-08 Specific Pituitary_high
Satl 6.01666 1.22989 1.78057e-09 8.61853e-08 Specific Pituitary_high
Mal 5.99368 1.61214 2.05147e-09 9.84128e-08 Specific Pituitary_high
Hexb 5.97732 1.18969 2.2684e-09 1.08176e-07 Specific Pituitary_high
HIf 5.93607 3.04197 2.91939e-09 1.37394e-07 Specific Pituitary_high
Nhsl1 5.73862 1.25698 9.54505e-09 4.08703e-07 Specific Pituitary_high
Krt80 5.71956 3.54188 1.06799e-08 4.53311e-07 Specific Pituitary_high
Gsn 5.69899 3.567 1.20519e-08 5.05975e-07 Specific Pituitary_high
Ncehl 5.69464 1.74688 1.23631e-08 5.16493e-07 Specific Pituitary_high
Serpinb6b 5.51653 2.07182 3.45759e-08 1.32418e-06 Specific Pituitary_high
Entpd1 5.42212 1.07053 5.88969e-08 2.1806e-06 Specific Pituitary_high
Micalll 5.3688 1.2762 7.92615e-08 2.84328e-06 Specific Pituitary_high
Stk10 5.34346 1.43726 9.1188e-08 3.24053e-06 Specific Pituitary_high
Rasa4 5.34311 1.89151 9.13633e-08 3.24139e-06 Specific Pituitary_high
Nkd2 5.27994 3.23798 1.29228e-07 4.44315e-06 Specific Pituitary_high
Tmem200a 5.22563 4.08003 1.73561e-07 5.82474e-06 Specific Pituitary_high
Gm15261 4.87902 3.75569 1.06614e-06 3.09536e-05 Specific Pituitary_high
Zfp667 4.80901 2.17461 1.51676e-06 4.29172e-05 Specific Pituitary_high
Mxra8 4.77526 1.21594 1.79474e-06 5.02106e-05 Specific Pituitary_high
Rnf220 4.72428 1.02689 2.30932e-06 6.28109e-05 Specific Pituitary_high
Sipalll 4.69979 1.14006 2.60428e-06 7.00076e-05 Specific Pituitary_high
Has3 4.67516 3.12036 2.93717e-06 7.80465e-05 Specific Pituitary_high
Pdgfa 4.59957 2.34027 4.23371e-06 0.000108821 Specific Pituitary_high
Syn3 4.56581 1.79583 4.97562e-06 0.000125755 Specific Pituitary_high
Esrrg 452179 1.54073 6.13193e-06 0.000150911 Specific Pituitary_high
Ppplrlda 4.4524 1.90892 8.49171e-06 0.000201733 Specific Pituitary_high
Tspan3 4.45143 1.40764 8.53018e-06 0.000202349 Specific Pituitary_high

Col8al 4.4449 2.58336 8.79332e-06 0.00020798 Specific Pituitary_high



Hspb8 4.40534 3.59494 1.05617e-05 0.00024549 Specific Pituitary_high
Odc1 4.39079 1.6866 1.12937e-05 0.000259699 Specific Pituitary_high
Kcnglotl 4.38984 1.2625 1.13432e-05 0.000260467 Specific Pituitary_high
Slc18a2 4.33288 2.72634 1.47169e-05 0.000328587 Specific Pituitary_high
Gm35853 4.31427 3.88467 1.6013e-05 0.000353853 Specific Pituitary_high
Setbpl 4.28254 4.03668 1.8477e-05 0.000401975 Specific Pituitary_high
Thllxrl 4.17987 1.19575 2.91672e-05 0.000604794 Specific Pituitary_high
Stard13 4.06375 1.30352 4.82913e-05 0.000948926 Specific Pituitary_high
Syt15 4.04781 2.47392 5.16995e-05 0.00100549 Specific Pituitary_high
Col4asd 4.03474 1.83136 5.46618e-05 0.00105548 Specific Pituitary_high
L3mbtl3 3.98379 1.29111 6.78249e-05 0.00126941 Specific Pituitary_high
Irx5 3.96549 1.55328 7.32454e-05 0.00136374 Specific Pituitary_high
Robo3 3.95594 2.76176 7.62338e-05 0.00140802 Specific Pituitary_high
Lrgl 3.93853 1.48176 8.19826€e-05 0.00150046 Specific Pituitary_high
Mapkapk3 3.8996 3.07948 9.63502e-05 0.00173581 Specific Pituitary_high
Angpt2 3.80393 1.87131 0.000142419 0.00243152 Specific Pituitary_high
Gm266 3.78034 4.35982 0.000156616 0.00263901 Specific Pituitary_high
Egrl 3.70574 1.08667 0.000210777 0.00342301 Specific Pituitary_high
Bripl 3.65607 2.42433 0.000256109 0.00407716 Specific Pituitary_high
Ttc9 3.564 2.90992 0.00036524 0.00554124 Specific Pituitary_high
Creb5 3.55064 2.634 0.000384297 0.00578957 Specific Pituitary_high
Adgalt 3.49884 1.63699 0.000467283 0.00689232 Specific Pituitary_high
Nudt4 3.40797 1.07632 0.000654473 0.009235 Specific Pituitary_high
Gpmé6a 3.38347 2.83309 0.00071577 0.00998213 Specific Pituitary_high
Plat 18.4499 6.17175 5.22031e-76 1.68538e-71 Specific Kidney_high
Kap 17.6211 6.39987 1.69603e-69 2.73782e-65 Specific Kidney_high
Pil6 16.7891 7.98984 2.93024e-63 3.15343e-59 Specific Kidney_high
Emcn 15.6309 2.57794 4.48666e-55 3.6213e-51 Specific Kidney_high
Sgk1 15.5315 2.69487 2.12402e-54 1.37148e-50 Specific Kidney_high
Dkk2 15.4482 5.26117 7.76328e-54 4.17729e-50 Specific Kidney_high
S100a6 14.7248 3.40549 4.46552e-49 2.05956e-45 Specific Kidney_high
Igfbp5 14.5341 4.37388 7.37109e-48 2.97469e-44 Specific Kidney_high
Lpl 14.0015 5.25381 1.52581e-44 5.47341e-41 Specific Kidney_high
Plscr2 13.8797 2.94791 8.40774e-44 2.71444e-40 Specific Kidney_high
Mapt 13.1004 4.16567 3.27441e-39 8.80953e-36 Specific Kidney_high
Cyp4b1l 12.845 2.5388 9.17822e-38 2.27938e-34 Specific Kidney_high
Gpx3 12.4794 4.31774 9.66679e-36 2.08062e-32 Specific Kidney_high
Semaba 11.9528 7.7386 6.27618e-33 1.01313e-29 Specific Kidney_high
Adgre5 11.6399 2.53829 2.58241e-31 3.47388e-28 Specific Kidney_high
Gimap5 11.5871 2.52084 4.7912e-31 6.18736e-28 Specific Kidney_high
Plscrl 11.3256 2.93337 9.79881e-30 1.21675e-26 Specific Kidney_high
Slc9a3r2 11.3166 1.84706 1.08569e-29 1.29821e-26 Specific Kidney_high
Gimap4 10.8515 1.75829 1.96201e-27 2.11145e-24 Specific Kidney_high
Meis2 10.8187 1.67786 2.80746e-27 2.92383e-24 Specific Kidney_high

Tbx3 10.7869 4.92594 3.96965e-27 4.00501e-24 Specific Kidney_high



Nrpl 10.6433 1.21077 1.87337e-26 1.83278e-23 Specific Kidney_high
Srgn 10.5914 1.49918 3.26736e-26 3.10255e-23 Specific Kidney_high
Clicl 10.4917 1.57473 9.43194e-26 8.70029e-23 Specific Kidney_high
Efnb2 10.4499 1.98044 1.46607e-25 1.31478e-22 Specific Kidney_high
Pbx1 10.3814 2.68868 3.01265e-25 2.62874e-22 Specific Kidney_high
AU021092 10.3585 2.4465 3.82752e-25 3.25188e-22 Specific Kidney_high
Tspo 10.2107 1.79771 1.77601e-24 1.43346e-21 Specific Kidney_high
Slc6a6 10.1508 2.16923 3.28511e-24 2.52524e-21 Specific Kidney_high
Ctla2a 9.82129 1.76596 9.11659e-23 6.54065e-20 Specific Kidney_high
Ptma 9.79653 1.0981 1.16526e-22 8.17835e-20 Specific Kidney_high
Gnas 9.76937 1.04854 1.52392e-22 1.0468e-19 Specific Kidney_high
Chrm3 9.62551 2.34533 6.23985e-22 4.1113e-19 Specific Kidney_high
Smpdi3a 9.54649 2.06393 1.3417e-21 8.66337e-19 Specific Kidney_high
Hegl 9.54214 1.42716 1.3991e-21 8.85684e-19 Specific Kidney_high
Epha6 9.51122 7.40189 1.88431e-21 1.1699e-18 Specific Kidney_high
Gm6213 9.43339 4.82969 3.97059e-21 2.33073e-18 Specific Kidney_high
Alpl 9.29065 3.7388 1.53346e-20 8.68559e-18 Specific Kidney_high
Samd12 9.28531 1.84337 1.61233e-20 8.97483e-18 Specific Kidney_high
Gm30382 9.21286 4.13296 3.17537e-20 1.73757e-17 Specific Kidney_high
Tcim 9.09162 1.46298 9.75733e-20 5.25026e-17 Specific Kidney_high
Erc2 8.99719 8.19518 2.31566e-19 1.20582e-16 Specific Kidney_high
H2afz 8.93062 1.51683 4.23619e-19 2.17088e-16 Specific Kidney_high
Cd24a 8.92702 1.97413 4.37625e-19 2.20761e-16 Specific Kidney_high
Aopep 8.82344 1.33029 1.11e-18 5.19367e-16 Specific Kidney_high
Tmem176b 8.78155 1.72852 1.61234e-18 7.43636e-16 Specific Kidney_high
Ilcam2 8.68548 1.59007 3.77136e-18 1.62344e-15 Specific Kidney_high
Kif2 8.62231 1.34792 6.56166e-18 2.78741e-15 Specific Kidney_high
Synel 8.57375 1.21639 1.00167e-17 4.14601e-15 Specific Kidney_high
Gimapl 8.53908 1.77691 1.35292e-17 5.45988e-15 Specific Kidney_high
Mpped2 8.42818 3.76597 3.51085e-17 1.38229%-14 Specific Kidney_high
Laptm4a 8.40294 1.11954 4.35448e-17 1.67362e-14 Specific Kidney_high
Plpp1 8.35054 1.22296 6.79495e-17 2.52155e-14 Specific Kidney_high
Malatl 8.33806 1.26456 7.55207e-17 2.77067e-14 Specific Kidney_high
H3f3a 8.30307 1.13971 1.01458e-16 3.68041e-14 Specific Kidney_high
Klf12 8.29034 1.77588 1.12921e-16 4.05073e-14 Specific Kidney_high
Sec62 8.2713 1.13871 1.32503e-16 4.70094e-14 Specific Kidney_high
Clics 8.12845 1.74333 4.34814e-16 1.46229e-13 Specific Kidney_high
Casc4 8.11628 7.66655 4.8067e-16 1.59984e-13 Specific Kidney_high
Exoc3I2 8.08912 1.20682 6.00988e-16 1.97989%e-13 Specific Kidney_high
Atpl13a3 8.07606 4.14266 6.68947e-16 2.18151e-13 Specific Kidney_high
Plcbl 8.04838 1.50701 8.38959¢-16 2.68176e-13 Specific Kidney_high
PodxI 8.04201 1.26673 8.83752e-16 2.79725e-13 Specific Kidney_high
Cavin2 7.91847 1.34997 2.40449e-15 7.46432e-13 Specific Kidney_high
Itgb1 7.85305 1.04528 4.06036e-15 1.22513e-12 Specific Kidney_high

Ehd3 7.76964 1.91557 7.87113e-15 2.28936e-12 Specific Kidney_high



Ddah2 7.67068 1.85883 1.71088e-14 4.84524e-12 Specific Kidney_high
Crip2 7.62528 1.17311 2.43504e-14 6.71925e-12 Specific Kidney_high
Ntn4 7.62231 1.74273 2.49182e-14 6.81765e-12 Specific Kidney_high
Cdsi 7.47417 1.14099 7.76951e-14 2.02289%e-11 Specific Kidney_high
Arid5b 7.35412 1.53155 1.92186e-13 4.77286e-11 Specific Kidney_high
Fgfl 7.34451 2.34875 2.06516e-13 5.0896e-11 Specific Kidney_high
Tm4sfl 7.26456 1.20713 3.74259-13 9.01713e-11 Specific Kidney_high
Akapl3 7.16993 1.39859 7.50384e-13 1.78134e-10 Specific Kidney_high
Arap2 7.1522 1.8733 8.53966e-13 2.01243e-10 Specific Kidney_high
Gimap6 7.14431 1.07109 9.04478e-13 2.11602e-10 Specific Kidney_high
Limchl 7.04645 1.35836 1.83537e-12 4.20248e-10 Specific Kidney_high
Vdac3 7.027 1.53265 2.11013e-12 4.78715e-10 Specific Kidney_high
1d1 6.97231 1.37859 3.11769e-12 6.94171e-10 Specific Kidney_high
Rpl21 6.96995 1.00265 3.17056e-12 7.01107e-10 Specific Kidney_high
Gngt2 6.90358 1.37278 5.07071e-12 1.09139e-09 Specific Kidney_high
Ctnna3 6.71396 2.41569 1.89409e-11 3.89494e-09 Specific Kidney_high
Hipk2 6.68184 1.2624 2.35954e-11 4.82138e-09 Specific Kidney_high
S100al 6.62543 1.32151 3.4624e-11 6.90022e-09 Specific Kidney_high
Mecom 6.5506 1.91544 5.73069e-11 1.12131e-08 Specific Kidney_high
Dynli1 6.50915 1.0168 7.55755e-11 1.42719e-08 Specific Kidney_high
Plaat3 6.50912 2.7188 7.55925e-11 1.42719e-08 Specific Kidney_high
S100a10 6.50025 1.0771 8.01869e-11 1.50514e-08 Specific Kidney_high
Smad6 6.49339 1.51896 8.39261e-11 1.56622e-08 Specific Kidney_high
Rdx 6.49097 1.09289 8.52833e-11 1.5824e-08 Specific Kidney_high
Plac8 6.34968 4.1883 2.1577e-10 3.7252e-08 Specific Kidney_high
Selenom 6.28733 1.22102 3.22972e-10 5.37481e-08 Specific Kidney_high
Gimap3 6.28235 4.53291 3.33501e-10 5.52158e-08 Specific Kidney_high
Clu 6.28032 2.49703 3.3788e-10 5.56553e-08 Specific Kidney_high
Ccnd1 6.16789 1.21104 6.92051e-10 1.09293e-07 Specific Kidney_high
Ankrd33b 6.10715 2.43298 1.01423e-09 1.53221e-07 Specific Kidney_high
Mtchl 6.09687 1.13919 1.08168e-09 1.61677e-07 Specific Kidney_high
Tmem234 6.07956 1.1304 1.20509e-09 1.78011e-07 Specific Kidney_high
Prrl3 6.05226 1.92976 1.42827e-09 2.06778e-07 Specific Kidney_high
Col18al 6.03521 6.04578 1.58753e-09 2.28809e-07 Specific Kidney_high
Tmem176a 5.98304 1.29963 2.19011e-09 3.04066e-07 Specific Kidney_high
Speccl 5.98272 4.03576 2.19444e-09 3.04066e-07 Specific Kidney_high
Dram1l 5.78001 2.17382 7.46986e-09 9.80344e-07 Specific Kidney_high
Pcsk5 5.7676 3.93137 8.04069e-09 1.04675e-06 Specific Kidney_high
Ccdc80 5.75882 1.82455 8.47053e-09 1.09388e-06 Specific Kidney_high
Ly6cl 5.74319 1.57394 9.291e-09 1.19506e-06 Specific Kidney_high
Gata5 5.73342 9.17774 9.84237e-09 1.25597e-06 Specific Kidney_high
Cst3 5.72307 1.00492 1.04619e-08 1.32455e-06 Specific Kidney_high
Smad7 5.6713 1.29638 1.4172e-08 1.75978e-06 Specific Kidney_high
Pdgfb 5.62404 1.33556 1.86542e-08 2.27253e-06 Specific Kidney_high

Rnasek 5.6173 1.02253 1.93965e-08 2.34538e-06 Specific Kidney_high



Csfl 5.5826 1.84455 2.36955e-08 2.83337e-06 Specific Kidney_high
Ankrd44 5.54331 1.09594 2.96801e-08 3.50997e-06 Specific Kidney_high
S100all 5.50787 1.16168 3.63209e-08 4.23329e-06 Specific Kidney_high
Dadl 5.49599 1.00345 3.88528e-08 4.44809e-06 Specific Kidney_high
Gabarapl2 5.45073 1.10998 5.01649e-08 5.66284e-06 Specific Kidney_high
Atp2a3 5.39546 5.39574 6.83485e-08 7.4048e-06 Specific Kidney_high
KIk8 5.34878 2.99952 8.85508e-08 9.46643e-06 Specific Kidney_high
Maged?2 5.34452 2.72016 9.06575e-08 9.63597e-06 Specific Kidney_high
Edfl 5.32565 1.00691 1.00595e-07 1.06134e-05 Specific Kidney_high
Rpl2211 5.3084 1.06981 1.10594e-07 1.15478e-05 Specific Kidney_high
Cacnala 5.28856 4.51235 1.23283e-07 1.27162e-05 Specific Kidney_high
Tspan? 5.25708 1.19398 1.46358e-07 1.48124e-05 Specific Kidney_high
Cd9 5.25269 1.07674 1.49893e-07 1.50289e-05 Specific Kidney_high
Zeb2 5.21636 1.25713 1.82468e-07 1.79057e-05 Specific Kidney_high
Ccdc12 5.19866 1.25009 2.00732e-07 1.95199e-05 Specific Kidney_high
Asap2 5.19455 1.36808 2.05212e-07 1.98362e-05 Specific Kidney_high
Sema6d 5.17536 1.20224 2.27472e-07 2.17277e-05 Specific Kidney_high
Krtcap2 5.16786 1.0098 2.36792e-07 2.23533e-05 Specific Kidney_high
Tnfaip2 5.10291 1.35511 3.34468e-07 3.0677e-05 Specific Kidney_high
Trpm3 5.07946 3.9691 3.7851e-07 3.42302e-05 Specific Kidney_high
Kif4 5.07079 1.25333 3.96163e-07 3.56809e-05 Specific Kidney_high
Ddit4l 5.02055 5.75666 5.15252e-07 4.54505e-05 Specific Kidney_high
Itga3 4.96547 3.20001 6.85367e-07 5.86925e-05 Specific Kidney_high
Fxyd2 4.85497 3.09548 1.20407e-06 9.86632e-05 Specific Kidney_high
Exoc3l4 4.83716 1.6348 1.31708e-06 0.000106571 Specific Kidney_high
Mast4 4.80627 1.34989 1.53769e-06 0.000122277 Specific Kidney_high
Slco2al 4.77519 1.2089 1.79541e-06 0.000141378 Specific Kidney_high
Olfmi2b 4.73969 5.77763 2.14047e-06 0.000164536 Specific Kidney_high
Ccrl2 4.68544 1.7231 2.79364e-06 0.000209264 Specific Kidney_high
Ckb 4.67947 1.91914 2.87615e-06 0.000213463 Specific Kidney_high
Ltbpl 4.67765 1.37323 2.90185e-06 0.000214877 Specific Kidney_high
Tmem26 4.63985 2.27519 3.48659e-06 0.000250701 Specific Kidney_high
Uqgcc2 4.60736 1.13247 4.07811e-06 0.000286845 Specific Kidney_high
Ncoa7 459721 1.20454 4.28192e-06 0.000299874 Specific Kidney_high
Hbegf 4.58499 1.5026 4.54005e-06 0.000317244 Specific Kidney_high
1d2 4.58455 1.09705 4.5496e-06 0.000317244 Specific Kidney_high
Gjcl 4.57533 1.66 4.75476e-06 0.000329415 Specific Kidney_high
Fas 4.56244 1.14022 5.05636€e-06 0.000347524 Specific Kidney_high
Hoxa7 4.52876 2.58193 5.93301e-06 0.000400758 Specific Kidney_high
Adamts16 45164 6.57749 6.29012e-06 0.00042396 Specific Kidney_high
Sncg 4.50758 1.86124 6.55726e-06 0.000438304 Specific Kidney_high
Lrrc8b 4.48982 1.99694 7.1284e-06 0.000471599 Specific Kidney_high
Arhgap5 4.46787 1.00453 7.9002e-06 0.000519466 Specific Kidney_high
Fstll 4.44511 1.60969 8.78459¢e-06 0.000563838 Specific Kidney_high

Plaur 4.42577 2.10649 9.61003e-06 0.000602173 Specific Kidney_high



4.42114 1.84325 9.81827e-06 0.00061312 Specific Kidney_high
Rflna 4.37258 2.59708 1.22787e-05 0.000747959 Specific Kidney_high
Palmd 4.33184 1.23049 1.47866e-05 0.000887332 Specific Kidney_high
Ppdpf 4.32828 1.37337 1.50279e-05 0.000900141 Specific Kidney_high
mt-Nd5 4.29832 1.13905 1.72095e-05 0.0010176 Specific Kidney_high
Polb 4.29699 1.69268 1.73134e-05 0.00102187 Specific Kidney_high
Pcdhl 4.28479 1.78659 1.82912e-05 0.00107557 Specific Kidney_high
Kank4 4.27237 3.17144 1.93405e-05 0.00113118 Specific Kidney_high
Akap9 4.26521 1.21554 1.99717e-05 0.00116178 Specific Kidney_high
Meg3 4.24671 6.63922 2.16936e-05 0.00124401 Specific Kidney_high
Nol7 4.23233 1.1075 2.31284e-05 0.00131926 Specific Kidney_high
Pde6d 4.13307 1.85981 3.57955e-05 0.00193254 Specific Kidney_high
Lypd6 4.12154 3.77971 3.76342e-05 0.00201831 Specific Kidney_high
Tbx30s1 4.10904 6.56178 3.97306e-05 0.00210624 Specific Kidney_high
Ncald 4.02816 1.50947 5.62148e-05 0.00285361 Specific Kidney_high
Sox17 4.00713 1.30944 6.1462e-05 0.0031038 Specific Kidney_high
Lrrc3b 3.96626 1.41611 7.30106e-05 0.0036042 Specific Kidney_high
Polr2e 3.95708 1.23233 7.58711e-05 0.00373399 Specific Kidney_high
Lmo7 3.86965 2.18731 0.000108993 0.00521311 Specific Kidney_high
Stmn2 3.80107 2.79191 0.000144074 0.00670237 Specific Kidney_high
Ripor2 3.78929 1.87636 0.000151078 0.0069879 Specific Kidney_high
P2ryl 3.76807 2.27852 0.000164515 0.00753385 Specific Kidney_high
Stab2 69.4167 7.7246 0 0 Specific Liver_high
Mrcl 68.9229 5.97257 0 0 Specific Liver_high
Ralgapa2 67.4601 5.57311 0 0 Specific Liver_high
Maf 66.9996 5.36167 0 0 Specific Liver_high
Slc9a9 66.6215 6.26105 0 0 Specific Liver_high
Dnasell3 66.1742 6.78837 0 0 Specific Liver_high
Plxncl 66.167 6.21019 0 0 Specific Liver_high
Dpp4 65.6629 6.16607 0 0 Specific Liver_high
Cd55 65.4549 6.04172 0 0 Specific Liver_high
Palld 65.2391 5.90311 0 0 Specific Liver_high
Bmp2 64.6334 5.77264 0 0 Specific Liver_high
Fcgr2b 64.5417 6.5249 0 0 Specific Liver_high
Cemip2 64.4343 3.86832 0 0 Specific Liver_high
Gatad 64.3905 6.42376 0 0 Specific Liver_high
Ptprb 64.1644 2.20463 0 0 Specific Liver_high
Psd3 63.9832 4.00735 0 0 Specific Liver_high
F8 63.0295 4.05842 0 0 Specific Liver_high
Zeb2 62.9368 5.31771 0 0 Specific Liver_high
Adam23 62.5825 6.25404 0 0 Specific Liver_high
Clec4g 62.0064 6.31084 0 0 Specific Liver_high
B3galtl 61.8416 5.63894 0 0 Specific Liver_high
Tspan7 61.6029 4.30007 0 0 Specific Liver_high
Jakl 61.5712 3.27638 0 0 Specific Liver_high



l6st 61.2375 3.88654 0 0 Specific Liver_high
Dab2 60.6988 3.5576 0 0 Specific Liver_high
Sntbl 60.689 4.31505 0 0 Specific Liver_high
Pricklel 60.6725 4.09516 0 0 Specific Liver_high
Lrmda 59.884 3.37812 0 0 Specific Liver_high
Gatm 59.5162 4.86348 0 0 Specific Liver_high
Fyn 59.4261 2.79551 0 0 Specific Liver_high
Gpr182 59.382 4.47574 0 0 Specific Liver_high
Ehd3 59.3577 3.84861 0 0 Specific Liver_high
Qit3 58.928 5.10717 0 0 Specific Liver_high
Man2al 58.884 3.445 0 0 Specific Liver_high
Snx24 58.6387 5.52573 0 0 Specific Liver_high
Selenop 58.5752 3.40612 0 0 Specific Liver_high
Faml124a 58.5728 4.5398 0 0 Specific Liver_high
Igfbp4 58.1655 3.56017 0 0 Specific Liver_high
Itga9 58.0765 3.30656 0 0 Specific Liver_high
Agpl 57.8261 4.64128 0 0 Specific Liver_high
Aass 57.421 5.77867 0 0 Specific Liver_high
Plekhgl 56.8729 2.72654 0 0 Specific Liver_high
Stabl 56.7288 3.1561 0 0 Specific Liver_high
Itsnl 56.358 4.01904 0 0 Specific Liver_high
Prkce 56.2793 2.7089 0 0 Specific Liver_high
St3gal4 56.271 2.93443 0 0 Specific Liver_high
Atrnll 56.1499 3.23292 0 0 Specific Liver_high
Mid1 56.0199 4.12498 0 0 Specific Liver_high
Zswim6 55.28 2.92933 0 0 Specific Liver_high
Epb41I2 55.1564 3.02437 0 0 Specific Liver_high
Lgmn 55.1156 4.60416 0 0 Specific Liver_high
Slc43a2 55.0782 5.50356 0 0 Specific Liver_high
Mtss1 54.6664 2.86156 0 0 Specific Liver_high
Rasal2 54.6055 2.35543 0 0 Specific Liver_high
lggap2 54.2781 5.82873 0 0 Specific Liver_high
Arhgap23 53.9952 3.11972 0 0 Specific Liver_high
Ankrd44 53.9455 3.09467 0 0 Specific Liver_high
Tmcc3 53.8348 2.87072 0 0 Specific Liver_high
Lamp2 53.7493 2.555 0 0 Specific Liver_high
Exoc6 53.7111 3.33676 0 0 Specific Liver_high
Cnksr3 53.5269 3.85567 0 0 Specific Liver_high
Manla 53.1031 3.26243 0 0 Specific Liver_high
Pard3b 53.0804 3.02245 0 0 Specific Liver_high
Aplbl 52.9948 3.99478 0 0 Specific Liver_high
Dse 52.8083 4.19837 0 0 Specific Liver_high
Acer3 52.7971 4.09432 0 0 Specific Liver_high
Lifr 52.6741 2.81773 0 0 Specific Liver_high
Mertk 52.6353 3.0019 0 0 Specific Liver_high



Lhfpl2 52.5448 3.26121 0 0 Specific Liver_high
Fam222b 52.3191 3.22083 0 0 Specific Liver_high
Bmp6 51.6994 3.73822 0 0 Specific Liver_high
Arhgap45 51.6495 4.42326 0 0 Specific Liver_high
Nr2f2 51.6335 3.06493 0 0 Specific Liver_high
Tfpi 51.5184 3.44871 0 0 Specific Liver_high
Semaba 51.5096 2.29489 0 0 Specific Liver_high
Sh3rfl 51.5075 2.847 0 0 Specific Liver_high
Sashl 50.7648 2.35806 0 0 Specific Liver_high
Camk1d 50.6912 3.11392 0 0 Specific Liver_high
Myo10 50.4292 2.59007 0 0 Specific Liver_high
Itga8 50.4251 5.01685 0 0 Specific Liver_high
Ago3 50.3105 2.98736 0 0 Specific Liver_high
Znrfl 49.9854 2.64641 0 0 Specific Liver_high
Raphl 49.9104 2.93546 0 0 Specific Liver_high
Macfl 49.7264 1.83128 0 0 Specific Liver_high
Tpbgl 49.6651 5.19188 0 0 Specific Liver_high
Lpp 49.659 2.36876 0 0 Specific Liver_high
Anapcl5 49.5353 4.50754 0 0 Specific Liver_high
Hivep3 49.4853 2.96584 0 0 Specific Liver_high
Gm15675 49.3483 5.61183 0 0 Specific Liver_high
Ppfia2 49.0978 4.08557 0 0 Specific Liver_high
Pitpncl 48.576 1.94547 0 0 Specific Liver_high
Msrb3 48.5378 2.64808 0 0 Specific Liver_high
Mb21d2 48.0416 3.89628 0 0 Specific Liver_high
Tmem164 47.9935 2.81657 0 0 Specific Liver_high
Maspl 47.8441 5.54208 0 0 Specific Liver_high
Gm42418 47.6105 2.08053 0 0 Specific Liver_high
Bcas3 47.3048 2.62259 0 0 Specific Liver_high
Pan3 46.9446 2.33218 0 0 Specific Liver_high
Ap2a2 46.7777 2.82611 0 0 Specific Liver_high
Fmnl2 46.7224 2.28244 0 0 Specific Liver_high
Flt4 46.6344 2.37513 0 0 Specific Liver_high
Dmd 46.6002 3.74426 0 0 Specific Liver_high
Sh3bp5 46.499 2.10988 0 0 Specific Liver_high
Cd36 46.4069 3.03402 0 0 Specific Liver_high
Slc38a6 46.3317 3.46998 0 0 Specific Liver_high
Foxn3 46.2392 1.97037 0 0 Specific Liver_high
Meisl 46.1722 3.61925 0 0 Specific Liver_high
Srgapl 46.1686 2.65616 0 0 Specific Liver_high
Snx2 45.8169 2.63823 0 0 Specific Liver_high
Slco2al 45.7948 3.17572 0 0 Specific Liver_high
FbxI7 45.7724 2.23874 0 0 Specific Liver_high
Tmem106a 45.5145 3.83054 0 0 Specific Liver_high
Plcb4 45.4723 2.32821 0 0 Specific Liver_high



Cltc 45,2267 2.11238 0 0 Specific Liver_high
Fchsd2 44.9844 2.51069 0 0 Specific Liver_high
Phldb2 44,9105 2.16627 0 0 Specific Liver_high
Ssh2 44.88 2.37195 0 0 Specific Liver_high
Lars2 44.8698 2.56199 0 0 Specific Liver_high
Hs3st3bl 44,788 3.98953 0 0 Specific Liver_high
Hof 44.7091 5.99128 0 0 Specific Liver_high
Taccl 44.6703 2.13071 0 0 Specific Liver_high
Snx5 44.5902 3.11668 0 0 Specific Liver_high
Ctsb 44,5829 2.20468 0 0 Specific Liver_high
Numb 44,5712 2.01994 0 0 Specific Liver_high
Ppp3ca 44.4807 2.0136 0 0 Specific Liver_high
FbxI17 44.4567 2.11463 0 0 Specific Liver_high
Hpgd 44.2341 5.20723 0 0 Specific Liver_high
Add3 44.1073 2.35995 0 0 Specific Liver_high
Smad6 43.9956 3.05767 0 0 Specific Liver_high
Phf21a 43.8078 2.30267 0 0 Specific Liver_high
Msrl 43.7301 5.14534 0 0 Specific Liver_high
Navl 43.6933 2.06991 0 0 Specific Liver_high
Car8 43.6721 2.74893 0 0 Specific Liver_high
Enox2 43.6415 2.62154 0 0 Specific Liver_high
Rora 43.6384 241491 0 0 Specific Liver_high
Tns3 43.5571 3.24503 0 0 Specific Liver_high
Ttc7b 43.4855 2.45948 0 0 Specific Liver_high
Wnt2 43.3397 5.11181 0 0 Specific Liver_high
Cdk8 43.322 2.3241 0 0 Specific Liver_high
Shroom2 43.2347 3.22896 0 0 Specific Liver_high
Lyvel 43.1175 5.89446 0 0 Specific Liver_high
Cd59a 42.961 2.68346 0 0 Specific Liver_high
Ccdc80 42.9556 4.34971 0 0 Specific Liver_high
Snx8 42.7511 3.81808 0 0 Specific Liver_high
Exoc4 42.6574 2.04155 0 0 Specific Liver_high
Zfpm2 42.6453 4.04201 0 0 Specific Liver_high
St6galnac3 42.3294 1.9656 0 0 Specific Liver_high
Smap2 42.254 2.53168 0 0 Specific Liver_high
Slc39a8 42.1812 3.78491 0 0 Specific Liver_high
Mcu 42.1806 2.61201 0 0 Specific Liver_high
Rere 41.9825 2.05567 0 0 Specific Liver_high
Vav3 41.9484 2.11697 0 0 Specific Liver_high
Cotll 41.9451 2.85314 0 0 Specific Liver_high
Kit 41.8218 4.23592 0 0 Specific Liver_high
Etsl 41.7818 1.61486 0 0 Specific Liver_high
Agpat5 41.7404 2.97749 0 0 Specific Liver_high
Mylip 41.5179 2.41648 0 0 Specific Liver_high
Fgd6 41.5088 2.55338 0 0 Specific Liver_high



Tnik 41.3987 5.09456 0 0 Specific Liver_high
Mir99ahg 41.2941 2.36063 0 0 Specific Liver_high
Tcfl2 41.2231 1.85394 0 0 Specific Liver_high
Cadps2 41.1782 4.27629 0 0 Specific Liver_high
Cd38 41.1355 1.87189 0 0 Specific Liver_high
Rgl1 41.0797 1.82258 0 0 Specific Liver_high
Mir100hg 41.0553 4.52384 0 0 Specific Liver_high
Fus 40.9789 1.79329 0 0 Specific Liver_high
Fnbpl 40.8676 2.56617 0 0 Specific Liver_high
Dpy19I4 40.7763 3.0431 0 0 Specific Liver_high
Dicl 40.7641 1.69862 0 0 Specific Liver_high
Nfia 40.6621 1.87304 0 0 Specific Liver_high
Nprl 40.6124 2.22709 0 0 Specific Liver_high
Eps15 40.4562 2.17648 0 0 Specific Liver_high
Tancl 40.2696 1.963 0 0 Specific Liver_high
Snx13 40.0068 2.24573 0 0 Specific Liver_high
Sbf2 39.9885 1.85612 0 0 Specific Liver_high
Rasgeflb 39.8609 4.94664 0 0 Specific Liver_high
Cdg4 39.7534 5.60873 0 0 Specific Liver_high
Pros1 39.739 2.15959 0 0 Specific Liver_high
Prkgl 39.7368 2.07438 0 0 Specific Liver_high
Sgppl 39.5419 2.4044 0 0 Specific Liver_high
Morrbid 39.4883 4.07901 0 0 Specific Liver_high
Ncoa3 39.4499 1.97153 0 0 Specific Liver_high
Celfl 39.1752 2.02609 0 0 Specific Liver_high
Finb 39.1068 1.95785 0 0 Specific Liver_high
Degsl 39.0572 2.22583 0 0 Specific Liver_high
Tgfbr3 39.0329 1.99389 0 0 Specific Liver_high
Dock7 39.0279 4.72609 0 0 Specific Liver_high
Spats2 38.9735 2.73512 0 0 Specific Liver_high
Rgs7bp 38.8881 5.01718 0 0 Specific Liver_high
Mmp14 38.7721 3.54509 0 0 Specific Liver_high
Dpysl3 38.7703 2.81382 0 0 Specific Liver_high
Pakap-1 38.7565 1.71881 0 0 Specific Liver_high
Ptpn12 38.698 1.95275 0 0 Specific Liver_high
Bace2 38.6619 2.47152 0 0 Specific Liver_high
Fndc3b 38.6382 1.99371 0 0 Specific Liver_high
Adgrl2 38.5658 1.7355 0 0 Specific Liver_high
Pdlim1 38.49 2.80771 0 0 Specific Liver_high
Pde2a 38.3954 1.76194 0 0 Specific Liver_high
Faml72a 38.3257 1.99605 0 0 Specific Liver_high
Auts2 38.3103 2.44113 0 0 Specific Liver_high
Xiap 38.2922 1.71866 0 0 Specific Liver_high
Gnaq 38.2213 1.69061 0 0 Specific Liver_high
Itgal 38.1101 1.87936 0 0 Specific Liver_high



Slc40al 38.1073 3.31903 0 0 Specific Liver_high
Fnipl 37.9889 2.31768 0 0 Specific Liver_high
Peakl 37.9844 1.67477 0 0 Specific Liver_high
Nrp2 37.9787 1.81263 0 0 Specific Liver_high
Stox2 37.9377 1.8979 0 0 Specific Liver_high
Ctdspl 37.6764 1.92002 0 0 Specific Liver_high
Rfk 37.5467 2.70539 0 2.0132e-306 Specific Liver_high
Faml71lal 37.5436 1.93022 0 2.2543e-306 Specific Liver_high
Cxcl1l6 37.5131 3.68691 5.6251e-308 7.039e-306 Specific Liver_high
Ldirad4 37.4234 1.99356 1.6277e-306 2.0289e-304 Specific Liver_high
Btbd9 37.2552 1.9172 8.7209e-304 1.0829e-301 Specific Liver_high
Bgn 37.2037 2.55634 5.9341e-303 7.3403e-301 Specific Liver_high
Trip12 37.1912 1.93433 9.4627e-303 1.166e-300 Specific Liver_high
Inpp5a 37.1771 1.85522 1.6032e-302 1.968e-300 Specific Liver_high
Cbar2 37.1664 6.08199 2.3858e-302 2.9176e-300 Specific Liver_high
Tbc1d5 37.1399 1.88577 6.3862e-302 7.7804e-300 Specific Liver_high
Frmd4b 37.1193 1.91217 1.3744e-301 1.6681e-299 Specific Liver_high
Stk3 36.9428 1.95895 9.4999e-299 1.1402e-296 Specific Liver_high
Acap2 36.9424 1.85512 9.6351e-299 1.1521e-296 Specific Liver_high
Mtl 36.8433 3.08449 3.7467e-297 4.4309e-295 Specific Liver_high
Abil 36.7989 2.02613 1.9207e-296 2.2631e-294 Specific Liver_high
Tmem64 36.6968 2.55894 8.2015e-295 9.6285e-293 Specific Liver_high
Fmnl 36.648 5.37524 4.9168e-294 5.7306e-292 Specific Liver_high
Strn3 36.5608 1.65982 1.201e-292 1.3947e-290 Specific Liver_high
Ntn4 36.5367 2.49895 2.8943e-292 3.3492e-290 Specific Liver_high
Arhgdib 36.5198 3.21673 5.387e-292 6.2113e-290 Specific Liver_high
Magil 36.5134 1.76024 6.7976e-292 7.81e-290 Specific Liver_high
Ppp2r5e 36.4892 1.98001 1.6442e-291 1.8824e-289 Specific Liver_high
Rrebl 36.4163 2.08858 2.35e-290 2.6714e-288 Specific Liver_high
Robol 36.3536 5.09039 2.3072e-289 2.6045e-287 Specific Liver_high
Ptbp3 36.3339 1.58581 4.7118e-289 5.282e-287 Specific Liver_high
Prex2 36.2217 1.56003 2.7759e-287 3.101e-285 Specific Liver_high
Taok3 36.2137 3.02373 3.7055e-287 4.1252e-285 Specific Liver_high
Herc4 36.2109 2.18329 4.1072e-287 4.5567e-285 Specific Liver_high
Skap2 36.1063 2.0413 1.8048e-285 1.9955e-283 Specific Liver_high
Foxpl 36.0045 1.55394 7.1018e-284 7.7987e-282 Specific Liver_high
Gphn 35.767 1.66027 3.6027e-280 3.9163e-278 Specific Liver_high
SIf2 35.7278 2.71312 1.4631e-279 1.5851e-277 Specific Liver_high
Fer 35.6747 2.13169 9.7461e-279 1.0524e-276 Specific Liver_high
Lrp6 35.6313 2.1149 4.5925e-278 4.9423e-276 Specific Liver_high
Pla2rl 35.5466 2.52208 9.3674e-277 9.981e-275 Specific Liver_high
Lrrc58 35.5324 1.6803 1.5552e-276 1.6516e-274 Specific Liver_high
Arrbl 35.4706 2.58669 1.3944e-275 1.476e-273 Specific Liver_high
Pdelc 35.4528 4.06746 2.6303e-275 2.7752e-273 Specific Liver_high

Arl15 35.325 1.69118 2.4316e-273 2.5571e-271 Specific Liver_high



Apc 35.3167 1.83913 3.2524e-273 3.4093e-271 Specific Liver_high
SlIc7a7 35.2644 2.77506 2.063e-272 2.1555e-270 Specific Liver_high
Cyp4bl 35.2148 1.97417 1.1874e-271 1.2326e-269 Specific Liver_high
Scarb2 35.1653 1.97846 6.7891e-271 7.0252e-269 Specific Liver_high
Daaml 35.1651 2.57835 6.8389e-271 7.0541e-269 Specific Liver_high
Snx29 35.1206 2.35518 3.2675e-270 3.349e-268 Specific Liver_high
Asapl 35.1138 1.50131 4.1502e-270 4.2401e-268 Specific Liver_high
Kansl1 35.1071 1.62418 5.257e-270 5.354e-268 Specific Liver_high
Arrb2 35.0856 3.91243 1.1174e-269 1.1345e-267 Specific Liver_high
Tppl 35.0563 2.08136 3.1244e-269 3.1522e-267 Specific Liver_high
Cmip 34.9953 1.72503 2.6546e-268 2.6616e-266 Specific Liver_high
Ccnd2 34.979 1.80474 4.6947e-268 4.6781e-266 Specific Liver_high
Denndla 34.9687 1.80852 6.7292e-268 6.6847e-266 Specific Liver_high
Itpkb 34.9263 1.54967 2.9636e-267 2.935e-265 Specific Liver_high
Cleclb 34.9061 4.45492 6.0048e-267 5.9286e-265 Specific Liver_high
Cmssl 34.8169 1.72149 1.3509e-265 1.3256e-263 Specific Liver_high
Arid1lb 34.806 1.78832 1.9719e-265 1.9234e-263 Specific Liver_high
Adgrg3 34.724 3.07107 3.4202e-264 3.3259e-262 Specific Liver_high
Apafl 34.7112 2.52865 5.3437e-264 5.1653e-262 Specific Liver_high
Acvrl 34.6534 2.63151 3.9672e-263 3.8233e-261 Specific Liver_high
Galnt18 34.6349 1.91297 7.5357e-263 7.2408e-261 Specific Liver_high
Arhgap32 34.499 2.91257 8.3174e-261 7.9682e-259 Specific Liver_high
Ctnnd1 34.484 1.5464 1.3925e-260 1.3301e-258 Specific Liver_high
Zebl 34.4459 1.56643 5.1824e-260 4.9355e-258 Specific Liver_high
KIhi3 34.3167 3.25724 4.4284e-258 4.1804e-256 Specific Liver_high
Ncoa2 34.2983 1.86919 8.3339e-258 7.8443e-256 Specific Liver_high
Rapgef5 34.2722 1.61195 2.0395e-257 1.9141e-255 Specific Liver_high
llla 34.2007 5.82276 2.3644e-256 2.2126e-254 Specific Liver_high
Nptn 34.0858 1.8976 1.1976e-254 1.1175e-252 Specific Liver_high
Zfp608 33.9841 1.86518 3.8287e-253 3.5418e-251 Specific Liver_high
Acer2 33.9226 1.93928 3.0953e-252 2.8471e-250 Specific Liver_high
Wis 33.9042 2.08694 5.772e-252 5.294e-250 Specific Liver_high
Fcgrt 33.8634 1.73452 2.3073e-251 2.1043e-249 Specific Liver_high
Ypel2 33.8411 2.5551 4.8974e-251 4.4539e-249 Specific Liver_high
Nripl 33.7674 1.99271 5.949e-250 5.3951e-248 Specific Liver_high
Camk2d 33.7343 1.65058 1.8194e-249 1.6454e-247 Specific Liver_high
Sptlc2 33.6277 1.79035 6.5942e-248 5.9137e-246 Specific Liver_high
Ophnl 33.6133 2.14576 1.0741e-247 9.6059e-246 Specific Liver_high
Srgap2 33.609 1.52873 1.2398e-247 1.1057e-245 Specific Liver_high
Serpina3g 33.544 4.84009 1.1006e-246 9.7353e-245 Specific Liver_high
Psen2 33.5422 3.14493 1.1713e-246 1.0332e-244 Specific Liver_high
Spag9 33.5346 1.49584 1.5091e-246 1.3276e-244 Specific Liver_high
I113ral 33.4738 2.85586 1.1601e-245 1.0178e-243 Specific Liver_high
Fcho2 33.3933 1.53099 1.7153e-244 1.4967e-242 Specific Liver_high

Gab2 33.3708 1.88112 3.6413e-244 3.1687e-242 Specific Liver_high



Eml4 33.3669 1.75949 4.1396e-244 3.5927e-242 Specific Liver_high
Apoe 33.3357 1.69801 1.1759e-243 1.0097e-241 Specific Liver_high
EIfl 33.2554 1.56778 1.7076e-242 1.4624e-240 Specific Liver_high
Tet3 33.1908 1.92317 1.4635e-241 1.25e-239 Specific Liver_high
Cth 32.9755 3.90649 1.8237e-238 1.5535e-236 Specific Liver_high
Frmd4a 32.9303 2.25405 8.0997e-238 6.8815e-236 Specific Liver_high
Sirpa 32.9208 2.86594 1.1075e-237 9.3845e-236 Specific Liver_high
Lyn 32.902 1.60776 2.0548e-237 1.7367e-235 Specific Liver_high
Kat2b 32.8376 1.84562 1.7147e-236 1.4454e-234 Specific Liver_high
Zfp652 32.8271 1.71106 2.4166e-236 2.0318e-234 Specific Liver_high
Rasgrp3 32.624 1.38218 1.8747e-233 1.564e-231 Specific Liver_high
Clqtnfl 32.5864 4.94939 6.398e-233 5.3237e-231 Specific Liver_high
Wdfy3 32.5362 1.59434 3.286e-232 2.7272e-230 Specific Liver_high
Ralgps2 32.4829 2.3687 1.862e-231 1.5375e-229 Specific Liver_high
Myo7a 32.4815 2.80071 1.9488e-231 1.605e-229 Specific Liver_high
Plxnd1 32.3783 1.55028 5.538e-230 4.5264e-228 Specific Liver_high
Emilinl 32.3509 2.26592 1.3472e-229 1.0983e-227 Specific Liver_high
Relll 32.2051 1.94343 1.499e-227 1.216e-225 Specific Liver_high
Gnal3 32.1048 2.04986 3.7722e-226 3.0446e-224 Specific Liver_high
Pitpna 32.076 1.49735 9.5281e-226 7.6712e-224 Specific Liver_high
Tcf711 32.0492 1.67457 2.2521e-225 1.8087e-223 Specific Liver_high
Khdrbs3 31.9802 4.30328 2.0568e-224 1.6477e-222 Specific Liver_high
Atp2b4 31.9775 1.69249 2.2424e-224 1.7919e-222 Specific Liver_high
Golga7 31.9722 1.88932 2.6576e-224 2.1185e-222 Specific Liver_high
Dapk2 31.9575 1.96522 4.2467e-224 3.377e-222 Specific Liver_high
Tcf712 31.9054 1.93037 2.2488e-223 1.7751e-221 Specific Liver_high
4932438A13Rik 31.8875 1.72544 3.9783e-223 3.1327e-221 Specific Liver_high
Ubash3b 31.8829 2.23307 4.6095e-223 3.6121e-221 Specific Liver_high
Marcksl1l 31.8671 1.82398 7.6372e-223 5.9701e-221 Specific Liver_high
Map4k5 31.8327 1.74657 2.2864e-222 1.783e-220 Specific Liver_high
Trpsl 31.806 2.1312 5.3436e-222 4.1571e-220 Specific Liver_high
KIf7 31.7242 1.33436 7.216e-221 5.6002e-219 Specific Liver_high
Eng 31.722 1.13051 7.7262e-221 5.9818e-219 Specific Liver_high
Erbin 31.6457 1.61978 8.6855e-220 6.7084e-218 Specific Liver_high
Ddx17 31.5518 1.59216 1.6964e-218 1.304e-216 Specific Liver_high
Gpatch2 31.5307 2.01225 3.3e-218 2.5306e-216 Specific Liver_high
Hecw2 31.528 1.49763 3.5961e-218 2.7512e-216 Specific Liver_high
Stim2 31.5276 1.53989 3.6327e-218 2.7726e-216 Specific Liver_high
Arhgap35 31.5084 2.21406 6.6757e-218 5.0832e-216 Specific Liver_high
Calcrl 31.4835 1.45192 1.4607e-217 1.1096e-215 Specific Liver_high
Lrchl 31.4305 1.47316 7.761e-217 5.8818e-215 Specific Liver_high
Picalm 31.3975 1.56608 2.1913e-216 1.6568e-214 Specific Liver_high
Mgat5 31.3537 2.4602 8.6717e-216 6.5412e-214 Specific Liver_high
Map3k3 31.3128 1.61814 3.1214e-215 2.3436e-213 Specific Liver_high

Zfand3 31.3116 1.48729 3.2404e-215 2.4273e-213 Specific Liver_high



2026-09-11 00:00:00 31.2865 1.65613 7.1217e-215 5.3223e-213 Specific Liver_high
Mbnl1l 31.1854 1.40724 1.6826e-213 1.2517e-211 Specific Liver_high
Tex2 31.062 2.66058 7.8592e-212 5.8062e-210 Specific Liver_high
Slc29al 31.0492 1.54912 1.1692e-211 8.6179e-210 Specific Liver_high
Snx18 31.0114 3.14667 3.7896e-211 2.7869e-209 Specific Liver_high
Kenbl 31.0027 2.29339 4.9499e-211 3.6238e-209 Specific Liver_high
Slc9al 30.9907 2.31513 7.1952e-211 5.2556e-209 Specific Liver_high
Affl 30.989 1.98011 7.5734e-211 5.5194e-209 Specific Liver_high
Anksl 30.9352 1.85833 4.0149e-210 2.9063e-208 Specific Liver_high
Nqgo2 30.8669 2.45451 3.3226e-209 2.3998e-207 Specific Liver_high
Bmpr2 30.8525 1.3224 5.184e-209 3.7358e-207 Specific Liver_high
Pik3rl 30.8048 1.90883 2.257e-208 1.6193e-206 Specific Liver_high
Cdh13 30.7672 2.68287 7.2031e-208 5.1564e-206 Specific Liver_high
Cpne2 30.767 2.27153 7.2535e-208 5.181e-206 Specific Liver_high
Ical 30.7415 1.5299 1.5911e-207 1.1315e-205 Specific Liver_high
Plxna4 30.7098 1.80754 4.2064e-207 2.9847e-205 Specific Liver_high
Dnmt3a 30.7097 1.90374 4.2186e-207 2.9868e-205 Specific Liver_high
Slmap 30.6552 1.65321 2.254e-206 1.5924e-204 Specific Liver_high
Snd1 30.6459 2.00705 2.9975e-206 2.1084e-204 Specific Liver_high
Agapl 30.6437 1.73715 3.2103e-206 2.2532e-204 Specific Liver_high
Prkn 30.6385 2.98895 3.7611e-206 2.634e-204 Specific Liver_high
Zbtb46 30.6317 1.48627 4.6404e-206 3.2357e-204 Specific Liver_high
Hspalb 30.6238 2.21173 5.8956e-206 4.1021e-204 Specific Liver_high
Itpr2 30.5295 1.77946 1.0577e-204 7.3278e-203 Specific Liver_high
Chd7 30.5116 2.13359 1.8295e-204 1.2648e-202 Specific Liver_high
Dleu2 30.4702 1.60116 6.4746e-204 4.4665e-202 Specific Liver_high
Sik3 30.3119 1.54818 7.9805e-202 5.4819e-200 Specific Liver_high
Prkcb 30.2461 4.40857 5.8795e-201 4.0216e-199 Specific Liver_high
Atp6vOal 30.1615 2.17648 7.5724e-200 5.1686e-198 Specific Liver_high
Ralb 30.1357 1.68263 1.6518e-199 1.1227e-197 Specific Liver_high
Tnfaipl 30.1333 1.45698 1.7731e-199 1.2026e-197 Specific Liver_high
Amotll 30.1135 1.42617 3.2267e-199 2.1839e-197 Specific Liver_high
Gpr155 30.081 4.04671 8.577e-199 5.7569e-197 Specific Liver_high
Tfec 29.9814 5.15864 1.7136e-197 1.143e-195 Specific Liver_high
Ctsl 29.9547 1.36256 3.8165e-197 2.5353e-195 Specific Liver_high
Exoc5 29.9411 1.57949 5.7406e-197 3.8057e-195 Specific Liver_high
Fto 29.9383 1.65038 6.2463e-197 4.1324e-195 Specific Liver_high
Ccnd1 29.8956 1.59623 2.2411e-196 1.4797e-194 Specific Liver_high
Luc712 29.8894 1.34764 2.7007e-196 1.7758e-194 Specific Liver_high
Rapgef2 29.8199 1.33693 2.1556e-195 1.4116e-193 Specific Liver_high
Agfg2 29.7649 3.34798 1.1132e-194 7.2755e-193 Specific Liver_high
Helz 29.7529 1.58075 1.5896e-194 1.0368e-192 Specific Liver_high
Cyp26b1 29.7501 2.1812 1.7316e-194 1.1271e-192 Specific Liver_high
Nedd4l 29.6021 1.81805 1.4026e-192 9.1112e-191 Specific Liver_high

l1rl 29.5783 2.44917 2.8414e-192 1.8421e-190 Specific Liver_high



Glul 29.5582 1.87636 5.1514e-192 3.3329e-190 Specific Liver_high
Stk39 29.4659 2.5667 7.8668e-191 5.0695e-189 Specific Liver_high
Man2bl 29.422 2.00283 2.8733e-190 1.8442e-188 Specific Liver_high
Cdh4 29.4141 3.27519 3.6208e-190 2.3148e-188 Specific Liver_high
Tnpol 29.3794 1.72953 1.0076e-189 6.4292e-188 Specific Liver_high
Gls 29.3432 1.70397 2.9226e-189 1.8611e-187 Specific Liver_high
Mib1 29.3275 1.59295 4.6221e-189 2.9375e-187 Specific Liver_high
Thcld22a 29.3205 1.73767 5.688e-189 3.6078e-187 Specific Liver_high
Rbpms 29.2693 1.28283 2.5499e-188 1.6142e-186 Specific Liver_high
Rcnl 29.2431 2.20046 5.4906e-188 3.4689e-186 Specific Liver_high
Extl 29.1986 1.72825 2.0218e-187 1.2724e-185 Specific Liver_high
Zcchc24 29.187 2.05001 2.8324e-187 1.7791e-185 Specific Liver_high
Dnmbp 29.1785 2.2047 3.6361e-187 2.275e-185 Specific Liver_high
Pde4d 29.1645 1.53747 5.4756e-187 3.4194e-185 Specific Liver_high
Rfx7 29.1286 2.02721 1.561e-186 9.729e-185 Specific Liver_high
Usp9x 29.1235 1.64153 1.8085e-186 1.125e-184 Specific Liver_high
Prkch 29.0828 1.31046 5.9243e-186 3.6782e-184 Specific Liver_high
Gnal2 28.9975 1.63913 7.0802e-185 4.3874e-183 Specific Liver_high
Nfkbl 28.9726 1.48451 1.4586e-184 9.0043e-183 Specific Liver_high
Ptk2 28.9647 1.28677 1.8341e-184 1.1301e-182 Specific Liver_high
Tmem30a 28.9263 1.38371 5.5676e-184 3.4173e-182 Specific Liver_high
Dcbld1 28.9123 1.76525 8.3513e-184 5.1161e-182 Specific Liver_high
Greb1l 28.8762 5.50946 2.3748e-183 1.4521e-181 Specific Liver_high
Ptprk 28.7775 1.53957 4.1014e-182 2.4983e-180 Specific Liver_high
Xkr6 28.7658 3.04581 5.75e-182 3.496e-180 Specific Liver_high
Lmtk2 28.7657 1.96282 5.7648e-182 3.4984e-180 Specific Liver_high
Lama4 28.7602 1.52235 6.7444e-182 4.0852e-180 Specific Liver_high
Ankrd17 28.7584 1.48888 7.1046e-182 4.2953e-180 Specific Liver_high
Irf2bp2 28.746 1.59761 1.017e-181 6.1371e-180 Specific Liver_high
Mbnl2 28.7021 1.26229 3.5868e-181 2.1604e-179 Specific Liver_high
Prkacb 28.6758 1.9078 7.6363e-181 4.591e-179 Specific Liver_high
Smyd3 28.6662 2.14109 1.0065e-180 6.04e-179 Specific Liver_high
Stard8 28.6652 1.35476 1.0371e-180 6.2119e-179 Specific Liver_high
Jarid2 28.6087 1.70802 5.2451e-180 3.1301e-178 Specific Liver_high
Stag2 28.5806 1.51472 1.1696e-179 6.9669e-178 Specific Liver_high
Snrk 28.5284 1.20655 5.2105e-179 3.098e-177 Specific Liver_high
Asah2 28.5039 1.92763 1.0488e-178 6.2128e-177 Specific Liver_high
Mkin1 28.4905 1.38328 1.5353e-178 9.0783e-177 Specific Liver_high
Vtila 28.4901 1.46962 1.5549e-178 9.177e-177 Specific Liver_high
Pcedlb 28.4749 1.81905 2.3989%-178 1.4133e-176 Specific Liver_high
Gns 28.354 2.06954 7.4755e-177 4.3881e-175 Specific Liver_high
Gfodl 28.3519 2.29726 7.9367e-177 4.6504e-175 Specific Liver_high
Gm16083 28.2596 4.33281 1.0844e-175 6.3308e-174 Specific Liver_high
Snap23 28.2285 1.80149 2.6138e-175 1.5232e-173 Specific Liver_high

Npl 28.2253 4.85443 2.865e-175 1.6666e-173 Specific Liver_high



Ifi204 28.1825 2.07412 9.585e-175 5.5657e-173 Specific Liver_high
Pik3c2b 28.1027 1.83801 9.083e-174 5.2647e-172 Specific Liver_high
Rab27a 28.0305 3.74962 6.9035e-173 3.9943e-171 Specific Liver_high
Mtmr3 28.0211 1.56382 8.9988e-173 5.1973e-171 Specific Liver_high
Tulp4 27.9786 1.59271 2.9621e-172 1.7077e-170 Specific Liver_high
Criml 27.9489 1.28025 6.7976e-172 3.912e-170 Specific Liver_high
Corolc 27.9297 1.68687 1.1624e-171 6.6778e-170 Specific Liver_high
Vps13c 27.9038 1.97413 2.401e-171 1.3768e-169 Specific Liver_high
lgfir 27.8724 1.29472 5.7676e-171 3.3016e-169 Specific Liver_high
Stat5b 27.848 1.75808 1.1387e-170 6.4951e-169 Specific Liver_high
Wdfy2 27.7751 1.86993 8.6739%e-170 4.9302e-168 Specific Liver_high
Ptp4a2 27.719 1.29527 4.1219e-169 2.3306e-167 Specific Liver_high
Piasl 27.7003 1.50417 6.9229e-169 3.9074e-167 Specific Liver_high
Fam120a 27.6672 1.5865 1.7334e-168 9.7668e-167 Specific Liver_high
Calm2 27.6608 1.13409 2.0717e-168 1.1652e-166 Specific Liver_high
Atp9b 27.6404 1.69929 3.6368e-168 2.042e-166 Specific Liver_high
Creb3I2 27.6141 1.62383 7.5427e-168 4.2277e-166 Specific Liver_high
Adiporl 27.6062 1.43558 9.3662e-168 5.2407e-166 Specific Liver_high
Wdr59 27.5526 3.12284 4.1145e-167 2.2982e-165 Specific Liver_high
Lrrk2 27.3873 1.66588 3.8856e-165 2.1629e-163 Specific Liver_high
Slc25a37 27.3835 2.78826 4.3071e-165 2.3892e-163 Specific Liver_high
Etvé 27.3732 1.40746 5.7174e-165 3.1662e-163 Specific Liver_high
Vps8 27.3695 2.39615 6.325e-165 3.4966e-163 Specific Liver_high
EIk3 27.3498 1.11142 1.0874e-164 6.0011e-163 Specific Liver_high
Nr5a2 27.3128 1.94603 2.9875e-164 1.6431e-162 Specific Liver_high
Exoc6b 27.2625 1.31822 1.1801e-163 6.4795e-162 Specific Liver_high
Usp3 27.2621 1.74287 1.194e-163 6.5448e-162 Specific Liver_high
Eif4g3 27.2503 1.37442 1.6475e-163 9.0151e-162 Specific Liver_high
Arhgefl12 27.2468 1.15663 1.814e-163 9.9095e-162 Specific Liver_high
Nsmce2 27.2331 1.67271 2.6353e-163 1.4372e-161 Specific Liver_high
Nt5c3 27.2281 2.34661 3.0204e-163 1.6444e-161 Specific Liver_high
Thbcld4 27.1979 1.83426 6.8771e-163 3.7379e-161 Specific Liver_high
Ntng2 27.1445 2.62327 2.9414e-162 1.596e-160 Specific Liver_high
Largel 27.1382 1.52296 3.487e-162 1.8889e-160 Specific Liver_high
Slc12a6 27.1235 1.42269 5.2036e-162 2.8141e-160 Specific Liver_high
Wwc2 27.111 1.31274 7.2969e-162 3.9395e-160 Specific Liver_high
Pxk 27.0753 1.63387 1.9254e-161 1.0377e-159 Specific Liver_high
Prr5l 27.0603 2.63976 2.889e-161 1.5545e-159 Specific Liver_high
Gatad2b 27.0119 1.49946 1.0715e-160 5.7562e-159 Specific Liver_high
Mixip 26.9634 1.95349 3.9758e-160 2.1322e-158 Specific Liver_high
Thllx 26.896 1.33428 2.4487e-159 1.3067e-157 Specific Liver_high
2210408I121Rik 26.852 2.23513 7.9997e-159 4.2619e-157 Specific Liver_high
Trio 26.8462 1.42958 9.3398e-159 4.9676e-157 Specific Liver_high
Rassf3 26.8375 1.30116 1.1817e-158 6.2685e-157 Specific Liver_high

Sbno2 26.8374 2.21144 1.1824e-158 6.2685e-157 Specific Liver_high



Agfgl 26.8329 1.58929 1.3355e-158 7.0682e-157 Specific Liver_high
Lrrc32 26.7698 2.06464 7.2567e-158 3.8344e-156 Specific Liver_high
Wdr26 26.7334 1.42594 1.928e-157 1.0171e-155 Specific Liver_high
Cldn5 26.7244 1.31514 2.4499e-157 1.2903e-155 Specific Liver_high
Atxnl 26.7235 1.28237 2.5078e-157 1.3186e-155 Specific Liver_high
Olfm1 26.7159 3.73191 3.0788e-157 1.6163e-155 Specific Liver_high
B130024G19Rik 26.7046 3.35367 4.1653e-157 2.1831e-155 Specific Liver_high
Gramd1lb 26.6898 3.66254 6.1825e-157 3.235e-155 Specific Liver_high
Pds5a 26.6658 1.42533 1.1742e-156 6.1341e-155 Specific Liver_high
AsxI1 26.6585 1.57432 1.4272e-156 7.4437e-155 Specific Liver_high
Tmcecl 26.6386 1.44283 2.4236e-156 1.2621e-154 Specific Liver_high
Pde7b 26.6341 1.38142 2.7328e-156 1.4208e-154 Specific Liver_high
Lepr 26.6231 2.75733 3.6628e-156 1.9012e-154 Specific Liver_high
Lnpep 26.5943 1.42249 7.8961e-156 4.0854e-154 Specific Liver_high
6030498E09Rik 26.5779 4.97483 1.2242e-155 6.3238e-154 Specific Liver_high
Ambral 26.5624 1.41412 1.8451e-155 9.5161e-154 Specific Liver_high
Mgmt 26.5517 2.77719 2.452e-155 1.2625e-153 Specific Liver_high
Rbfox2 26.5219 1.26889 5.4265e-155 2.7897e-153 Specific Liver_high
Tmem132e 26.4951 5.46938 1.1043e-154 5.6683e-153 Specific Liver_high
Mami2 26.4433 1.26371 4.3603e-154 2.2345e-152 Specific Liver_high
Amotl2 26.4377 1.79934 5.0598e-154 2.5889e-152 Specific Liver_high
Ubr5 26.4259 1.49583 6.9157e-154 3.5328e-152 Specific Liver_high
Cdk17 26.4217 1.25056 7.7198e-154 3.9374e-152 Specific Liver_high
Lgals1l 26.4186 2.60791 8.3755e-154 4.265e-152 Specific Liver_high
Zfp503 26.4083 1.69914 1.0996e-153 5.5904e-152 Specific Liver_high
Fars2 26.4046 1.77204 1.2133e-153 6.1591e-152 Specific Liver_high
Qk 26.3727 1.07879 2.8164e-153 1.4274e-151 Specific Liver_high
Slc44al 26.3626 1.44515 3.6801e-153 1.8623e-151 Specific Liver_high
Dennd2a 26.3036 4.54319 1.7428e-152 8.7916e-151 Specific Liver_high
UbI3 26.2903 1.34997 2.4784e-152 1.2483e-150 Specific Liver_high
Adarb1 26.2869 1.40244 2.7103e-152 1.3629e-150 Specific Liver_high
Atxn7I1 26.2867 1.81196 2.72e-152 1.3657e-150 Specific Liver_high
Parp8 26.1925 2.66183 3.2356e-151 1.617e-149 Specific Liver_high
Canx 26.1853 1.29641 3.9095e-151 1.9508e-149 Specific Liver_high
Pletlos 26.1852 2.91138 3.9158e-151 1.9509e-149 Specific Liver_high
Tmem51 26.1564 3.5721 8.3275e-151 4.1426e-149 Specific Liver_high
Hmbox1 26.077 1.29996 6.6406e-150 3.2933e-148 Specific Liver_high
Mami3 26.0516 1.39913 1.2886e-149 6.371e-148 Specific Liver_high
Camtal 26.0134 1.59424 3.4917e-149 1.7237e-147 Specific Liver_high
Sfil 26.0094 2.69056 3.8724e-149 1.9087e-147 Specific Liver_high
Pxdn 25.9217 1.5763 3.7871e-148 1.861e-146 Specific Liver_high
Rarb 25.9217 1.53247 3.7871e-148 1.861e-146 Specific Liver_high
Rb1 25.9171 1.43365 4.2763e-148 2.0982e-146 Specific Liver_high
Mdfic 25.9013 1.34097 6.4381e-148 3.1541e-146 Specific Liver_high

Zthx3 25.9012 1.34082 6.4579e-148 3.159e-146 Specific Liver_high



Rnf157 25.8184 2.28379 5.5099e-147 2.6912e-145 Specific Liver_high
Farpl 25.8183 1.86397 5.5254e-147 2.6947e-145 Specific Liver_high
Ddx6 25.8097 1.25581 6.9014e-147 3.3556e-145 Specific Liver_high
Kdelr2 25.7756 1.47399 1.6631e-146 8.0744e-145 Specific Liver_high
Aakl 25.7315 1.67849 5.1971e-146 2.5193e-144 Specific Liver_high
Magi3 25.7253 1.37775 6.0862e-146 2.9459e-144 Specific Liver_high
Clasp2 25.7076 1.58751 9.6088e-146 4.6371e-144 Specific Liver_high
Gm46565 25.6413 3.90462 5.2823e-145 2.5416e-143 Specific Liver_high
Vps13b 25.6411 1.446 5.3125e-145 2.5523e-143 Specific Liver_high
Tshz3 25.5796 1.44664 2.5754e-144 1.2355e-142 Specific Liver_high
Galntl 25.5741 1.55749 2.9587e-144 1.4172e-142 Specific Liver_high
Smad7 25.5694 1.41709 3.3436e-144 1.5992e-142 Specific Liver_high
Rbms1 25.5678 1.04523 3.485%e-144 1.6648e-142 Specific Liver_high
Babam?2 25.5493 1.38647 5.5972e-144 2.6692e-142 Specific Liver_high
Nsd3 25.5334 1.36366 8.3841e-144 3.9865e-142 Specific Liver_high
Kengl 25.512 1.52598 1.4496e-143 6.8824e-142 Specific Liver_high
Thcldl 25.4766 1.66469 3.5823e-143 1.6983e-141 Specific Liver_high
Atf7ip 25.4453 1.42469 7.9579e-143 3.7672e-141 Specific Liver_high
Arhgef7 25.3935 1.38849 2.9742e-142 1.4059e-140 Specific Liver_high
Sgk3 25.3923 1.74058 3.0685e-142 1.4483e-140 Specific Liver_high
Dockl 25.3702 1.19056 5.3808e-142 2.536e-140 Specific Liver_high
Zcchecl4d 25.3663 1.37545 5.9416e-142 2.7963e-140 Specific Liver_high
Wdr7 25.3267 1.89641 1.6222e-141 7.6236e-140 Specific Liver_high
Akrlb8 25.282 4.8422 5.0398e-141 2.365e-139 Specific Liver_high
Wac 25.2697 1.25231 6.8883e-141 3.2277e-139 Specific Liver_high
Mark2 25.2089 1.45496 3.2031e-140 1.4944e-138 Specific Liver_high
Tmcc2 25.076 2.27387 9.0845e-139 4.2261e-137 Specific Liver_high
Jmjdlc 25.0692 1.2089 1.0789e-138 5.005e-137 Specific Liver_high
Sh3kbp1l 25.0692 2.79691 1.079e-138 5.005e-137 Specific Liver_high
Cavin2 25.0376 1.33187 2.3854e-138 1.1049e-136 Specific Liver_high
Zfp532 25.037 1.82518 2.4218e-138 1.1202e-136 Specific Liver_high
AC149090.1 25.0312 1.46411 2.7978e-138 1.2922e-136 Specific Liver_high
Ten2 25.0296 1.25352 2.9099e-138 1.3421e-136 Specific Liver_high
Pdel0a 25.0122 2.02072 4.5073e-138 2.0759e-136 Specific Liver_high
Dusp3 24.9427 1.12038 2.56e-137 1.1773e-135 Specific Liver_high
Cdkall 24.9203 1.45393 4.4806e-137 2.0577e-135 Specific Liver_high
Clintl 24.885 1.55987 1.081e-136 4.9504e-135 Specific Liver_high
Lpar6 24.8395 1.48082 3.3568e-136 1.5351e-134 Specific Liver_high
Hmcenl 24.8248 1.48845 4.8376e-136 2.2091e-134 Specific Liver_high
Strn4 24.8099 1.69612 7.0169e-136 3.1997e-134 Specific Liver_high
Taok2 24.7886 1.34331 1.1889e-135 5.4136e-134 Specific Liver_high
Taokl 24.7772 1.20241 1.578e-135 7.1756e-134 Specific Liver_high
Pum2 24.7208 1.22661 6.3858e-135 2.8915e-133 Specific Liver_high
Slc16a2 24.7086 1.96151 8.6455e-135 3.9093e-133 Specific Liver_high

Dhrs3 24.6766 1.18166 1.9081e-134 8.6037e-133 Specific Liver_high



Cda7 24.6714 1.03125 2.17e-134 9.7709e-133 Specific Liver_high
G3bp2 24.5663 1.36088 2.8968e-133 1.3007e-131 Specific Liver_high
Cd164 24.545 1.52162 4.8895e-133 2.1925e-131 Specific Liver_high
Ndfipl 24.5326 1.16255 6.6317e-133 2.9695e-131 Specific Liver_high
Ap2s1 24518 1.3049 9.4933e-133 4.245e-131 Specific Liver_high
Nckapl 24.4636 1.15595 3.6098e-132 1.6119e-130 Specific Liver_high
Rufy3 24.4512 2.32024 4.8888e-132 2.1801e-130 Specific Liver_high
Hdacl 24.4484 1.3469 5.2386e-132 2.3328e-130 Specific Liver_high
Gng12 24.4444 1.2302 5.7731e-132 2.5673e-130 Specific Liver_high
Nfl 24.4076 1.2597 1.4217e-131 6.3048e-130 Specific Liver_high
Smgl 24.3782 1.33024 2.9142e-131 1.2906e-129 Specific Liver_high
Fam20a 24.377 2.31196 3.0024e-131 1.3279e-129 Specific Liver_high
Gnpdal 24.3485 3.58785 6.0055e-131 2.6524e-129 Specific Liver_high
Ttc39b 24.3121 1.96466 1.4611e-130 6.444e-129 Specific Liver_high
Ckap4 24.3098 1.86946 1.5443e-130 6.8017e-129 Specific Liver_high
Cyth3 24.2987 1.53372 2.0232e-130 8.8992e-129 Specific Liver_high
Rnf145 24.2771 1.78511 3.418e-130 1.5013e-128 Specific Liver_high
Me2 24.2569 2.75038 5.5866e-130 2.4506e-128 Specific Liver_high
Dennd4c 24.2437 1.88247 7.7093e-130 3.3771e-128 Specific Liver_high
Tnrc6b 24.2336 1.18504 9.8442e-130 4.3065e-128 Specific Liver_high
Gas7 24.2223 1.40494 1.2941e-129 5.6461e-128 Specific Liver_high
Sdccag8 24.2194 2.0303 1.3903e-129 6.0574e-128 Specific Liver_high
Oip50s1 24.2152 1.10449 1.538e-129 6.6918e-128 Specific Liver_high
Zfpl48 24.2119 1.27652 1.6679e-129 7.2476e-128 Specific Liver_high
Sgms1 24.1877 1.11743 2.9953e-129 1.2998e-127 Specific Liver_high
Tmtc2 24.1733 1.24794 4.2527e-129 1.8429e-127 Specific Liver_high
St6gall 24.1439 3.50743 8.6585e-129 3.7472e-127 Specific Liver_high
St3gal3 24,1311 2.3806 1.1784e-128 5.0932e-127 Specific Liver_high
Pcdh12 24.1256 1.3847 1.3462e-128 5.8103e-127 Specific Liver_high
Plxna2 24.1233 1.14424 1.425e-128 6.1423e-127 Specific Liver_high
Zfp407 24.1061 1.39273 2.1591e-128 9.2943e-127 Specific Liver_high
Ogt 24.1002 1.31634 2.4847e-128 1.0682e-126 Specific Liver_high
Rpnl 24.0608 1.23406 6.4407e-128 2.7614e-126 Specific Liver_high
Abcgl 24.0585 1.63746 6.7966e-128 2.9102e-126 Specific Liver_high
Cflar 23.9414 1.17835 1.1362e-126 4.8459e-125 Specific Liver_high
Med13 23.938 1.33678 1.2324e-126 5.249e-125 Specific Liver_high
Ksrl 23.8958 1.96849 3.3894e-126 1.4417e-124 Specific Liver_high
Ube2h 23.8688 1.27634 6.4556e-126 2.7424e-124 Specific Liver_high
Vps41l 23.8652 1.94201 7.0351e-126 2.9807e-124 Specific Liver_high
Rab5c 23.8631 1.16552 7.4072e-126 3.1342e-124 Specific Liver_high
Slc39al 23.8509 1.96715 9.9216e-126 4.1927e-124 Specific Liver_high
B4galtl 23.8245 1.66735 1.8604e-125 7.8413e-124 Specific Liver_high
Map2k5 23.7989 1.40013 3.4259e-125 1.442e-123 Specific Liver_high
Wipfl 23.7984 1.27903 3.4677e-125 1.4578e-123 Specific Liver_high

Wnk1 23.7899 1.1124 4.2458e-125 1.7825e-123 Specific Liver_high



Arigb 23.7487 1.63865 1.1325e-124 4.7485e-123 Specific Liver_high
Smurf2 23.7361 1.15358 1.5273e-124 6.3955e-123 Specific Liver_high
Upp2 23.7345 2.06968 1.5869e-124 6.6363e-123 Specific Liver_high
Arhgap12 23.7193 1.62175 2.2778e-124 9.5011e-123 Specific Liver_high
Rerg 23.7137 5.68028 2.6075e-124 1.0862e-122 Specific Liver_high
Cradd 23.7066 1.71603 3.081e-124 1.2818e-122 Specific Liver_high
Rbmé 23.6699 1.24546 7.3627e-124 3.0554e-122 Specific Liver_high
Tspan2 23.5914 2.632 4.7222e-123 1.9571e-121 Specific Liver_high
Bmp2k 23.5841 2.5625 5.6161e-123 2.3246e-121 Specific Liver_high
Sp100 23.5619 1.1197 9.4706e-123 3.915e-121 Specific Liver_high
Chst15 23.5538 1.19626 1.1488e-122 4.7427e-121 Specific Liver_high
Vel 23.5491 1.2949 1.2813e-122 5.2832e-121 Specific Liver_high
Rsrcl 23.5454 1.4265 1.3988e-122 5.7601e-121 Specific Liver_high
Add1 23.54 1.2833 1.5883e-122 6.5323e-121 Specific Liver_high
Myzap 23.5313 2.93165 1.9508e-122 8.013e-121 Specific Liver_high
2510009E07Rik 23.5065 1.3373 3.5003e-122 1.4359e-120 Specific Liver_high
Ddx3x 23.4546 1.20845 1.187e-121 4.8571e-120 Specific Liver_high
Tnks2 23.4233 1.20703 2.4737e-121 1.0109e-119 Specific Liver_high
Actr2 23.4209 1.17358 2.6163e-121 1.0678e-119 Specific Liver_high
Fam189a2 23.417 2.41761 2.8677e-121 1.169e-119 Specific Liver_high
Ppp6r3 23.398 1.24727 4.4839%e-121 1.8255e-119 Specific Liver_high
Limal 23.3964 1.23032 4.6527e-121 1.8918e-119 Specific Liver_high
Fbxw11l 23.3776 1.45545 7.216e-121 2.9304e-119 Specific Liver_high
DmxI1 23.3716 1.50122 8.3103e-121 3.3706e-119 Specific Liver_high
Phactr2 23.3666 1.16338 9.3467e-121 3.7862e-119 Specific Liver_high
Gsel 23.3397 1.32434 1.7551e-120 7.1005e-119 Specific Liver_high
Ndstl 23.3301 1.45708 2.1957e-120 8.8723e-119 Specific Liver_high
Map4 23.2843 1.09282 6.4004e-120 2.583e-118 Specific Liver_high
Ptbp2 23.2713 1.63969 8.6553e-120 3.4842e-118 Specific Liver_high
Arhgefll 23.2713 1.4655 8.6676e-120 3.4849e-118 Specific Liver_high
Cdc27 23.2692 1.7749 9.0994e-120 3.6539%e-118 Specific Liver_high
Yesl 23.2665 1.15138 9.6807e-120 3.8825e-118 Specific Liver_high
Zfr 23.2494 1.18867 1.4436e-119 5.7826e-118 Specific Liver_high
Smg6é 23.2319 1.24645 2.1676e-119 8.6718e-118 Specific Liver_high
Calu 23.2241 1.28971 2.6021e-119 1.0384e-117 Specific Liver_high
Med13l 23.1808 1.27983 7.1091e-119 2.8335e-117 Specific Liver_high
Dhx57 23.1738 1.97554 8.3614e-119 3.3286e-117 Specific Liver_high
Mbd5 23.1719 1.19497 8.7455e-119 3.4772e-117 Specific Liver_high
Copa 23.1645 1.27439 1.0374e-118 4.1195e-117 Specific Liver_high
Psme4 23.1157 1.40225 3.2216e-118 1.2762e-116 Specific Liver_high
Atplb3 23.0606 1.13359 1.1504e-117 4.5461e-116 Specific Liver_high
A830082K12Rik 23.0445 3.5086 1.672e-117 6.599e-116 Specific Liver_high
Stxbp5 23.027 1.53672 2.4985e-117 9.8491e-116 Specific Liver_high
Atf6 23.0242 1.73735 2.668e-117 1.0504e-115 Specific Liver_high

Fam102b 22.9902 2.5683 5.8391e-117 2.2962e-115 Specific Liver_high



Tasor 22.9801 1.22298 7.374e-117 2.8962e-115 Specific Liver_high
Slc26a10 22.9072 2.67303 3.9423e-116 1.5428e-114 Specific Liver_high
Mindy3 22.8504 1.57652 1.4473e-115 5.6431e-114 Specific Liver_high
Ppplrléb 22.8458 1.15717 1.6092e-115 6.267e-114 Specific Liver_high
Pcmtdl 22.8327 1.1063 2.1723e-115 8.4496e-114 Specific Liver_high
Cog5 22.7881 1.35293 6.0166e-115 2.3347e-113 Specific Liver_high
Setx 22.7662 1.43979 9.9147e-115 3.8427e-113 Specific Liver_high
Tled4 22.7542 1.55981 1.3035e-114 5.0459e-113 Specific Liver_high
Ssr3 22.6965 1.4235 4.85e-114 1.8752e-112 Specific Liver_high
Vcpipl 22.6945 1.85945 5.0817e-114 1.9625e-112 Specific Liver_high
Laspl 22.6875 1.26046 5.9503e-114 2.2952e-112 Specific Liver_high
Ski 22.6253 1.25758 2.443e-113 9.4007e-112 Specific Liver_high
Kdm2a 22.6172 1.23887 2.935e-113 1.1281e-111 Specific Liver_high
Evi5 22.5866 1.35337 5.8692e-113 2.2531e-111 Specific Liver_high
Stagl 22.5655 1.07224 9.4643e-113 3.6289%-111 Specific Liver_high
Uty 22.553 1.40789 1.2561e-112 4.8104e-111 Specific Liver_high
Schipl 22.55 1.2748 1.3436e-112 5.1396e-111 Specific Liver_high
Kenké 22.5372 2.99198 1.7948e-112 6.8494e-111 Specific Liver_high
Mical2 22.5224 3.94742 2.5068e-112 9.5553e-111 Specific Liver_high
Trpm7 22.5126 1.17461 3.1275e-112 1.1893e-110 Specific Liver_high
BC005537 22.4979 1.28467 4.354e-112 1.6538e-110 Specific Liver_high
Atpllc 22.4976 1.23237 4.3782e-112 1.661e-110 Specific Liver_high
Ptpn9 22.4874 1.40515 5.5086e-112 2.0874e-110 Specific Liver_high
Phc3 22.4811 1.42445 6.3511e-112 2.4038e-110 Specific Liver_high
Prkeq 22.4771 1.6529 6.9581e-112 2.6274e-110 Specific Liver_high
Trappc9 22.4523 1.89321 1.2145e-111 4.5807e-110 Specific Liver_high
Cblb 22.4469 1.89389 1.3712e-111 5.1654e-110 Specific Liver_high
Adam19 22.4453 1.79408 1.4232e-111 5.3489%-110 Specific Liver_high
ld4 22.4403 1.8053 1.5911e-111 5.973e-110 Specific Liver_high
Map3k7 22.4243 1.79575 2.2796e-111 8.5479e-110 Specific Liver_high
Zmynd8 22.3837 1.3339 5.6682e-111 2.1205e-109 Specific Liver_high
Chchd3 22.3707 1.3542 7.5885e-111 2.8323e-109 Specific Liver_high
Crk 22.3518 1.14277 1.1607e-110 4.3271e-109 Specific Liver_high
Elmsanl 22.3086 1.85098 3.0494e-110 1.1316e-108 Specific Liver_high
Zmynd15 22.2721 4.00555 6.8928e-110 2.5549e-108 Specific Liver_high
Ifi207 22.2654 2.64925 7.995e-110 2.9601e-108 Specific Liver_high
Kdmb5a 22.2012 1.37345 3.3438e-109 1.2352e-107 Specific Liver_high
Dst 22.1695 1.53987 6.7611e-109 2.4947e-107 Specific Liver_high
Gm10605 22.1593 4.11491 8.4918e-109 3.1296e-107 Specific Liver_high
Rptor 22.1584 1.63004 8.6489e-109 3.1839%e-107 Specific Liver_high
Peal5a 22.1394 1.08306 1.3203e-108 4.8495e-107 Specific Liver_high
Cxcl9 22.1382 3.1211 1.3551e-108 4.9714e-107 Specific Liver_high
Atxn2 22.1323 1.34962 1.5439e-108 5.6579e-107 Specific Liver_high
Stxbpl 221111 1.53015 2.4739e-108 9.0454e-107 Specific Liver_high

AsxI2 22.1091 1.3856 2.5806e-108 9.4249e-107 Specific Liver_high



22.1082 4.4921 2.6343e-108 9.6101e-107 Specific Liver_high
Nek7 22.1014 1.15823 3.0679e-108 1.1179e-106 Specific Liver_high
Slc2al3 22.0957 2.00577 3.4795e-108 1.265e-106 Specific Liver_high
Hdac7 22.0477 1.0529 1.0053e-107 3.6469e-106 Specific Liver_high
Slk 22.0111 1.07456 2.2559e-107 8.174e-106 Specific Liver_high
Raplgdsl 22.0018 1.16703 2.7679e-107 1.0018e-105 Specific Liver_high
Rras2 21.9572 2.14746 7.3966e-107 2.6711e-105 Specific Liver_high
Cux1 21.9314 1.25683 1.3048e-106 4.7067e-105 Specific Liver_high
Itch 21.9279 1.1522 1.4091e-106 5.0774e-105 Specific Liver_high
Ankibl 21.9258 1.5695 1.4738e-106 5.3046e-105 Specific Liver_high
Slc35b3 21.9188 1.77897 1.7198e-106 6.1829e-105 Specific Liver_high
Kidins220 21.9004 1.32874 2.5734e-106 9.2418e-105 Specific Liver_high
Btrc 21.8988 1.72451 2.6695e-106 9.5761e-105 Specific Liver_high
Hspala 21.8964 1.52354 2.8108e-106 1.0072e-104 Specific Liver_high
Sill 21.8849 2.07274 3.6175e-106 1.2948e-104 Specific Liver_high
Sppl3 21.8787 1.183 4.1485e-106 1.4832e-104 Specific Liver_high
Nbea 21.8776 1.0736 4.2475e-106 1.5169e-104 Specific Liver_high
Mcfd2 21.8732 1.66339 4.6778e-106 1.6688e-104 Specific Liver_high
Sfpq 21.8605 1.09727 6.1719e-106 2.1993e-104 Specific Liver_high
Ephb4 21.8403 1.09312 9.6039e-106 3.4148e-104 Specific Liver_high
Galk2 21.8267 2.20998 1.2944e-105 4.5921e-104 Specific Liver_high
Dnajc13 21.822 1.52038 1.4345e-105 5.0836e-104 Specific Liver_high
Rngtt 21.8186 1.65831 1.5446e-105 5.4679e-104 Specific Liver_high
Fkbp15 21.8056 1.64525 2.0525e-105 7.2581e-104 Specific Liver_high
Akapl2 21.8044 1.24719 2.105e-105 7.4356e-104 Specific Liver_high
Srpk2 21.796 1.31431 2.5318e-105 8.9333e-104 Specific Liver_high
Gsk3b 21.7801 1.04057 3.5815e-105 1.2623e-103 Specific Liver_high
NIk 21.7721 1.18186 4.2705e-105 1.5035e-103 Specific Liver_high
Hmg20a 21.7319 1.36689 1.0253e-104 3.6058e-103 Specific Liver_high
Jak2 21.6998 1.69435 2.0611e-104 7.233e-103 Specific Liver_high
Spint2 21.6995 4.31354 2.0758e-104 7.2765e-103 Specific Liver_high
Pdcd6ip 21.6962 1.186 2.2258e-104 7.7938e-103 Specific Liver_high
Dpagtl 21.6927 1.86173 2.406e-104 8.4157e-103 Specific Liver_high
Sec63 21.6717 1.17909 3.7913e-104 1.3247e-102 Specific Liver_high
Shroom4 21.6639 1.24038 4.4946e-104 1.5687e-102 Specific Liver_high
Rapgefl 21.6504 1.07618 6.0245e-104 2.0959e-102 Specific Liver_high
Srsf6 21.6322 1.46973 8.9314e-104 3.1039e-102 Specific Liver_high
Lcor 21.6031 1.24221 1.6805e-103 5.8337e-102 Specific Liver_high
Pidka 21.5881 1.60591 2.3242e-103 8.0597e-102 Specific Liver_high
Coro2b 21.5553 1.39575 4.7205e-103 1.6335e-101 Specific Liver_high
Sh3tcl 21.5507 1.39286 5.2195e-103 1.8042e-101 Specific Liver_high
Rffl 21.5308 1.99935 8.0083e-103 2.7652e-101 Specific Liver_high
Tubalb 21.5308 1.09912 8.0181e-103 2.7656e-101 Specific Liver_high
Larp4b 21.5295 1.25441 8.2516e-103 2.8401e-101 Specific Liver_high

Sdc3 21.5066 1.34614 1.3499e-102 4.6364e-101 Specific Liver_high
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21.1976
21.1938
21.1904
21.1871
21.1866
21.1572
21.1517
21.1456
21.1342
21.1122
21.1027
21.1012
21.0918
21.0908
21.0875

1.19064
1.14575
2.44223
1.02542
3.86112
1.33732
1.79544
1.09498
1.24268
1.62575
1.05936
1.38005
1.27688
1.05623
142131
1.66754
1.1777

1.26294
2.70775
1.04607
1.0745

1.59018
1.35788
2.42516
1.2267

4.17281
5.40579
1.28457
4.39802
1.01567
1.20811
1.74069
1.18791
1.09806
1.49321
2.08547
1.31629
1.94532
2.71611
4.93341
1.53588
1.05704
1.49453
1.95115
1.47045

1.4724e-102
1.5923e-102
2.3837e-102
2.5335e-102
3.7712e-102
3.8004e-102
9.2618e-102
2.1875e-101
2.3833e-101
3.0269e-101
3.4182e-101
5.0918e-101
5.4566e-101
6.1012e-101
6.6453e-101
7.5279e-101
1.0014e-100
1.1139e-100
1.2404e-100
1.3217e-100
1.3565e-100
1.8416e-100
2.1139e-100
2.925e-100
4.2547e-100
4.612e-100
5.5851e-100
5.642e-100
6.2013e-100
8.7487e-100
1.0053e-99
1.0895e-99
1.1702e-99
1.2561e-99
1.2692e-99
2.3713e-99
2.6623e-99
3.028e-99
3.8586e-99
6.1421e-99
7.5186e-99
7.7517e-99
9.452e-99
9.6569e-99
1.03551e-98

5.0516e-101
5.4572e-101
8.1609e-101
8.6645e-101
1.2884e-100
1.297e-100
3.1442e-100
7.4186e-100
8.074e-100
1.0243e-99
1.1556e-99
1.7195e-99
1.8408e-99
2.0561e-99
2.2348e-99
2.529e-99
3.3608e-99
3.7345e-99
4.1543e-99
4.4218e-99
4.5334e-99
6.1484e-99
7.0504e-99
9.7455e-99
1.41612e-98
1.53346e-98
1.85509e-98
1.87206e-98
2.05555e-98
2.89694e-98
3.32536e-98
3.60036€e-98
3.86306e-98
4.14239e-98
4.18108e-98
7.80415e-98
8.75279e-98
9.9449e-98
1.26601e-97
2.01317e-97
2.46184e-97
2.5356e-97
3.08866e-97
3.15241e-97
3.37692e-97
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Specific Liver_high
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Specific Liver_high
Specific Liver_high
Specific Liver_high
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Specific Liver_high
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Specific Liver_high
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Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high



Sec3la 21.0707 1.39087 1.47631e-98 4.80954e-97 Specific Liver_high
Vps35 21.0568 1.26172 1.98174e-98 6.44963e-97 Specific Liver_high
Hipk2 21.0178 1.17148 4.51211e-98 1.46553e-96 Specific Liver_high
Rnf115 20.9595 1.24131 1.5382e-97 4.98604e-96 Specific Liver_high
Nsd2 20.9421 2.07652 2.21445e-97 7.16367e-96 Specific Liver_high
Gstm2 20.9043 2.48048 4.88972e-97 1.58023e-95 Specific Liver_high
Lbh 20.8813 1.69233 7.92534e-97 2.5587e-95 Specific Liver_high
Pip4k2a 20.8629 1.06177 1.16338e-96 3.74848e-95 Specific Liver_high
Ube2e2 20.836 1.38743 2.04137e-96 6.5643e-95 Specific Liver_high
Ppplcb 20.8295 1.02792 2.34141e-96 7.52165e-95 Specific Liver_high
Abcc5 20.8205 1.8439 2.82235e-96 9.05762e-95 Specific Liver_high
Lpgatl 20.7917 1.94744 5.14767e-96 1.64873e-94 Specific Liver_high
Gm12840 20.7879 5.45612 5.57053e-96 1.7824e-94 Specific Liver_high
Rnfl44a 20.7798 1.05965 6.59263e-96 2.10736e-94 Specific Liver_high
St3gal5 20.779 1.20975 6.70237e-96 2.14032e-94 Specific Liver_high
Smarca2 20.7577 1.03571 1.04416e-95 3.33109e-94 Specific Liver_high
Serpina3f 20.7367 4.73745 1.61768e-95 5.15058e-94 Specific Liver_high
Fam219a 20.7295 1.09318 1.87803e-95 5.97361e-94 Specific Liver_high
Pip5kila 20.6917 1.55267 4.11499e-95 1.3076e-93 Specific Liver_high
Tom1l2 20.654 1.13433 8.97988e-95 2.84789e-93 Specific Liver_high
Dmwd 20.6387 1.8241 1.2325e-94 3.90111e-93 Specific Liver_high
Snx9 20.6385 1.15704 1.23865e-94 3.91673e-93 Specific Liver_high
Stx8 20.6332 1.22314 1.38252e-94 4.36739e-93 Specific Liver_high
Mapk1 20.622 1.11821 1.74263e-94 5.4996e-93 Specific Liver_high
Osbpl8 20.584 1.21694 3.81585e-94 1.20307e-92 Specific Liver_high
Rabgapl 20.5731 1.21052 4.77963e-94 1.504e-92 Specific Liver_high
A330023F24Rik 20.5724 1.54464 4.85178e-94 1.52522e-92 Specific Liver_high
102 20.5685 1.31867 5.2562e-94 1.65074e-92 Specific Liver_high
Vps54 20.5575 1.22737 6.59098e-94 2.06793e-92 Specific Liver_high
Tjp2 20.5423 1.17534 9.0136e-94 2.82528e-92 Specific Liver_high
Ctsd 20.5347 1.04682 1.05435e-93 3.3016e-92 Specific Liver_high
Vcaml 20.5295 3.78495 1.17479e-93 3.67521e-92 Specific Liver_high
Fmol 20.5125 1.3314 1.66413e-93 5.20101e-92 Specific Liver_high
Setd5 20.5073 1.01852 1.85456e-93 5.79057e-92 Specific Liver_high
F2r 20.504 1.03217 1.98425e-93 6.18952e-92 Specific Liver_high
Futll 20.4915 1.52177 2.56147e-93 7.98233e-92 Specific Liver_high
Mobla 20.4856 1.26118 2.89521e-93 9.01367e-92 Specific Liver_high
Dennd6a 20.4721 1.09665 3.81627e-93 1.18698e-91 Specific Liver_high
Galnt2 20.4257 1.81818 9.87522e-93 3.06854e-91 Specific Liver_high
Rasgrp2 20.4045 1.44011 1.52607e-92 4.73741e-91 Specific Liver_high
Mark3 20.3935 1.13112 1.90851e-92 5.90759e-91 Specific Liver_high
Prrc2b 20.3911 1.03735 2.00511e-92 6.20068e-91 Specific Liver_high
Renbp 20.3795 1.97912 2.53983e-92 7.84675e-91 Specific Liver_high
Pelil 20.3751 1.07297 2.78388e-92 8.5925e-91 Specific Liver_high

Pikfyve 20.3377 1.80246 5.96067e-92 1.83801e-90 Specific Liver_high



Wdrll 20.3357 1.8098 6.21236e-92 1.9138e-90 Specific Liver_high
Rnf216 20.3353 1.15813 6.26817e-92 1.92915e-90 Specific Liver_high
Kif13b 20.3333 1.38657 6.51964e-92 2.00463e-90 Specific Liver_high
Etf1 20.3188 1.43967 8.76789e-92 2.69335e-90 Specific Liver_high
Ppplri5a 20.3013 2.14956 1.25097e-91 3.83548e-90 Specific Liver_high
Fam107b 20.2829 2.77026 1.82078e-91 5.57193e-90 Specific Liver_high
Rab3ill 20.2329 2.45019 5.02044e-91 1.53199e-89 Specific Liver_high
Fbxol1l 20.2223 1.08186 6.22682e-91 1.89654e-89 Specific Liver_high
Ranbp9 20.2183 1.2834 6.7593e-91 2.05678e-89 Specific Liver_high
TtI7 20.2159 1.60539 7.09302e-91 2.15629e-89 Specific Liver_high
Atg4b 20.2041 1.92086 9.01454e-91 2.73786e-89 Specific Liver_high
Xpc 20.2012 1.55506 9.5501e-91 2.89779e-89 Specific Liver_high
Zmymé4 20.1899 1.21288 1.20038e-90 3.63547e-89 Specific Liver_high
Lrp5 20.1868 1.26107 1.2787e-90 3.86906€e-89 Specific Liver_high
Cnr2 20.1746 3.16819 1.6359e-90 4.94061e-89 Specific Liver_high
Wwox 20.1563 1.27515 2.36691e-90 7.14165e-89 Specific Liver_high
Ptgsl 20.1491 1.12828 2.74087e-90 8.26227e-89 Specific Liver_high
Pam 20.0975 1.08531 7.76411e-90 2.32743e-88 Specific Liver_high
Chl 20.0917 1.27416 8.72361e-90 2.61263e-88 Specific Liver_high
Tnks 20.0574 1.39692 1.73971e-89 5.2006e-88 Specific Liver_high
Appl2 20.0326 2.82087 2.8659e-89 8.55927e-88 Specific Liver_high
Gapvdl 20.0067 1.12929 4.81977e-89 1.43814e-87 Specific Liver_high
Dnajc7 20.0032 1.17793 5.16299e-89 1.53912e-87 Specific Liver_high
Tceal9 19.9638 1.03875 1.13814e-88 3.38661e-87 Specific Liver_high
Lims1 19.9486 1.0061 1.5402e-88 4.57878e-87 Specific Liver_high
Vps35I 19.918 1.63535 2.8427e-88 8.43534e-87 Specific Liver_high
Fam3c 19.8987 1.16716 4.17706e-88 1.23721e-86 Specific Liver_high
Puml 19.8945 1.02983 4.54028e-88 1.34357e-86 Specific Liver_high
Camsap2 19.8919 1.30436 4.78144e-88 1.41363e-86 Specific Liver_high
Rcbtbl 19.8821 1.67208 5.81802e-88 1.71853e-86 Specific Liver_high
Rasal 19.8748 1.09787 6.72577e-88 1.98484e-86 Specific Liver_high
Eifdenifl 19.8565 1.71632 9.68452¢-88 2.85278e-86 Specific Liver_high
Tlel 19.8546 1.75111 1.00524e-87 2.95845e-86 Specific Liver_high
Tcf20 19.829 1.6077 1.67244e-87 4.91308e-86 Specific Liver_high
Capzal 19.7997 1.09831 2.99729e-87 8.78109e-86 Specific Liver_high
Rab8b 19.7911 1.25734 3.55351e-87 1.04012e-85 Specific Liver_high
Ppplr9a 19.7901 5.11087 3.62575e-87 1.0603e-85 Specific Liver_high
Ythdf3 19.7648 1.24751 5.98413e-87 1.74209e-85 Specific Liver_high
Clen5 19.7488 2.88994 8.22229e-87 2.3915e-85 Specific Liver_high
Zfp710 19.7394 1.18494 9.90255e-87 2.87762e-85 Specific Liver_high
Cnot4 19.7326 1.04911 1.13253e-86 3.28809e-85 Specific Liver_high
Afgll 19.6752 1.42965 3.51703e-86 1.01927e-84 Specific Liver_high
Abat 19.6489 3.86415 5.90967e-86 1.71116e-84 Specific Liver_high
Kat6a 19.6312 1.08187 8.37658e-86 2.42111e-84 Specific Liver_high

Crlf3 19.6268 1.75506 9.13375e-86 2.6376e-84 Specific Liver_high



Tnrcl8 19.6218 1.1824 1.00745e-85 2.90665e-84 Specific Liver_high
Nufip2 19.5902 1.12768 1.87656e-85 5.40936e-84 Specific Liver_high
Cep83 19.5894 1.68111 1.90283e-85 5.48018e-84 Specific Liver_high
Atp2cl 19.5701 1.08713 2.78252e-85 8.00657e-84 Specific Liver_high
Lrmp 19.4993 3.81314 1.11218e-84 3.18888e-83 Specific Liver_high
Huwel 19.4782 1.02852 1.67921e-84 4.81041e-83 Specific Liver_high
Rnf38 19.475 1.20248 1.78992e-84 5.12302e-83 Specific Liver_high
Brwd1 19.4569 1.30905 2.5452e-84 7.27827e-83 Specific Liver_high
Dusp10 19.4529 4.47953 2.75584e-84 7.87366e-83 Specific Liver_high
Slco3al 19.3665 1.26817 1.47935e-83 4.2043e-82 Specific Liver_high
Grina 19.3532 1.45002 1.91635e-83 5.44145e-82 Specific Liver_high
Sh3d19 19.3489 1.0942 2.08416e-83 5.91275e-82 Specific Liver_high
Cox16 19.3301 1.04681 2.99689e-83 8.49469e-82 Specific Liver_high
Mtmr12 19.3158 1.39623 3.95221e-83 1.11927e-81 Specific Liver_high
Hesl 19.2811 1.11205 7.74698e-83 2.19204e-81 Specific Liver_high
Map3k2 19.2801 1.37297 7.8932e-83 2.23145e-81 Specific Liver_high
Ubr3 19.2778 1.03118 8.24793e-83 2.3297e-81 Specific Liver_high
Rybp 19.264 1.42881 1.07685e-82 3.03898e-81 Specific Liver_high
Itprl 19.2568 1.03455 1.23793e-82 3.49054e-81 Specific Liver_high
Cepl70 19.2549 1.45293 1.28469e-82 3.61923e-81 Specific Liver_high
Ankfyl 19.2355 1.24874 1.8655e-82 5.25089¢e-81 Specific Liver_high
Abl1 19.2114 1.33701 2.97365e-82 8.35548e-81 Specific Liver_high
Hdac8 19.2052 1.40265 3.34835e-82 9.40014e-81 Specific Liver_high
Tspanl4 19.2006 1.0065 3.65913e-82 1.02637e-80 Specific Liver_high
Cpeb4 19.1756 1.23986 5.9184e-82 1.65864e-80 Specific Liver_high
Desi2 19.1514 1.23299 9.42214e-82 2.63828e-80 Specific Liver_high
P2ryl 19.1463 3.20995 1.0384e-81 2.90509e-80 Specific Liver_high
Zfp871 19.1332 1.17913 1.33612e-81 3.73477e-80 Specific Liver_high
Chst7 19.131 1.91384 1.39418e-81 3.89371e-80 Specific Liver_high
Znrf2 19.1275 2.22908 1.4898e-81 4.15716e-80 Specific Liver_high
2900097C17Rik 19.1146 1.19182 1.91076e-81 5.31343e-80 Specific Liver_high
Gm30648 19.1124 4.0503 1.9903e-81 5.52984e-80 Specific Liver_high
Atxn7 19.1124 1.18132 1.99246e-81 5.53108e-80 Specific Liver_high
Teadl 19.1065 1.21049 2.22741e-81 6.178e-80 Specific Liver_high
Wapl 19.0645 1.00745 4.98456e-81 1.37779e-79 Specific Liver_high
Braf 19.0632 1.05886 5.10651e-81 1.4103e-79 Specific Liver_high
Zzefl 19.0619 1.1757 5.23568e-81 1.44473e-79 Specific Liver_high
Exoc2 19.0492 1.35557 6.66597e-81 1.83784e-79 Specific Liver_high
Plekho2 19.029 1.53433 9.81652e-81 2.70415e-79 Specific Liver_high
Zcche? 19.0149 1.00077 1.28417e-80 3.53448e-79 Specific Liver_high
Nucbl 19.0094 1.00725 1.42643e-80 3.92268e-79 Specific Liver_high
Mt2 18.9796 3.96942 2.51577e-80 6.90661e-79 Specific Liver_high
Pten 18.9657 1.00497 3.27348e-80 8.96389e-79 Specific Liver_high
Nr3c2 18.9492 1.30417 4.48468e-80 1.22702e-78 Specific Liver_high

Ckap5 18.9067 1.37381 1.00433e-79 2.74089¢e-78 Specific Liver_high



Kdm4c 18.9042 1.14688 1.05403e-79 2.8741e-78 Specific Liver_high
Klhi6 18.8859 1.2224 1.49038e-79 4.06051e-78 Specific Liver_high
Eya3 18.8734 1.47218 1.88893e-79 5.142e-78 Specific Liver_high
Rad21 18.8442 1.09122 3.27952e-79 8.90491e-78 Specific Liver_high
Ap3bl 18.8381 1.13471 3.67558e-79 9.97195e-78 Specific Liver_high
Tut4 18.8377 1.10638 3.70948e-79 1.00555e-77 Specific Liver_high
Aff4 18.836 1.01144 3.82667e-79 1.03644e-77 Specific Liver_high
2610507B11Rik 18.8316 1.30425 4.16398e-79 1.12686e-77 Specific Liver_high
Dyrkla 18.7761 1.18736 1.18537e-78 3.20249e-77 Specific Liver_high
Spats2I 18.7742 1.55551 1.22727e-78 3.31291e-77 Specific Liver_high
Whbp1l 18.67 1.46444 8.67812e-78 2.33867e-76 Specific Liver_high
Celf4 18.6388 2.87498 1.55802e-77 4.19173e-76 Specific Liver_high
Reepl 18.5978 2.50455 3.3503e-77 8.98374e-76 Specific Liver_high
Gypc 18.58 2.68844 4.66801e-77 1.25068e-75 Specific Liver_high
QOcrl 18.57 1.68955 5.62312e-77 1.50533e-75 Specific Liver_high
Pias2 18.5669 1.41908 5.95203e-77 1.59206e-75 Specific Liver_high
Clasp1l 18.5608 1.287 6.67436e-77 1.78379%e-75 Specific Liver_high
Arnt 18.5584 1.19661 6.97947e-77 1.86379e-75 Specific Liver_high
Usp47 18.5199 1.15415 1.42665e-76 3.80655e-75 Specific Liver_high
Vsir 18.494 1.67986 2.30875e-76 6.15507e-75 Specific Liver_high
Cdk13 18.4879 1.06778 2.58235e-76 6.87881e-75 Specific Liver_high
Ugp2 18.4705 1.66407 3.56943e-76 9.50033e-75 Specific Liver_high
Tardbp 18.4632 1.29235 4.08679e-76 1.08684e-74 Specific Liver_high
Bcarl 18.4623 1.21519 4.15592e-76 1.10431e-74 Specific Liver_high
Scampl 18.4621 1.35311 4.16865e-76 1.10678e-74 Specific Liver_high
Chm 18.4619 1.40086 4.18617e-76 1.11052e-74 Specific Liver_high
Jptl 18.4552 1.46152 4.73935e-76 1.25418e-74 Specific Liver_high
St3gall 18.4539 1.05979 4.84819e-76 1.28193e-74 Specific Liver_high
Marfl 18.4472 1.14024 5.49575e-76 1.45197e-74 Specific Liver_high
Sord 18.4321 3.82506 7.26778e-76 1.91856e-74 Specific Liver_high
Fafl 18.4208 1.04146 8.95324e-76 2.36156e-74 Specific Liver_high
Rab3gap2 18.3916 1.44661 1.53251e-75 4.03565e-74 Specific Liver_high
Gm4951 18.3828 1.19286 1.80407e-75 4.7469e-74 Specific Liver_high
Tmem87b 18.3773 1.49583 1.99541e-75 5.24608e-74 Specific Liver_high
Bbx 18.3659 1.07797 2.46435e-75 6.47367e-74 Specific Liver_high
Fbxw7 18.3617 1.29301 2.66389e-75 6.99217e-74 Specific Liver_high
Gm15564 18.3291 2.77859 4.84695e-75 1.2681e-73 Specific Liver_high
Prri4l 18.3171 1.34106 6.04842e-75 1.58116e-73 Specific Liver_high
Fam49a 18.3075 3.15221 7.20859¢-75 1.88292e-73 Specific Liver_high
Oga 18.3061 1.06174 7.39391e-75 1.92977e-73 Specific Liver_high
Mest 18.2923 2.8577 9.53678e-75 2.48302e-73 Specific Liver_high
Manlcl 18.2635 1.24541 1.61651e-74 4.20201e-73 Specific Liver_high
Thcld23 18.2453 1.29928 2.25431e-74 5.8505e-73 Specific Liver_high
Hipk3 18.236 1.04166 2.67401e-74 6.93417e-73 Specific Liver_high

Stonl 18.2245 1.10183 3.30079e-74 8.55266e-73 Specific Liver_high



Manba
Rab31
Atgl10
Aplgl
Fndc3a
Synj1
Thada
Mga
P2rx4
Fam126a
Bicra
Dym
Atp6v0a2
P4hal
Etvl
Ecpas
Gmfb
Ireb2
Selll
Tmem135
Kdm3a
Atp6vlh
Appbp2
Nsf
Parva
Pacsl
Ppm1h
Slc38a10
Fgd4
Uhmk1
Gm47283
Bachl
Slc24a5
Spopl
Cdc73
Rnase4
Scfd2
Tpp2
Firtl
Neatl
Relch
Neurl3
Dynll2
Cntfr
2026-03-06 00:00:00

18.2057
18.1979
18.1935
18.161

18.1326
18.1151
18.0944
18.0882
18.0862
18.0813
18.0516
18.0504
18.0331
17.9935
17.9895
17.9769
17.9603
17.9352
17.9341
17.9303
17.9198
17.9162
17.9121
17.9097
17.8951
17.8893
17.8806
17.869

17.8661
17.8415
17.8396
17.8317
17.8092
17.8063
17.7957
17.7953
17.7681
17.753

17.724

17.7192
17.689

17.6834
17.664

17.6615
17.6585

2.01162
1.11165
1.59957
1.35852
1.07781
1.34914
1.45161
1.12595
1.9774

1.69129
1.33684
1.45487
1.29458
1.55883
2.27929
1.03233
1.22506
1.39679
1.1633

1.33098
1.49173
1.32226
1.16112
1.26635
1.2089

1.0153

1.54748
1.30588
3.1068

1.33626
1.53264
1.40019
2.60059
1.33264
1.13219
1.92458
1.7405

1.18673
4.76233
1.02371
1.18919
1.91093
1.12974
4.61573
1.17572

4.6541e-74

5.36533e-74
5.81266e-74
1.05005e-73
1.76104e-73
2.42311e-73
3.52597e-73
3.95089¢e-73
4.08955e-73
4.47291e-73
7.6612e-73

7.83528e-73
1.07013e-72
2.18938e-72
2.35452e-72
2.95648e-72
3.9858e-72

6.26383e-72
6.39383e-72
6.84533e-72
8.2562e-72

8.81404e-72
9.48794e-72
9.90124e-72
1.28743e-71
1.43032e-71
1.67152e-71
2.05665e-71
2.16534e-71
3.36664e-71
3.4825%-71
4.01252e-71
5.99528e-71
6.31636e-71
7.6315e-71

7.67921e-71
1.24757e-70
1.63276e-70
2.73515e-70
2.97996e-70
5.0951e-70

5.63492e-70
7.93833e-70
8.2952e-70

8.75396e-70

1.20495e-72
1.38798e-72
1.50249e-72
2.70991e-72
4.53754e-72
6.22852e-72
9.05617e-72
1.01314e-71
1.04787e-71
1.14518e-71
1.95837e-71
1.9997e-71

2.72471e-71
5.56569¢e-71
5.98077e-71
7.49802e-71
1.00927e-70
1.58486e-70
1.61648e-70
1.72928e-70
2.08243e-70
2.21967e-70
2.38752e-70
2.48764e-70
3.23208e-70
3.58804e-70
4.18983e-70
5.15121e-70
5.41924e-70
8.4127e-70

8.69569¢e-70
1.00112e-69
1.4935e-69

1.57227e-69
1.89671e-69
1.9071e-69

3.09116e-69
4.03628e-69
6.75626e-69
7.34973e-69
1.25569e-68
1.38767e-68
1.95342e-68
2.03968¢e-68
2.15085e-68

Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high



Nrfl 17.6133 1.07934 1.94728e-69 4.76633e-68 Specific Liver_high
Btafl 17.6089 1.28999 2.10354e-69 5.14491e-68 Specific Liver_high
Stard4 17.5888 1.32414 3.0026e-69 7.33275e-68 Specific Liver_high
Atpévla 17.5684 1.10703 4.3006e-69 1.04947e-67 Specific Liver_high
Setd2 17.5682 1.02685 4.31637e-69 1.05243e-67 Specific Liver_high
Ube4b 17.5635 1.22389 4.68786e-69 1.14138e-67 Specific Liver_high
Rnfl9a 17.5585 1.0236 5.12475e-69 1.24682e-67 Specific Liver_high
Strn 17.534 1.33432 7.88168e-69 1.91323e-67 Specific Liver_high
Tmihe 17.5042 1.68525 1.33004e-68 3.22375e-67 Specific Liver_high
Sec24d 17.4868 2.00137 1.80572e-68 4.37341e-67 Specific Liver_high
Traml 17.4408 1.03117 4.0458e-68 9.75494e-67 Specific Liver_high
Tcplll2 17.4386 1.27568 4.20482e-68 1.01308e-66 Specific Liver_high
Denndlb 17.4183 1.28597 5.98886e-68 1.44076e-66 Specific Liver_high
Yipm1 17.3716 1.08467 1.35389e-67 3.24743e-66 Specific Liver_high
Thbx2 17.3697 2.4685 1.4002e-67 3.356e-66 Specific Liver_high
Api5 17.3568 1.23643 1.75242e-67 4.19709e-66 Specific Liver_high
Faml71a2 17.3416 2.09243 2.2827e-67 5.45903e-66 Specific Liver_high
Ulk2 17.3314 1.02182 2.72787e-67 6.51883e-66 Specific Liver_high
Zmym2 17.3264 1.10945 2.97422e-67 7.10227e-66 Specific Liver_high
Map2k6 17.3145 1.33165 3.65474e-67 8.71441e-66 Specific Liver_high
Osbpl1l 17.3119 1.43204 3.82795e-67 9.12069e-66 Specific Liver_high
Gmpr 17.3112 1.55911 3.87148e-67 9.21761e-66 Specific Liver_high
Ernl 17.283 2.76791 6.3188e-67 1.50223e-65 Specific Liver_high
Hibadh 17.2762 1.41025 7.10811e-67 1.68739e-65 Specific Liver_high
Tnpo3 17.2728 1.14418 7.54165e-67 1.78768e-65 Specific Liver_high
Sirt2 17.2673 1.08906 8.29796e-67 1.96552e-65 Specific Liver_high
Scamp5 17.2665 5.02213 8.40995e-67 1.99058e-65 Specific Liver_high
Arhgef10l 17.23 2.39604 1.58231e-66 3.74249e-65 Specific Liver_high
Osmr 17.2148 1.0944 2.05465e-66 4.85256e-65 Specific Liver_high
Fat4 17.1958 1.11676 2.85549e-66 6.73899e-65 Specific Liver_high
Rnasel 17.1807 2.7171 3.70477e-66 8.73693e-65 Specific Liver_high
Bcor 17.1802 1.25848 3.73685e-66 8.80614e-65 Specific Liver_high
Nod1 17.1659 1.30692 4.77675e-66 1.12485e-64 Specific Liver_high
Abi2 17.1496 1.11725 6.32837e-66 1.48807e-64 Specific Liver_high
Heatr5a 17.1354 1.2998 8.08004e-66 1.89719e-64 Specific Liver_high
Ube2d1 17.1352 1.2179 8.10367e-66 1.90136e-64 Specific Liver_high
Rpal 17.1282 1.75307 9.15124e-66 2.14559e-64 Specific Liver_high
Gsap 17.1281 3.99741 9.16238e-66 2.14664e-64 Specific Liver_high
Dcaf8 17.1259 1.0147 9.51827e-66 2.22841e-64 Specific Liver_high
Ifitm10 17.1163 2.58819 1.12124e-65 2.62314e-64 Specific Liver_high
Armcx1 17.1057 1.78645 1.34617e-65 3.1448e-64 Specific Liver_high
Nek9 17.0846 1.18951 1.93338e-65 4.51331e-64 Specific Liver_high
R3hdm1 17.067 1.01213 2.61062e-65 6.08988e-64 Specific Liver_high
Baz2a 17.0655 1.19396 2.68073e-65 6.24891e-64 Specific Liver_high

Cpeb3 17.0285 1.97604 5.04465e-65 1.17339%e-63 Specific Liver_high



Ccdc50 17.007 1.05326 7.29246e-65 1.69501e-63 Specific Liver_high
Lrba 17.0026 1.01416 7.86067e-65 1.82577e-63 Specific Liver_high
Rcorl 16.9985 1.08054 8.42879e-65 1.95632e-63 Specific Liver_high
Snx30 16.9799 2.64798 1.15586e-64 2.6789e-63 Specific Liver_high
Rnf13 16.967 1.18546 1.44171e-64 3.33901e-63 Specific Liver_high
Tpd52 16.9651 2.24201 1.48819e-64 3.44417e-63 Specific Liver_high
Csnk1g3 16.946 1.0964 2.05861e-64 4.7609e-63 Specific Liver_high
Plekha2 16.9337 1.79514 2.54079e-64 5.87184e-63 Specific Liver_high
Phkb 16.9204 1.23321 3.18455e-64 7.35431e-63 Specific Liver_high
Soatl 16.9154 3.07179 3.46508e-64 7.99642e-63 Specific Liver_high
MapkZlipll 16.9146 1.22221 3.51398e-64 8.10349e-63 Specific Liver_high
Scly 16.9076 1.70404 3.95352e-64 9.11058e-63 Specific Liver_high
Dusp6 16.892 1.14351 5.15025e-64 1.18599e-62 Specific Liver_high
Ddahl 16.8917 2.10895 5.17627e-64 1.19113e-62 Specific Liver_high
Slc30a9 16.8852 1.35233 5.78014e-64 1.32914e-62 Specific Liver_high
Mapk8 16.8534 1.33497 9.89813e-64 2.26961e-62 Specific Liver_high
Gnald 16.8504 5.78877 1.04267e-63 2.3891e-62 Specific Liver_high
Atad2b 16.8426 1.00602 1.18866e-63 2.71977e-62 Specific Liver_high
Rcanl 16.8097 1.68376 2.07346e-63 4.7409e-62 Specific Liver_high
Mfsdl 16.7793 1.39857 3.46205€e-63 7.89911e-62 Specific Liver_high
Med27 16.7743 1.43406 3.75961e-63 8.57196e-62 Specific Liver_high
Hpse 16.7732 5.24201 3.83469e-63 8.73699e-62 Specific Liver_high
Nkd1 16.7543 2.27571 5.26721e-63 1.19924e-61 Specific Liver_high
Gjad 16.742 1.64699 6.47993e-63 1.47327e-61 Specific Liver_high
Slc9a3rl 16.7397 2.57069 6.73496e-63 1.5291e-61 Specific Liver_high
Fam135a 16.7364 1.0574 7.11801e-63 1.61493e-61 Specific Liver_high
Tmem241 16.7022 1.21319 1.26222e-62 2.85569e-61 Specific Liver_high
Mapk14 16.6557 1.1159 2.75139e-62 6.20313e-61 Specific Liver_high
Cmtm6 16.6479 1.02499 3.13219e-62 7.05179e-61 Specific Liver_high
Pgm5 16.6369 3.13509 3.76287e-62 8.44228e-61 Specific Liver_high
lIrun 16.6116 1.03911 5.74475e-62 1.28709e-60 Specific Liver_high
Stim1 16.5789 1.25139 9.90154e-62 2.21073e-60 Specific Liver_high
1700047M11Rik 16.5699 4.77982 1.15001e-61 2.56409e-60 Specific Liver_high
Mfsd14b 16.5652 1.18386 1.24406e-61 2.76996e-60 Specific Liver_high
Lbr 16.5561 1.11886 1.44745e-61 3.21395e-60 Specific Liver_high
Ccn4 16.5264 2.92208 2.37069e-61 5.25671e-60 Specific Liver_high
Nipsnap2 16.4898 1.24365 4.34591e-61 9.61671e-60 Specific Liver_high
E2f3 16.4829 2.1625 4.86717e-61 1.07554e-59 Specific Liver_high
Gm20732 16.4736 1.66274 5.67725e-61 1.25284e-59 Specific Liver_high
Fbxw4 16.4472 1.35135 8.78089e-61 1.93509e-59 Specific Liver_high
Chd8 16.4438 1.07502 9.29309e-61 2.04657e-59 Specific Liver_high
B4galts 16.4228 2.54941 1.31285e-60 2.88926e-59 Specific Liver_high
Rnf185 16.4194 1.54026 1.38835e-60 3.05332e-59 Specific Liver_high
Hexb 16.4078 1.09458 1.68245e-60 3.6951e-59 Specific Liver_high

Chd2 16.4074 1.00455 1.6936e-60 3.71706e-59 Specific Liver_high



Pde4b 16.3724 1.21409 3.01013e-60 6.58862e-59 Specific Liver_high
Usp15 16.3621 1.00198 3.56342e-60 7.7891e-59 Specific Liver_high
St7 16.3603 1.74863 3.67502e-60 8.01675e-59 Specific Liver_high
Glb1 16.304 1.53397 9.24026e-60 2.00485e-58 Specific Liver_high
Smg7 16.3028 1.09567 9.42035e-60 2.04255e-58 Specific Liver_high
Cenpa 16.2759 2.39272 1.46454e-59 3.1712e-58 Specific Liver_high
Prrc2a 16.2653 1.0523 1.74058e-59 3.76136e-58 Specific Liver_high
Nfkbiz 16.2426 1.91218 2.52093e-59 5.43312e-58 Specific Liver_high
Dock8 16.2386 1.44575 2.68979e-59 5.78933e-58 Specific Liver_high
Ssx2ip 16.2371 2.74643 2.75702e-59 5.93007e-58 Specific Liver_high
Gmfg 16.1918 1.14825 5.7592e-59 1.23463e-57 Specific Liver_high
Rnd3 16.182 1.58826 6.75946e-59 1.4481e-57 Specific Liver_high
Ptch2 16.1727 4.0981 7.85529e-59 1.68175e-57 Specific Liver_high
Eri3 16.1699 1.53106 8.21838e-59 1.75832e-57 Specific Liver_high
Mapk6é 16.1633 1.75766 9.15598e-59 1.95762e-57 Specific Liver_high
Ceptl 16.108 1.00691 2.24084e-58 4.77528e-57 Specific Liver_high
Micall2 16.1061 1.728 2.31309e-58 4.926e-57 Specific Liver_high
Famllla 16.06 1.88529 4.86223e-58 1.0341e-56 Specific Liver_high
Tmem47 16.057 1.42093 5.10903e-58 1.08517e-56 Specific Liver_high
Golga3 16.0371 1.52558 7.04096e-58 1.49256e-56 Specific Liver_high
Kif16b 16.01 1.45353 1.08799e-57 2.30181e-56 Specific Liver_high
Trappc8 16.0079 1.04664 1.12635e-57 2.37985e-56 Specific Liver_high
Rhobtb1 15.9508 1.05955 2.8119e-57 5.92961e-56 Specific Liver_high
Lin52 15.9506 1.84958 2.82063e-57 5.94412e-56 Specific Liver_high
Stk24 15.9439 1.25747 3.14283e-57 6.61881e-56 Specific Liver_high
Prrgl 15.9428 1.08343 3.19717e-57 6.72886e-56 Specific Liver_high
Pcca 15.9195 1.39834 4.63973e-57 9.7395e-56 Specific Liver_high
Dnajc10 15.9167 1.04482 4.85554e-57 1.01859e-55 Specific Liver_high
Slc3lal 15.9084 1.69764 5.54056e-57 1.16154e-55 Specific Liver_high
Usp7 15.8949 1.02439 6.8729e-57 1.43898e-55 Specific Liver_high
Hoxb3 15.8815 1.75889 8.50998e-57 1.78059e-55 Specific Liver_high
4930503L19Rik 15.8764 1.28551 9.2308e-57 1.93016e-55 Specific Liver_high
Lmo4 15.8667 1.43616 1.07738e-56 2.25133e-55 Specific Liver_high
Trp53inpl 15.8542 2.08137 1.3153e-56 2.74495e-55 Specific Liver_high
Rnfl44b 15.8423 1.47885 1.58933e-56 3.31256e-55 Specific Liver_high
Mdm4 15.8106 1.04554 2.62948e-56 5.47343e-55 Specific Liver_high
Vamp7 15.7915 1.26875 3.55843e-56 7.40232e-55 Specific Liver_high
Bok 15.7901 1.2793 3.63919e-56 7.56543e-55 Specific Liver_high
Pearl 15.7693 1.06757 5.05674e-56 1.04988e-54 Specific Liver_high
Cysltr2 15.735 1.97619 8.71054e-56 1.80269e-54 Specific Liver_high
Usp54 15.728 1.88774 9.71751e-56 2.0098e-54 Specific Liver_high
Cxcl10 15.7146 3.76 1.20099e-55 2.47915e-54 Specific Liver_high
Vps13a 15.7144 1.20314 1.20457e-55 2.48495e-54 Specific Liver_high
Moblb 15.7112 1.46051 1.26843e-55 2.61335e-54 Specific Liver_high

Kyat3 15.7085 2.80666 1.32231e-55 2.72262e-54 Specific Liver_high



Adss 15.691 1.22272 1.74349e-55 3.58526e-54 Specific Liver_high
Ugcg 15.6783 1.62969 2.12891e-55 4.36669e-54 Specific Liver_high
Rel 15.668 1.91956 2.50182e-55 5.12509e-54 Specific Liver_high
Gm26885 15.6575 3.58021 2.95221e-55 6.04389e-54 Specific Liver_high
Firre 15.6236 1.58563 5.02559e-55 1.02626e-53 Specific Liver_high
Cux2 15.604 5.07946 6.83428e-55 1.39296e-53 Specific Liver_high
Csnk1d 15.5916 1.2493 8.30027e-55 1.68962e-53 Specific Liver_high
Smurfl 15.5822 1.23919 9.61552e-55 1.95613e-53 Specific Liver_high
Usp32 15.5696 1.05982 1.17215e-54 2.38006e-53 Specific Liver_high
Zfp395 15.5499 2.06754 1.59397e-54 3.23249e-53 Specific Liver_high
Tmem106b 15.5498 1.15719 1.59585e-54 3.23427e-53 Specific Liver_high
Hics 15.5369 1.62999 1.95319e-54 3.95105e-53 Specific Liver_high
Nup98 15.5346 1.11183 2.02387e-54 4.09147e-53 Specific Liver_high
Mbd1 15.5336 1.48689 2.05539e-54 4.15259e-53 Specific Liver_high
Wars 15.5329 1.04518 2.07714e-54 4.19374e-53 Specific Liver_high
lgsecl 15.5248 1.04757 2.35836e-54 4.75577e-53 Specific Liver_high
Atp6v1b2 15.518 1.59873 2.62159e-54 5.27998e-53 Specific Liver_high
Abl2 15.4615 1.05958 6.30805e-54 1.26651e-52 Specific Liver_high
Xpo6 15.4514 1.52285 7.38202e-54 1.4803e-52 Specific Liver_high
Atp2a2 15.4474 1.0056 7.85358e-54 1.57388e-52 Specific Liver_high
Pank2 15.4281 1.01452 1.05976e-53 2.11984e-52 Specific Liver_high
Uspénl 15.4092 1.26321 1.41982e-53 2.83657e-52 Specific Liver_high
ldh1 15.4031 1.6746 1.56115e-53 3.11506e-52 Specific Liver_high
Acox1 15.4022 1.23557 1.58098e-53 3.15074e-52 Specific Liver_high
Washc4 15.3969 1.12265 1.71835e-53 3.42239e-52 Specific Liver_high
Pld1 15.3809 1.45876 2.1984e-53 4.3704e-52 Specific Liver_high
Rhod 15.3759 3.02005 2.37457e-53 4.71773e-52 Specific Liver_high
Sshl 15.3647 1.08382 2.82333e-53 5.60586e-52 Specific Liver_high
Plcl2 15.3355 1.88633 4.42484e-53 8.77493e-52 Specific Liver_high
Pgghg 15.317 2.22734 5.89093e-53 1.16609e-51 Specific Liver_high
LoxI2 15.3162 3.60943 5.95929e-53 1.1789e-51 Specific Liver_high
Igsf3 15.295 4.71705 8.26066€e-53 1.63117e-51 Specific Liver_high
Gigyfl 15.2882 1.18961 9.15913e-53 1.80527e-51 Specific Liver_high
Tsc22d4 15.2838 1.00137 9.80441e-53 1.93127e-51 Specific Liver_high
Tet2 15.2593 1.43251 1.4269e-52 2.80386e-51 Specific Liver_high
Dnajc5 15.257 1.00703 1.47974e-52 2.90593e-51 Specific Liver_high
Tacc2 15.2423 1.96787 1.85326e-52 3.63502e-51 Specific Liver_high
Col27al 15.2318 4.39478 2.17479e-52 4.26051e-51 Specific Liver_high
Scaf4 15.2133 1.22556 2.8869e-52 5.65213e-51 Specific Liver_high
Mnatl 15.1824 1.11925 4.62647e-52 9.0415e-51 Specific Liver_high
Thck 15.1785 1.15797 4.90792e-52 9.58573e-51 Specific Liver_high
Pdpkl 15.1719 1.11476 5.42655e-52 1.05859e-50 Specific Liver_high
Sfxnl 15.166 2.13794 5.94052e-52 1.15745e-50 Specific Liver_high
1810013L24Rik 15.1612 1.15413 6.38949e-52 1.24343e-50 Specific Liver_high

Cat 15.1373 1.18184 9.19314e-52 1.7858e-50 Specific Liver_high



Agmo 15.1305 1.80813 1.0191e-51 1.97846e-50 Specific Liver_high
Commd10 15.1242 1.31245 1.12112e-51 2.17521e-50 Specific Liver_high
Naal5 15.0647 1.08492 2.7645e-51 5.34123e-50 Specific Liver_high
Ppp3r1 15.0576 1.26054 3.076e-51 5.93952e-50 Specific Liver_high
Dcaf5 15.0542 1.15819 3.23768e-51 6.24424e-50 Specific Liver_high
Vwaba 15.0483 1.30335 3.54212e-51 6.82323e-50 Specific Liver_high
Tird 15.0366 1.64631 4.22827e-51 8.13041e-50 Specific Liver_high
Pml 15.0287 1.22161 4.76548e-51 9.15795e-50 Specific Liver_high
Vezt 15.022 1.1878 5.27138e-51 1.01241e-49 Specific Liver_high
Itm2c 15.0117 1.07174 6.15643e-51 1.18099%e-49 Specific Liver_high
Plekhm3 15.0053 1.42861 6.78071e-51 1.29766e-49 Specific Liver_high
Lrig2 14.9922 1.45645 8.26326e-51 1.58045e-49 Specific Liver_high
Fads1 14.932 1.93379 2.0411e-50 3.89001e-49 Specific Liver_high
Rnpep 14.9167 1.00075 2.56803e-50 4.8885e-49 Specific Liver_high
Rubcn 14.8951 1.38378 3.54629e-50 6.73878e-49 Specific Liver_high
C330007P06Rik 14.8659 1.27467 5.48843e-50 1.04048e-48 Specific Liver_high
Gbp4 14.8628 1.04079 5.74924e-50 1.08928e-48 Specific Liver_high
Limd1 14.8604 1.0969 5.95825e-50 1.12822e-48 Specific Liver_high
Nr2f1 14.8549 2.50317 6.46763e-50 1.22396e-48 Specific Liver_high
DmxI2 14.8458 1.9687 7.41018e-50 1.40151e-48 Specific Liver_high
Ikzf2 14.8451 2.8387 7.4888e-50 1.41555e-48 Specific Liver_high
Farl 14.8395 1.10274 8.13578e-50 1.53694e-48 Specific Liver_high
Ankrd13c 14.8091 1.13423 1.27999e-49 2.41522e-48 Specific Liver_high
Fam174b 14.7996 1.09815 1.47354e-49 2.77557e-48 Specific Liver_high
Ehbp1 14.798 1.0909 1.50985e-49 2.8423e-48 Specific Liver_high
Ccdc88c 14.7839 1.53911 1.86101e-49 3.49929e-48 Specific Liver_high
Xpol 14.7174 1.14446 4.98583e-49 9.33144e-48 Specific Liver_high
Zygllb 14.7073 1.07665 5.78379e-49 1.08124e-47 Specific Liver_high
Arfgef2 14.7026 1.39225 6.20474e-49 1.15926e-47 Specific Liver_high
Hmox2 14.6959 1.02496 6.8476e-49 1.27863e-47 Specific Liver_high
Pelo 14.6935 1.26722 7.09817e-49 1.32388e-47 Specific Liver_high
Twfl 14.6933 1.04832 7.12194e-49 1.32678e-47 Specific Liver_high
Armcx3 14.6916 1.38672 7.29969e-49 1.35911e-47 Specific Liver_high
Msantd4 14.6707 1.24276 9.92358e-49 1.8434e-47 Specific Liver_high
Golph3 14.6686 1.0732 1.02482e-48 1.90261e-47 Specific Liver_high
Sshp3 14.6642 1.10952 1.09281e-48 2.02767e-47 Specific Liver_high
Ces2g 14.6421 2.15731 1.51245e-48 2.80146e-47 Specific Liver_high
Inpp5b 14.6169 1.45139 2.19194e-48 4.05308e-47 Specific Liver_high
Micul 14.6141 1.35068 2.28386e-48 4.21822e-47 Specific Liver_high
Klhi13 14.6079 3.19075 2.5011e-48 4.61417e-47 Specific Liver_high
Hacel 14.5812 1.27814 3.69982e-48 6.81395e-47 Specific Liver_high
Rev3l 14.5718 1.26416 4.24751e-48 7.80483e-47 Specific Liver_high
Zfyvel 14.5525 1.44685 5.62995e-48 1.03274e-46 Specific Liver_high
Nbas 14.5381 1.37914 6.94948e-48 1.27407e-46 Specific Liver_high

Gm30938 14.5299 4.09796 7.8367e-48 1.43591e-46 Specific Liver_high



Slbp 14.5252 1.13455 8.39481e-48 1.5373e-46 Specific Liver_high
Mta3 14.5021 1.57634 1.17465e-47 2.14743e-46 Specific Liver_high
Wrn 14.4822 1.13468 1.57034e-47 2.86918e-46 Specific Liver_high
Zz23 14.4773 1.06758 1.68596e-47 3.07694e-46 Specific Liver_high
Hnrnpll 14.4626 1.03464 2.08915e-47 3.80848e-46 Specific Liver_high
RIf 14.4508 1.05034 2.47668e-47 4.50985e-46 Specific Liver_high
Hid1l 14.4326 3.66572 3.22514e-47 5.86281e-46 Specific Liver_high
Osbpl10 14.3972 1.75732 5.38395e-47 9.76522e-46 Specific Liver_high
Washc5 14.3747 1.65628 7.46455e-47 1.35162e-45 Specific Liver_high
Pbx3 14.3684 1.19265 8.16809e-47 1.47735e-45 Specific Liver_high
Armh3 14.3416 1.16452 1.20282e-46 2.17188e-45 Specific Liver_high
Agps 14.3341 1.05145 1.34002e-46 2.41555e-45 Specific Liver_high
Ndel 14.3325 1.08931 1.37068e-46 2.46945e-45 Specific Liver_high
Rbm33 14.3298 1.05276 1.42481e-46 2.56553e-45 Specific Liver_high
Esrrb 14.29 5.94963 2.52683e-46 4.53718e-45 Specific Liver_high
Acadsb 14.2779 1.14228 3.00434e-46 5.39161e-45 Specific Liver_high
Slc17a5 14.2605 1.35063 3.85727e-46 6.91844e-45 Specific Liver_high
Rnf141 14.2528 1.36545 4.3045e-46 7.71632e-45 Specific Liver_high
Cnripl 14.2345 1.23323 5.59922e-46 1.0015e-44 Specific Liver_high
Cd302 14.2212 1.42801 6.76647e-46 1.20827e-44 Specific Liver_high
Csppl 14.2205 1.10888 6.83571e-46 1.21929e-44 Specific Liver_high
Traf3 14.2014 1.30142 8.97431e-46 1.5981e-44 Specific Liver_high
Arhgapl 14.1991 1.24847 9.28468e-46 1.65246e-44 Specific Liver_high
Adk 14.1802 2.09579 1.21412e-45 2.15609e-44 Specific Liver_high
Gpr107 14.173 1.0776 1.3468e-45 2.3904e-44 Specific Liver_high
Nup153 14.1593 1.28299 1.635e-45 2.89874e-44 Specific Liver_high
Mad1l1 14.1436 1.64633 2.04517e-45 3.618e-44 Specific Liver_high
Trpc3 14.1209 1.02767 2.82222e-45 4.98716e-44 Specific Liver_high
Hitt 14.1125 1.48629 3.17975e-45 5.60974e-44 Specific Liver_high
Susdl 14.1055 4.23816 3.51492e-45 6.19428e-44 Specific Liver_high
Rnf111 14.0857 1.00097 4.65182e-45 8.18888e-44 Specific Liver_high
Hoxab5 14.054 1.90845 7.28523e-45 1.28107e-43 Specific Liver_high
Ackr4 14.0517 4.51856 7.52352e-45 1.32153e-43 Specific Liver_high
1116 14.0465 1.78495 8.09986e-45 1.42122e-43 Specific Liver_high
Arrdc3 14.0452 2.51153 8.2375e-45 1.44458e-43 Specific Liver_high
Slc25a51 14.0277 1.13505 1.05448e-44 1.84819e-43 Specific Liver_high
Nxpe3 14.0249 1.92775 1.09777e-44 1.92304e-43 Specific Liver_high
4931406C07Rik 14.0235 1.83688 1.12041e-44 1.96164e-43 Specific Liver_high
Slc39all 14.0091 2.04546 1.37101e-44 2.39778e-43 Specific Liver_high
Yeats2 13.997 1.28058 1.62688e-44 2.84374e-43 Specific Liver_high
Pibfl 13.9912 1.01393 1.76301e-44 3.07836e-43 Specific Liver_high
Gpat4 13.9611 1.24608 2.69068e-44 4.68548e-43 Specific Liver_high
Rlim 13.9565 1.1801 2.87273e-44 4.99978e-43 Specific Liver_high
Optn 13.9198 1.54938 4.80326e-44 8.33279e-43 Specific Liver_high

Slc25a12 13.896 1.35866 6.69864e-44 1.1596e-42 Specific Liver_high



Hdac4
Cerk
Prpf39
Sema4b
Nynrin
Trim33
Senp5
Bcl2l11
Lrpprc
Birc3
Cdr2|
Plxdc1
Arih2
Lonrfl
2610035D17Rik
Txndc5
Sgce
Nrldl
Hs6stl
Tnipl
Ltnl
lgfbp7
Tollip
Rab3b
Kpnb1
Serinc5
Ptdss1
Dennd2c
Tfe3
Wdr70
Gtf2f2
Ly96
Nexn
Tscl
Ncald
Slc30a7
Tgfbrapl
Fycol
LoxI3
2026-09-08 00:00:00
Psmd14
Tomm?70a
Adgril
Trakl
Memol

13.8686
13.86
13.8432
13.8344
13.8298
13.8159
13.813
13.8122
13.812
13.8117
13.8046
13.8039
13.794
13.7871
13.7867
13.7861
13.7725
13.7717
13.7298
13.7208
13.7076
13.6834
13.6823
13.6646
13.6564
13.6516
13.6396
13.6358
13.6087
13.6001
13.592
13.5702
13.5198
13.5196
13.5139
13.5032
13.4715
13.4683
13.4677
13.4372
13.4345
13.4252
13.4104
13.4036
13.3825

1.35287
1.07019
1.04928
3.5282

2.02724
1.14695
1.13588
1.48281
1.90713
1.3463

1.50234
3.81517
1.15447
2.48434
1.13943
1.58377
1.36661
2.25294
1.83021
1.46905
1.17843
1.11314
1.37453
4.0215

1.04268
1.47877
1.1883

1.31724
1.61036
1.07172
1.53169
1.0477

1.40129
1.70174
1.25133
1.30958
1.5311

1.08971
3.76805
1.43905
1.00904
1.01632
2.04399
1.01112
1.29901

9.81465e-44
1.10696e-43
1.39869¢e-43
1.58102e-43
1.68533e-43
2.04289e-43
2.12717e-43
2.15113e-43
2.15833e-43
2.16683e-43
2.39063e-43
2.41296e-43
2.77098e-43
3.04903e-43
3.06482e-43
3.09159¢e-43
3.73303e-43
3.77077e-43
6.73589¢e-43
7.62323e-43
9.14848e-43
1.2764e-42

1.29433e-42
1.65112e-42
1.84853e-42
1.97553e-42
2.32823e-42
2.45426e-42
3.55442e-42
3.99995e-42
4.46803e-42
6.01884e-42
1.19505e-41
1.19881e-41
1.29486e-41
1.49693e-41
2.30062e-41
2.40463e-41
2.42236e-41
3.65901e-41
3.79753e-41
4.30619e-41
5.25659e-41
5.75931e-41
7.65486e-41

1.69628e-42
1.91215e-42
2.41351e-42
2.72521e-42
2.90346e-42
3.50637e-42
3.64907e-42
3.68822e-42
3.6986e-42

3.71119e-42
4.09235e-42
4.12838e-42
4.7359e-42

5.2056e-42

5.22979e-42
5.27268e-42
6.36331e-42
6.42424e-42
1.14397e-41
1.29263e-41
1.54881e-41
2.15638e-41
2.18554e-41
2.78363e-41
3.11319e-41
3.32534e-41
3.91698e-41
4.12472e-41
5.96747e-41
6.70849e-41
7.48964e-41
1.00787e-40
1.99392e-40
1.99916e-40
2.1571e-40

2.49244e-40
3.82469e-40
3.99143e-40
4.0188e-40

6.06111e-40
6.28735e-40
7.1222e-40

8.68966€e-40
9.51096€e-40
1.26284e-39
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Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high



Hoxb5 13.3812 1.19299 7.78573e-41 1.28377e-39 Specific Liver_high
Suco 13.3793 1.17361 7.98848e-41 1.31586e-39 Specific Liver_high
Prelp 13.3751 3.21723 8.45697e-41 1.39232e-39 Specific Liver_high
Pgm2 13.3727 1.22375 8.73344e-41 1.4371e-39 Specific Liver_high
Socs3 13.3581 1.72967 1.06211e-40 1.74415e-39 Specific Liver_high
II3ra 13.3485 1.30805 1.20856e-40 1.98264e-39 Specific Liver_high
Ankrd50 13.332 1.17628 1.50815e-40 2.4716e-39 Specific Liver_high
Ago2 13.3245 1.03969 1.6684e-40 2.73146e-39 Specific Liver_high
Cryll 13.2976 1.80623 2.3907e-40 3.90606e-39 Specific Liver_high
Shb 13.2771 1.62929 3.14304e-40 5.12231e-39 Specific Liver_high
Sft2d2 13.2244 1.13993 6.34285e-40 1.03111e-38 Specific Liver_high
Cc2d1lb 13.2173 2.26554 6.96823e-40 1.13107e-38 Specific Liver_high
Vps45 13.2023 1.59962 8.50787e-40 1.37959¢-38 Specific Liver_high
Setd7 13.19 1.03913 1.00139e-39 1.62055e-38 Specific Liver_high
Ctnnall 13.1879 4.01266 1.02961e-39 1.66538e-38 Specific Liver_high
Dhx9 13.1607 1.03831 1.47661e-39 2.38361e-38 Specific Liver_high
B3gnt3 13.1375 1.20322 2.00792e-39 3.23159e-38 Specific Liver_high
Uggtl 13.1317 1.04166 2.16844e-39 3.48472e-38 Specific Liver_high
Tob2 13.1168 1.18834 2.63924e-39 4.23498e-38 Specific Liver_high
Npepps 13.1129 1.10793 2.77725e-39 4.45422e-38 Specific Liver_high
Ahcyll 13.1036 1.07524 3.13988e-39 5.03082e-38 Specific Liver_high
Wwp2 13.0896 1.14007 3.77754e-39 6.0435e-38 Specific Liver_high
Gak 13.0857 1.09836 3.97662e-39 6.35886e-38 Specific Liver_high
Pabpc4l 13.0671 3.48118 5.07392e-39 8.09745e-38 Specific Liver_high
Esrrg 13.0643 1.95701 5.26623e-39 8.39606e-38 Specific Liver_high
Pnpla7 13.0476 2.85317 6.55568e-39 1.04312e-37 Specific Liver_high
Ppplrida 13.0409 2.0084 7.1651e-39 1.13953e-37 Specific Liver_high
Pigk 13.0347 1.01757 7.76955e-39 1.23506e-37 Specific Liver_high
Ppfial 12,9731 1.07893 1.73884e-38 2.7465e-37 Specific Liver_high
Ripk1 12.9706 1.00767 1.79718e-38 2.83725e-37 Specific Liver_high
Ccdc6 12.956 1.63366 2.17386e-38 3.42858e-37 Specific Liver_high
Dipk2a 12.9515 1.91383 2.3029¢-38 3.63033e-37 Specific Liver_high
Cbfa2t2 12.9331 1.18467 2.92589¢e-38 4.60567e-37 Specific Liver_high
Bend4 12.9299 4.2653 3.05414e-38 4.80521e-37 Specific Liver_high
Rbpj 12.9182 1.17693 3.55244e-38 5.57561e-37 Specific Liver_high
Nckipsd 12.8861 1.57081 5.39317e-38 8.42781e-37 Specific Liver_high
Msh2 12.8802 1.57927 5.8219e-38 9.09338e-37 Specific Liver_high
MbnlI3 12.8706 4.53882 6.5856e-38 1.02812e-36 Specific Liver_high
Psenl 12.8523 1.33203 8.35021e-38 1.30298e-36 Specific Liver_high
Fam193b 12.8401 1.02619 9.77988e-38 1.52533e-36 Specific Liver_high
Usol 12.824 1.12895 1.20308e-37 1.87549e-36 Specific Liver_high
Cacull 12.8218 1.14635 1.23799e-37 1.92898e-36 Specific Liver_high
Mcph1l 12.8078 1.9194 1.48356e-37 2.30605e-36 Specific Liver_high
Slc25a36 12.8042 1.17569 1.55266e-37 2.41115e-36 Specific Liver_high

Pptl 12.801 1.03532 1.61827e-37 2.51181e-36 Specific Liver_high



Fech 12.7941 1.51934 1.76952e-37 2.74263e-36 Specific Liver_high
Frs2 12.7859 1.02293 1.96524e-37 3.04452e-36 Specific Liver_high
Xxyltl 12.7757 1.44198 2.24121e-37 3.46872e-36 Specific Liver_high
Wdr91 12.7713 2.23278 2.37237e-37 3.66644e-36 Specific Liver_high
Ipo8 12.7701 1.09945 2.40728e-37 3.71684e-36 Specific Liver_high
Ber 12.7491 1.56617 3.15405e-37 4.86287e-36 Specific Liver_high
Togaraml 12.7001 1.09936 5.90775e-37 9.07382e-36 Specific Liver_high
Usp38 12.6724 1.55954 8.40788e-37 1.28893e-35 Specific Liver_high
Tdrd3 12.6716 1.15804 8.49839e-37 1.30219e-35 Specific Liver_high
Uaplll 12.6571 2.80877 1.02247e-36 1.56373e-35 Specific Liver_high
Dpf3 12.6532 1.52939 1.07384e-36 1.63997e-35 Specific Liver_high
Cmtm4 12.6325 1.70208 1.39831e-36 2.13147e-35 Specific Liver_high
Sik2 12.609 1.14921 1.8839e-36 2.86759e-35 Specific Liver_high
Thed 12.6085 1.14483 1.89623e-36 2.885e-35 Specific Liver_high
Sgpll 12.6077 2.62674 1.91597e-36 2.91366e-35 Specific Liver_high
Pacs2 12.5677 1.3848 3.17844e-36 4.81992e-35 Specific Liver_high
Clen3 12.567 1.07901 3.20855e-36 4.86328e-35 Specific Liver_high
Klhl9 12.532 1.08523 4.98642e-36 7.53683e-35 Specific Liver_high
Zfp217 12.5224 1.91355 5.629e-36 8.49614e-35 Specific Liver_high
Tpkl 12.5068 1.22458 6.85366€-36 1.03397e-34 Specific Liver_high
Tofa 12.5037 2.65688 7.12883e-36 1.07448e-34 Specific Liver_high
Snx25 12.4751 1.19923 1.02035e-35 1.53504e-34 Specific Liver_high
Hoxb4 12.4216 1.24006 1.99443e-35 2.98933e-34 Specific Liver_high
Lpin2 12.4201 1.43134 2.03255e-35 3.04505e-34 Specific Liver_high
Pppérl 12.4088 1.10496 2.34241e-35 3.50764e-34 Specific Liver_high
Nhirc3 12.3908 1.77477 2.93217e-35 4.38468e-34 Specific Liver_high
Sfmbtl 12.3807 1.61738 3.32252e-35 4.96379e-34 Specific Liver_high
Lcp2 12.3757 3.88095 3.53632e-35 5.27832e-34 Specific Liver_high
Amot 12.3571 1.38131 4.46083e-35 6.63676e-34 Specific Liver_high
Twistl 12.3393 4.3207 5.56118e-35 8.26244e-34 Specific Liver_high
Mpp5 12.2873 1.22141 1.05955e-34 1.56771e-33 Specific Liver_high
Fggy 12.2607 2.46661 1.47144e-34 2.17317e-33 Specific Liver_high
Fubp3 12.2331 1.31641 2.06842e-34 3.0451e-33 Specific Liver_high
Gm37494 12.2287 1.06677 2.18311e-34 3.21101e-33 Specific Liver_high
Morc3 12.2195 1.04525 2.44692e-34 3.59412e-33 Specific Liver_high
Vrk2 12.212 1.56098 2.68322e-34 3.93583e-33 Specific Liver_high
Kpna3 12.2001 1.07079 3.10384e-34 4.54661e-33 Specific Liver_high
Kazn 12.1935 2.12129 3.36819e-34 4.92714e-33 Specific Liver_high
Plekhf2 12.1846 1.20152 3.75328e-34 5.4855e-33 Specific Liver_high
Candl 12.1658 1.24141 4.72568e-34 6.88176e-33 Specific Liver_high
Parg 12.1537 1.09956 5.48468e-34 7.98345e-33 Specific Liver_high
Ranbp10 12.1501 1.086 5.73161e-34 8.33162e-33 Specific Liver_high
Leng8 12.1405 1.04341 6.43922e-34 9.356e-33 Specific Liver_high
Ppp1r21 12.1403 1.29417 6.45968e-34 9.3815e-33 Specific Liver_high

Kpnal 12.1312 1.07729 7.22063e-34 1.04725e-32 Specific Liver_high



Gstol 12.1191 3.41334 8.36672e-34 1.21239e-32 Specific Liver_high
Jazfl 12.109 1.85751 9.46634e-34 1.37111e-32 Specific Liver_high
PIxnb2 12.1011 1.72415 1.04264e-33 1.50813e-32 Specific Liver_high
Mapk9 12.0861 1.16662 1.25045e-33 1.8063e-32 Specific Liver_high
Inppl1 12.0647 1.17193 1.62222e-33 2.34019e-32 Specific Liver_high
l131ra 12.0615 2.95031 1.68639e-33 2.43167e-32 Specific Liver_high
Sec23b 12.0537 1.35562 1.8546e-33 2.67302e-32 Specific Liver_high
8030462N17Rik 12.0471 1.01941 2.00796e-33 2.89019e-32 Specific Liver_high
Mcm3 12.0344 1.25399 2.34381e-33 3.36909e-32 Specific Liver_high
Rxra 12.0209 1.03771 2.75892e-33 3.9605e-32 Specific Liver_high
Sec22b 11.9918 1.08462 3.92301e-33 5.61411e-32 Specific Liver_high
Dcplb 11.9651 1.24479 5.41341e-33 7.73669e-32 Specific Liver_high
Irf8 11.958 1.46125 5.89875e-33 8.41916e-32 Specific Liver_high
Nploc4 11.9561 1.10879 6.03363e-33 8.60786e-32 Specific Liver_high
Nxf1 11.9554 1.20882 6.08353e-33 8.67286e-32 Specific Liver_high
Gm1673 11.9458 2.69276 6.83131e-33 9.73296e-32 Specific Liver_high
Slc12a5 11.9336 2.60632 7.90609e-33 1.12345e-31 Specific Liver_high
Ibtk 11.9297 1.48213 8.28789e-33 1.17563e-31 Specific Liver_high
Vps50 11.9146 1.5651 9.93424e-33 1.40546e-31 Specific Liver_high
Fam9lal 11.9028 1.16689 1.14481e-32 1.61823e-31 Specific Liver_high
Mbtps2 11.8943 1.15371 1.26629e-32 1.78837e-31 Specific Liver_high
Cep192 11.8851 1.45203 1.41415e-32 1.99544e-31 Specific Liver_high
Hsphl 11.8816 1.78094 1.47498e-32 2.08037e-31 Specific Liver_high
Slc35a3 11.8757 1.11673 1.58234e-32 2.23083e-31 Specific Liver_high
Dtnbpl 11.8487 1.37553 2.18587e-32 3.07499e-31 Specific Liver_high
Bmper 11.7573 3.49635 6.47742e-32 9.04513e-31 Specific Liver_high
Foxo3 11.7463 1.00957 7.37626e-32 1.02825e-30 Specific Liver_high
Supt3 11.7363 1.2975 8.29965e-32 1.15597e-30 Specific Liver_high
Eif2s3x 11.7278 1.01175 9.18188e-32 1.2783e-30 Specific Liver_high
Clec9a 11.697 1.9988 1.32016e-31 1.83318e-30 Specific Liver_high
Rbfa 11.6871 1.01711 1.48429e-31 2.05755e-30 Specific Liver_high
Senp2 11.6409 1.0057 2.55201e-31 3.53007e-30 Specific Liver_high
Shisa9 11.6384 4.07742 2.62881e-31 3.63474e-30 Specific Liver_high
Hmox1 11.6319 1.956 2.83868e-31 3.92323e-30 Specific Liver_high
Thc1d30 11.6314 1.70407 2.85378e-31 3.94242e-30 Specific Liver_high
Arhgap21 11.6255 1.16179 3.05856e-31 4.2199e-30 Specific Liver_high
Ric8b 11.6034 1.18587 3.95837e-31 5.45205e-30 Specific Liver_high
Mbd4 11.6016 2.17333 4.04353e-31 5.56697e-30 Specific Liver_high
1113ra2 11.5987 4.65594 4.18252e-31 5.75342e-30 Specific Liver_high
Slc26a2 11.5598 1.89695 6.58562e-31 9.03214e-30 Specific Liver_high
Cpeb2 11.5495 1.76819 7.42035e-31 1.01727e-29 Specific Liver_high
Zfp451 11.543 1.02682 8.00678e-31 1.09719e-29 Specific Liver_high
Ube2q2 11.532 1.07273 9.10155e-31 1.24457e-29 Specific Liver_high
Emcl 11.5257 1.32265 9.79448e-31 1.33819e-29 Specific Liver_high

Hacd3 11.5047 2.50659 1.24943e-30 1.70202e-29 Specific Liver_high



Evalc 11.4845 2.16313 1.57885e-30 2.14715e-29 Specific Liver_high
Snx21 11.4823 1.32358 1.62015e-30 2.20238e-29 Specific Liver_high
Flcn 11.4746 2.02303 1.77045e-30 2.40265e-29 Specific Liver_high
Dhx32 11.4688 2.24582 1.89162e-30 2.56493e-29 Specific Liver_high
Zfp277 11.4641 1.01147 1.99835e-30 2.70851e-29 Specific Liver_high
Catspere2 11.4625 2.80988 2.03494e-30 2.75695e-29 Specific Liver_high
Tnpo2 11.4444 1.57727 2.50894e-30 3.39343e-29 Specific Liver_high
ll4ra 11.4322 1.43371 2.88537e-30 3.89604e-29 Specific Liver_high
Tbcld15 11.4314 1.03134 2.91231e-30 3.93077e-29 Specific Liver_high
Sumfl 11.4228 1.4632 3.21757e-30 4.34096e-29 Specific Liver_high
Cyld 11.4198 1.02322 3.33025e-30 4.48736e-29 Specific Liver_high
Usp24 11.4134 1.07429 3.58516e-30 4.82883e-29 Specific Liver_high
Fam53a 11.4085 1.08467 3.792e-30 5.10315e-29 Specific Liver_high
Ergicl 11.4013 1.02346 4.11952e-30 5.537e-29 Specific Liver_high
Al662270 11.3983 4.27327 4.26468e-30 5.72972e-29 Specific Liver_high
Pdss2 11.3811 1.03124 5.196e-30 6.97518e-29 Specific Liver_high
Cog3 11.3779 1.27088 5.38633e-30 7.22467e-29 Specific Liver_high
Pfkfb3 11.3704 1.13578 5.87056e-30 7.86762e-29 Specific Liver_high
Cox10 11.3704 1.49694 5.87373e-30 7.86861e-29 Specific Liver_high
Hvenl 11.351 4.87115 7.32968e-30 9.80276e-29 Specific Liver_high
Enpp6 11.338 1.21473 8.50294e-30 1.13625e-28 Specific Liver_high
Cnp 11.3326 1.13525 9.04805e-30 1.20859%e-28 Specific Liver_high
Abhd6 11.3185 1.43715 1.06229e-29 1.41543e-28 Specific Liver_high
Tmem63a 11.3058 1.00663 1.22791e-29 1.63275e-28 Specific Liver_high
Asb4 11.2942 2.4299 1.40194e-29 1.86109e-28 Specific Liver_high
Spcs3 11.2863 1.09794 1.53408e-29 2.03316e-28 Specific Liver_high
Rprdla 11.2831 1.18639 1.59066e-29 2.10555e-28 Specific Liver_high
Gramdlc 11.2758 3.59928 1.7289e-29 2.2848e-28 Specific Liver_high
NfxI1 11.2732 1.82032 1.77911e-29 2.34923e-28 Specific Liver_high
Stipl 11.2694 1.03737 1.85874e-29 2.45136e-28 Specific Liver_high
Rcbtb2 11.2671 1.01858 1.90706e-29 2.51303e-28 Specific Liver_high
Creb3l1 11.255 2.84213 2.18804e-29 2.87978e-28 Specific Liver_high
Bcl7a 11.2315 1.89285 2.8567e-29 3.75676e-28 Specific Liver_high
Fbxo38 11.2272 1.04238 2.99861e-29 3.94178e-28 Specific Liver_high
Repsl 11.188 1.21356 4.67007e-29 6.10417e-28 Specific Liver_high
Adam9 11.1838 1.18888 4.89438e-29 6.39479e-28 Specific Liver_high
Pccb 11.1641 1.86886 6.11099e-29 7.96501e-28 Specific Liver_high
Txndc16 11.1026 1.86485 1.21892e-28 1.58298e-27 Specific Liver_high
Usp45 11.0989 1.04337 1.26976e-28 1.64834e-27 Specific Liver_high
Zdhhc21 11.0941 1.3856 1.33998e-28 1.7388e-27 Specific Liver_high
Mtm1 11.0764 1.30467 1.63298e-28 2.11391e-27 Specific Liver_high
Sec24a 11.0507 1.16613 2.17544e-28 2.81049e-27 Specific Liver_high
Ppp6r2 11.0453 1.0359 2.30938e-28 2.98114e-27 Specific Liver_high
Hspal2a 11.0397 1.86782 2.45961e-28 3.17253e-27 Specific Liver_high

Nfatcl 11.0219 1.18299 2.99645e-28 3.86344e-27 Specific Liver_high



Ints3 10.9754 1.10827 5.01833e-28 6.43434e-27 Specific Liver_high
Slc25a28 10.9563 1.32175 6.20168e-28 7.92955e-27 Specific Liver_high
Ldhb 10.9393 1.64856 7.47541e-28 9.54682e-27 Specific Liver_high
Cachd1l 10.9267 1.14694 8.58987e-28 1.09614e-26 Specific Liver_high
2200002D01Rik 10.8959 1.85407 1.20612e-27 1.53427e-26 Specific Liver_high
Stx18 10.8834 1.16606 1.38325e-27 1.75889¢-26 Specific Liver_high
Cnot10 10.874 1.03608 1.53291e-27 1.94536e-26 Specific Liver_high
Orc6 10.8738 1.28169 1.5368e-27 1.94953e-26 Specific Liver_high
Lats1 10.8655 1.03148 1.68349e-27 2.12976e-26 Specific Liver_high
Pde3b 10.8535 3.97912 1.91936e-27 2.4253e-26 Specific Liver_high
Banp 10.8425 1.09345 2.16439e-27 2.73385e-26 Specific Liver_high
E130308A19Rik 10.7978 1.6334 3.52672e-27 4.42519e-26 Specific Liver_high
Usp37 10.764 1.07699 5.089e-27 6.36569e-26 Specific Liver_high
Usp40 10.7355 1.16457 6.9333e-27 8.64587e-26 Specific Liver_high
Rad54I12 10.7254 1.11132 7.73462e-27 9.63767e-26 Specific Liver_high
Clip2 10.7168 1.36298 8.4876e-27 1.05637e-25 Specific Liver_high
Nacc2 10.7025 1.37757 9.90937e-27 1.23095e-25 Specific Liver_high
Trmt9b 10.688 2.46843 1.15887e-26 1.43735e-25 Specific Liver_high
Hs2stl 10.6702 1.12454 1.4026e-26 1.73764e-25 Specific Liver_high
Toml 10.6658 1.24244 1.47198e-26 1.82289e-25 Specific Liver_high
Arhgef6 10.6535 1.27439 1.68002e-26 2.07734e-25 Specific Liver_high
Smyd4 10.6521 2.13543 1.70499e-26 2.10741e-25 Specific Liver_high
Zfp516 10.6497 1.3744 1.74955e-26 2.16166e-25 Specific Liver_high
Zfhx2 10.6121 2.00906 2.61873e-26 3.22202e-25 Specific Liver_high
Txndcll 10.6095 1.33531 2.69072e-26 3.30807e-25 Specific Liver_high
Dclk2 10.5964 1.32942 3.09565€e-26 3.80011e-25 Specific Liver_high
Atp7a 10.5951 1.29871 3.13967e-26 3.85269e-25 Specific Liver_high
Rnf217 10.586 1.12626 3.45975e-26 4.24224e-25 Specific Liver_high
Zfp282 10.5843 1.13565 3.52592e-26 4.32008e-25 Specific Liver_high
Ptpn2 10.5736 1.15335 3.95006e-26 4.83609e-25 Specific Liver_high
Ppard 10.5736 1.14568 3.95205e-26 4.83669e-25 Specific Liver_high
Gxyltl 10.5697 1.07697 4.11956e-26 5.03597e-25 Specific Liver_high
Lpinl 10.5619 2.04084 4.47305e-26 5.45982e-25 Specific Liver_high
Ipo9 10.5595 1.13822 4.59081e-26 5.60145e-25 Specific Liver_high
Rasa3 10.5546 1.77194 4.8354e-26 5.89098e-25 Specific Liver_high
Lipo3 10.5458 1.55608 5.31414e-26 6.4669e-25 Specific Liver_high
Gotl 10.5288 2.30192 6.36671e-26 7.73905e-25 Specific Liver_high
Mxil 10.512 1.52995 7.60652e-26 9.2322e-25 Specific Liver_high
Scpepl 10.4959 1.86711 9.02281e-26 1.0943e-24 Specific Liver_high
Lactb2 10.4935 1.47315 9.24918e-26 1.11981e-24 Specific Liver_high
Fam102a 10.4889 1.30605 9.71554e-26 1.17522e-24 Specific Liver_high
Zfp507 10.4838 1.64166 1.02573e-25 1.24028e-24 Specific Liver_high
Calhmé 10.4609 5.44065 1.30583e-25 1.57661e-24 Specific Liver_high
Slc22a5 10.4591 1.76693 1.3311e-25 1.60653e-24 Specific Liver_high

Xpo4 10.452 1.03101 1.43543e-25 1.73115e-24 Specific Liver_high



Trim41 10.4339 1.17253 1.73615e-25 2.0907e-24 Specific Liver_high
Trim14 10.4237 1.20885 1.93221e-25 2.32506e-24 Specific Liver_high
Sccpdh 10.4199 1.92342 2.01194e-25 2.42011e-24 Specific Liver_high
Pigu 10.4 1.29633 2.47825e-25 2.97215e-24 Specific Liver_high
Focad 10.3631 2.02114 3.64961e-25 4.36723e-24 Specific Liver_high
Slc36a4 10.3425 1.08646 4.52376e-25 5.40724e-24 Specific Liver_high
Esrl 10.3408 3.88513 4.60466e-25 5.50191e-24 Specific Liver_high
Ctdp1 10.3386 1.67387 4.7157e-25 5.63042e-24 Specific Liver_high
Prelid2 10.3341 1.4243 4.93753e-25 5.89092e-24 Specific Liver_high
Mrps9 10.32 1.17994 5.72238e-25 6.81723e-24 Specific Liver_high
Clecl6a 10.3104 1.29429 6.32454e-25 7.52627e-24 Specific Liver_high
Art3 10.3085 1.03948 6.45312e-25 7.67476e-24 Specific Liver_high
Prpfl8 10.2938 1.02655 7.51513e-25 8.92992e-24 Specific Liver_high
Gtf2h1 10.2809 1.00406 8.59299e-25 1.01882e-23 Specific Liver_high
Ubapl 10.2776 1.11976 8.89035e-25 1.05369e-23 Specific Liver_high
Sec23ip 10.2751 1.26086 9.12439e-25 1.08103e-23 Specific Liver_high
Rcn3 10.2507 1.16389 1.17444e-24 1.38788e-23 Specific Liver_high
Armcx4 10.2448 2.54567 1.24844e-24 1.47479e-23 Specific Liver_high
Pign 10.2256 1.17965 1.52246e-24 1.79586e-23 Specific Liver_high
Rap2c 10.2092 1.26029 1.80269e-24 2.12485e-23 Specific Liver_high
Unk 10.1916 1.40637 2.16071e-24 2.54222e-23 Specific Liver_high
Lyst 10.1869 1.1151 2.26837e-24 2.66791e-23 Specific Liver_high
Ccdc9b 10.1856 1.49576 2.29928e-24 2.7023e-23 Specific Liver_high
Depdc5 10.1722 1.0217 2.63792e-24 3.09691e-23 Specific Liver_high
Gm49336 10.1666 1.20622 2.79443e-24 3.27827e-23 Specific Liver_high
Ddhd1 10.141 1.30067 3.6326e-24 4.25384e-23 Specific Liver_high
Stxla 10.1221 1.70847 4.40841e-24 5.15298e-23 Specific Liver_high
Nr6al 10.0909 1.33979 6.06362e-24 7.06474e-23 Specific Liver_high
C2cd2l 10.0785 1.25616 6.87626e-24 8e-23 Specific Liver_high
Pepd 10.0745 1.65191 7.15918e-24 8.32616e-23 Specific Liver_high
Secl6a 10.0687 1.16258 7.59512e-24 8.82997e-23 Specific Liver_high
Man2a2 10.0682 1.95906 7.63713e-24 8.87562e-23 Specific Liver_high
Dapk1 10.0627 2.63512 8.07356e-24 9.37945e-23 Specific Liver_high
Zhx2 10.0282 1.07368 1.14627e-23 1.32737e-22 Specific Liver_high
Rbms3 9.98995 1.6839 1.68661e-23 1.9489e-22 Specific Liver_high
Ppip5k2 9.9844 1.24378 1.78385e-23 2.05831e-22 Specific Liver_high
Adcy9 9.98201 1.03173 1.82722e-23 2.10609e-22 Specific Liver_high
Khk 9.95744 1.69855 2.34019e-23 2.68777e-22 Specific Liver_high
Zfpl 9.92556 1.84772 3.22286e-23 3.69233e-22 Specific Liver_high
Bahd1 9.91895 1.96944 3.44357e-23 3.9424e-22 Specific Liver_high
Zbtb39 9.8929 2.12634 4.46902e-23 5.10373e-22 Specific Liver_high
Rcc2 9.89207 1.23584 4.50626e-23 5.14443e-22 Specific Liver_high
Usp48 9.85326 1.01725 6.63587e-23 7.54629e-22 Specific Liver_high
Prrcl 9.85072 1.00823 6.80563e-23 7.73661e-22 Specific Liver_high

Zfp69 9.84489 1.32308 7.21141e-23 8.18925e-22 Specific Liver_high



Alkbh8 9.84378 1.08529 7.2917e-23 8.27752e-22 Specific Liver_high
Nsmaf 9.8402 1.07001 7.55633e-23 8.57491e-22 Specific Liver_high
Slc39a9 9.83403 1.09018 8.03345e-23 9.11314e-22 Specific Liver_high
Gstkl 9.79061 1.50276 1.23544e-22 1.39462e-21 Specific Liver_high
Cd99I2 9.78448 1.08929 1.31268e-22 1.48026e-21 Specific Liver_high
Wdpcp 9.76104 1.4431 1.65456e-22 1.86319e-21 Specific Liver_high
Gpcl 9.72755 5.25306 2.30064e-22 2.58082e-21 Specific Liver_high
Revl 9.67312 1.04388 3.92221e-22 4.38161e-21 Specific Liver_high
Cd82 9.65522 4.2677 4.67141e-22 5.20237e-21 Specific Liver_high
Clca3al 9.64169 3.91767 5.33047e-22 5.9302e-21 Specific Liver_high
Gm12648 9.63733 4.85891 5.56172e-22 6.18533e-21 Specific Liver_high
Marveldl 9.63514 1.04884 5.68129e-22 6.31613e-21 Specific Liver_high
Rbbp9 9.62747 1.1778 6.12202e-22 6.79675e-21 Specific Liver_high
Ide 9.60077 1.04155 7.93483e-22 8.80027e-21 Specific Liver_high
Zmym6 9.59239 1.67931 8.6066e-22 9.53222e-21 Specific Liver_high
Crppa 9.58262 2.26741 9.46173e-22 1.04721e-20 Specific Liver_high
Zc3h4 9.56394 1.11858 1.13355e-21 1.25288e-20 Specific Liver_high
Cpped1 9.56151 1.18154 1.16049e-21 1.28221e-20 Specific Liver_high
Parpll 9.54249 1.24029 1.39445e-21 1.53704e-20 Specific Liver_high
Rab11fip3 9.53806 1.14147 1.45525e-21 1.60296e-20 Specific Liver_high
Gab3 9.49018 1.02288 2.30638e-21 2.53012e-20 Specific Liver_high
D130040H23Rik 9.48145 1.78614 2.50772e-21 2.74819e-20 Specific Liver_high
Gfptl 9.47349 1.33529 2.70631e-21 2.9588e-20 Specific Liver_high
Ubtdl 9.45992 1.04181 3.08173e-21 3.36241e-20 Specific Liver_high
Manea 9.45042 1.16544 3.37475e-21 3.67963e-20 Specific Liver_high
Pofutl 9.43759 1.15895 3.81465e-21 4.15225e-20 Specific Liver_high
Thbcld14 9.43417 1.31215 3.94082e-21 4.28526e-20 Specific Liver_high
Nuak2 9.42396 2.12401 4.34406e-21 4.71739e-20 Specific Liver_high
Csmdl 9.41253 4.54409 4.84342e-21 5.2526e-20 Specific Liver_high
Asb7 9.40305 1.2941 5.30015e-21 5.74239e-20 Specific Liver_high
Ackr2 9.40305 4.20276 5.30039e-21 5.74239e-20 Specific Liver_high
Polal 9.39981 1.48394 5.466e-21 5.91981e-20 Specific Liver_high
Chst14 9.39153 1.63006 5.91358e-21 6.40242e-20 Specific Liver_high
Strada 9.37233 1.45415 7.09516e-21 7.66368e-20 Specific Liver_high
Aatf 9.36525 1.08354 7.58681e-21 8.19198e-20 Specific Liver_high
Hexim1 9.36234 1.01103 7.79918e-21 8.41848e-20 Specific Liver_high
Fam214a 9.35955 1.88221 8.00777e-21 8.64074e-20 Specific Liver_high
Gm16014 9.34976 2.87623 8.78477e-21 9.46966€e-20 Specific Liver_high
Actnl 9.33056 1.28166 1.05317e-20 1.13338e-19 Specific Liver_high
Vps26¢ 9.32385 1.1076 1.12192e-20 1.20616e-19 Specific Liver_high
Adamts12 9.32293 1.96077 1.13169e-20 1.21627e-19 Specific Liver_high
Smim9 9.31224 2.81195 1.25169e-20 1.343e-19 Specific Liver_high
KIhi20 9.31005 1.01049 1.27776e-20 1.37006e-19 Specific Liver_high
Cnst 9.30769 1.00596 1.3064e-20 1.4003e-19 Specific Liver_high

Ipmk 9.30499 1.0653 1.34006e-20 1.43591e-19 Specific Liver_high



Nrld2 9.28645 1.25215 1.59525e-20 1.70539e-19 Specific Liver_high
Femlb 9.27187 1.01249 1.82906e-20 1.95275e-19 Specific Liver_high
Ankrd27 9.2667 1.19677 1.92e-20 2.04781e-19 Specific Liver_high
Tiparp 9.25166 1.80411 2.21023e-20 2.35424e-19 Specific Liver_high
Tmem170b 9.22816 1.96435 2.7531e-20 2.92766e-19 Specific Liver_high
Zbtb37 9.22667 1.47409 2.79168e-20 2.96771e-19 Specific Liver_high
Pon3 9.22605 1.75742 2.80795e-20 2.98304e-19 Specific Liver_high
Slc49a4 9.21341 1.0891 3.1591e-20 3.35388e-19 Specific Liver_high
Mmut 9.20947 1.02442 3.27751e-20 3.47844e-19 Specific Liver_high
Csprs 9.20668 3.83965 3.36374e-20 3.56645e-19 Specific Liver_high
Zprl 9.19324 1.13594 3.81181e-20 4.03622e-19 Specific Liver_high
P3h2 9.17421 1.55802 4.54887e-20 4.80406e-19 Specific Liver_high
Edem3 9.15929 1.08166 5.2238e-20 5.51325e-19 Specific Liver_high
Pphinl 9.15872 1.1911 5.25173e-20 5.54092e-19 Specific Liver_high
Sshp2 9.15763 1.44915 5.30503e-20 5.5935e-19 Specific Liver_high
B4galté 9.11218 2.83173 8.07402e-20 8.47982e-19 Specific Liver_high
Slc5a3 9.10725 2.06366 8.4494e-20 8.8683e-19 Specific Liver_high
Akt2 9.10002 1.92683 9.03148e-20 9.47308e-19 Specific Liver_high
Hmgxb3 9.0664 1.31095 1.2301e-19 1.28523e-18 Specific Liver_high
Heph 9.05774 1.22745 1.33179e-19 1.38969e-18 Specific Liver_high
Fam8al 9.05605 1.02254 1.35263e-19 1.41097e-18 Specific Liver_high
Lmbrd2 9.05166 1.40024 1.40817e-19 1.46749e-18 Specific Liver_high
Osbplla 9.0378 1.13374 1.59859e-19 1.66271e-18 Specific Liver_high
4732471J01Rik 9.01153 1.26997 2.03206e-19 2.10813e-18 Specific Liver_high
Ccdc8 9.00301 2.05024 2.19619e-19 2.27621e-18 Specific Liver_high
Hcfc2 8.99676 1.32054 2.32477e-19 2.40639e-18 Specific Liver_high
Bahccl 8.99466 1.03521 2.36974e-19 2.45215e-18 Specific Liver_high
Nol10 8.94131 1.48899 3.8459¢e-19 3.96566e-18 Specific Liver_high
Ercc6l2 8.93288 1.09191 4.15054e-19 4.27569e-18 Specific Liver_high
Ube3b 8.91806 1.03041 4.74518e-19 4.88359%e-18 Specific Liver_high
Lrig3 8.89936 2.03349 5.61699e-19 5.77395e-18 Specific Liver_high
Brwd3 8.8654 1.0396 7.62276e-19 7.81769e-18 Specific Liver_high
Slc7a5 8.8593 1.05844 8.05198e-19 8.25002e-18 Specific Liver_high
Morc4 8.82587 2.36233 1.08616e-18 1.10901e-17 Specific Liver_high
Tifa 8.81018 1.26773 1.24947e-18 1.27494e-17 Specific Liver_high
Entpd5 8.79562 1.64057 1.42263e-18 1.4498e-17 Specific Liver_high
Msra 8.78834 1.24431 1.51783e-18 1.54632e-17 Specific Liver_high
Ascc2 8.78574 1.10763 1.55334e-18 1.58201e-17 Specific Liver_high
Galc 8.7788 1.71631 1.65231e-18 1.68174e-17 Specific Liver_high
Rpe 8.77842 1.26284 1.65793e-18 1.68693e-17 Specific Liver_high
H2-T24 8.77744 1.33779 1.67232e-18 1.7005e-17 Specific Liver_high
Sdc4 8.77547 4.18495 1.70189e-18 1.72948e-17 Specific Liver_high
Vps39 8.75736 1.41813 1.9987e-18 2.026e-17 Specific Liver_high
Prkca 8.74407 2.1183 2.24864e-18 2.27578e-17 Specific Liver_high

Setdbl 8.72934 1.03355 2.56168e-18 2.58854e-17 Specific Liver_high



Elp3 8.71405 1.10028 2.93203e-18 2.95907e-17 Specific Liver_high
Trim5 8.71164 1.43504 2.99521e-18 3.02094e-17 Specific Liver_high
Ppmik 8.67858 1.42034 4.00722e-18 4.03157e-17 Specific Liver_high
Slc33al 8.67125 1.32668 4.27407e-18 4.29202e-17 Specific Liver_high
Caspl 8.65147 1.92752 5.08401e-18 5.09447e-17 Specific Liver_high
Mtr 8.65083 1.24881 5.11246e-18 5.12119e-17 Specific Liver_high
Ttc13 8.64349 1.43947 5.45227e-18 5.45988e-17 Specific Liver_high
Gadd45g 8.64213 1.09492 5.51753e-18 5.5218e-17 Specific Liver_high
2026-03-03 00:00:00 8.63767 1.11522 5.73734e-18 5.73468e-17 Specific Liver_high
Apobecl 8.61474 2.10495 7.00976e-18 6.99351e-17 Specific Liver_high
Nup205 8.60205 1.69947 7.83058e-18 7.80279e-17 Specific Liver_high
Parn 8.59197 1.12543 8.54939¢-18 8.49544e-17 Specific Liver_high
Vps33a 8.59131 1.36481 8.59869e-18 8.53918e-17 Specific Liver_high
Akapl 8.5912 1.15219 8.60681e-18 8.54462e-17 Specific Liver_high
Mdnl 8.58501 1.25538 9.08312e-18 9.01194e-17 Specific Liver_high
Kankl 8.57363 3.52883 1.00272e-17 9.93338e-17 Specific Liver_high
Uhrflbp1l 8.56641 1.80933 1.06763e-17 1.05699e-16 Specific Liver_high
Hmga2 8.55925 2.30401 1.13604e-17 1.12403e-16 Specific Liver_high
Vav2 8.52798 2.41773 1.48921e-17 1.47076e-16 Specific Liver_high
Bclé 8.52063 4.11898 1.58684e-17 1.56574e-16 Specific Liver_high
Aldh3a2 8.4947 1.04062 1.98441e-17 1.95385e-16 Specific Liver_high
S100pbp 8.48621 1.05841 2.13478e-17 2.10062e-16 Specific Liver_high
Ctps2 8.46562 1.0552 2.54794e-17 2.50336e-16 Specific Liver_high
Sirt5 8.43694 1.84344 3.25758e-17 3.19184e-16 Specific Liver_high
Chicl 8.43589 1.39884 3.28702e-17 3.21971e-16 Specific Liver_high
Srd5a3 8.42634 1.17391 3.5664e-17 3.49019e-16 Specific Liver_high
Taspl 8.40494 1.46384 4.28097e-17 4.17809e-16 Specific Liver_high
Scyl2 8.40478 1.08076 4.28648e-17 4.1822e-16 Specific Liver_high
Zmat3 8.3767 1.69547 5.44313e-17 5.29896e-16 Specific Liver_high
Ccdc93 8.37668 1.06204 5.44422e-17 5.29896e-16 Specific Liver_high
Naa30 8.36608 1.147 5.95682e-17 5.79265e-16 Specific Liver_high
Nt5c2 8.36375 1.05176 6.07574e-17 5.90651e-16 Specific Liver_high
Trmt2b 8.35124 1.19293 6.7548e-17 6.55285e-16 Specific Liver_high
Amigo2 8.34433 2.08522 7.16179e-17 6.93724e-16 Specific Liver_high
Eiprl 8.33131 1.48001 7.9953e-17 7.73766e-16 Specific Liver_high
Lclatl 8.32114 1.20927 8.71233e-17 8.41896e-16 Specific Liver_high
Atad2 8.31537 1.22602 9.14651e-17 8.83588e-16 Specific Liver_high
Cepl28 8.30282 1.75786 1.01672e-16 9.80426e-16 Specific Liver_high
Gaa 8.30045 1.00116 1.03715e-16 9.99535e-16 Specific Liver_high
Unc5a 8.29161 2.07531 1.11729e-16 1.07548e-15 Specific Liver_high
Mpp7 8.28285 1.28931 1.20267e-16 1.15663e-15 Specific Liver_high
Hicl 8.26547 1.15748 1.39142e-16 1.33696e-15 Specific Liver_high
Clgaltl 8.25448 1.00297 1.52565e-16 1.46203e-15 Specific Liver_high
Megf8 8.24758 1.04275 1.61632e-16 1.54845e-15 Specific Liver_high

Slc38a7 8.22833 1.84518 1.89845e-16 1.81551e-15 Specific Liver_high



Macrod2 8.22698 1.17334 1.91988e-16 1.83546e-15 Specific Liver_high
Slc12a9 8.22064 1.58861 2.02417e-16 1.93344e-15 Specific Liver_high
Zfp942 8.21813 1.17579 2.06698e-16 1.97317e-15 Specific Liver_high
Arfgapl 8.21753 1.01229 2.07741e-16 1.98254e-15 Specific Liver_high
Dennd2d 8.20656 5.831 2.2761e-16 2.17023e-15 Specific Liver_high
Arl4c 8.20213 3.34631 2.3616e-16 2.25042e-15 Specific Liver_high
Aldh6al 8.17211 1.40637 3.03039e-16 2.88177e-15 Specific Liver_high
Efhd2 8.15948 1.44794 3.36467e-16 3.195%-15 Specific Liver_high
Plppr5 8.15502 4.1264 3.49129e-16 3.31226e-15 Specific Liver_high
Ap3s2 8.15492 1.05956 3.49402e-16 3.31388e-15 Specific Liver_high
Dmpk 8.14537 2.79959 3.78112e-16 3.58302e-15 Specific Liver_high
Rspo3 8.14426 3.38125 3.81607e-16 3.61508e-15 Specific Liver_high
Mtmrl 8.11963 1.08796 4.67618e-16 4.4234e-15 Specific Liver_high
Pigm 8.09488 1.26689 5.73205e-16 5.40635e-15 Specific Liver_high
Aox1 8.08509 2.80073 6.2118e-16 5.85712e-15 Specific Liver_high
Limk1 8.07848 1.56112 6.55787e-16 6.17622e-15 Specific Liver_high
Hmgcsl 8.07655 1.15596 6.66244e-16 6.27104e-15 Specific Liver_high
Mrohl 8.0711 1.47547 6.96668e-16 6.5555e-15 Specific Liver_high
Mbd6 8.06154 1.14415 7.53376e-16 7.08292e-15 Specific Liver_high
Trp53bpl 8.0518 1.272 8.15854e-16 7.65915e-15 Specific Liver_high
Colec12 8.01148 1.61275 1.13333e-15 1.05903e-14 Specific Liver_high
Rtkn 8.00882 3.33726 1.15812e-15 1.08188e-14 Specific Liver_high
Crebl2 7.98086 1.42855 1.45319e-15 1.35322e-14 Specific Liver_high
Pde5a 7.96229 1.41047 1.68881e-15 1.56991e-14 Specific Liver_high
Med26 7.95663 1.41265 1.76794e-15 1.64253e-14 Specific Liver_high
Zbtb34 7.95162 1.71848 1.84095e-15 1.70987e-14 Specific Liver_high
Kdm2b 7.92885 1.18653 2.21192e-15 2.04794e-14 Specific Liver_high
Gpatch2l 7.92565 1.07096 2.26953e-15 2.10068e-14 Specific Liver_high
N6amtl 7.91479 1.10244 2.47669e-15 2.2885e-14 Specific Liver_high
Gm13561 7.91167 5.0657 2.53955e-15 2.345%-14 Specific Liver_high
Clra 7.8844 2.82704 3.16059e-15 2.91542e-14 Specific Liver_high
Pcdhgal2 7.88261 1.53622 3.20616e-15 2.95661e-14 Specific Liver_high
Rmil 7.87369 1.35941 3.44341e-15 3.17358e-14 Specific Liver_high
Eif2akl 7.86832 1.01186 3.59429e-15 3.31075e-14 Specific Liver_high
Snx14 7.86344 1.02785 3.73729e-15 3.43854e-14 Specific Liver_high
Ostm1 7.86189 1.35719 3.7839%-15 3.48044e-14 Specific Liver_high
Arapl 7.834 2.59255 4.72596e-15 4.33583e-14 Specific Liver_high
Slc18bl 7.82832 1.48405 4.94424e-15 4.53351e-14 Specific Liver_high
Ulbpl 7.80931 2.55889 5.75006e-15 5.2664e-14 Specific Liver_high
Tmem161b 7.79075 1.0059 6.66116e-15 6.0905e-14 Specific Liver_high
Aagab 7.78771 1.64971 6.82353e-15 6.23543e-14 Specific Liver_high
Bcar3 7.78594 1.39399 6.91971e-15 6.31796e-14 Specific Liver_high
Fbxw17 7.77872 1.67129 7.32644e-15 6.68364e-14 Specific Liver_high
Dcpla 7.77522 1.02952 7.53193e-15 6.86722e-14 Specific Liver_high

KIhig 7.76439 1.72712 8.2041e-15 7.47163e-14 Specific Liver_high



Metapld 7.75875 1.31175 8.57713e-15 7.79815e-14 Specific Liver_high
Fam199x 7.75295 1.21855 8.9785e-15 8.1539%e-14 Specific Liver_high
Ivd 7.73834 2.02855 1.00721e-14 9.13675e-14 Specific Liver_high
Slx4ip 7.73409 1.3637 1.04144e-14 9.4446e-14 Specific Liver_high
Cyp2j6 7.72457 1.24094 1.12235e-14 1.0167e-13 Specific Liver_high
Fads2 7.68347 3.64082 1.54834e-14 1.39866e-13 Specific Liver_high
Gfm2 7.63594 1.00945 2.24176e-14 2.01546e-13 Specific Liver_high
Clqtnfé 7.62254 1.78674 2.48728e-14 2.23495e-13 Specific Liver_high
Nars2 7.60583 1.17503 2.8308e-14 2.53938e-13 Specific Liver_high
Dlg5 7.60006 1.30997 2.95993e-14 2.65227e-13 Specific Liver_high
Lnpk 7.58132 1.23204 3.42057e-14 3.05824e-13 Specific Liver_high
Pankl 7.58124 1.8664 3.42268e-14 3.05928e-13 Specific Liver_high
Xpnpep3 7.57588 1.2799 3.56701e-14 3.18476e-13 Specific Liver_high
Zfp934 7.56952 1.4583 3.74592e-14 3.34265e-13 Specific Liver_high
Snx33 7.56567 1.74429 3.85856e-14 3.44221e-13 Specific Liver_high
4931428F04Rik 7.56494 2.8386 3.88047e-14 3.4608e-13 Specific Liver_high
Hyoul 7.56286 1.53337 3.94294e-14 3.51457e-13 Specific Liver_high
Tbcld8 7.5453 1.36962 4.51257e-14 4.0201e-13 Specific Liver_high
Fbxl4 7.5286 1.17349 5.12873e-14 4.5602e-13 Specific Liver_high
Slc37al 7.52068 3.57927 5.44908e-14 4.84105e-13 Specific Liver_high
Cdké 7.5183 1.07442 5.54929e-14 4.92736e-13 Specific Liver_high
Slc16al2 7.50326 3.65717 6.22481e-14 5.52262e-13 Specific Liver_high
Tmem173 7.49974 1.83344 6.39449e-14 5.66692e-13 Specific Liver_high
Gm48163 7.48631 3.25858 7.08387e-14 6.27614e-13 Specific Liver_high
Slc9a7 7.47884 5.67013 7.49799e-14 6.6394e-13 Specific Liver_high
Hépd 7.45436 3.53015 9.03079e-14 7.977e-13 Specific Liver_high
Dtnb 7.45046 1.13782 9.30129e-14 8.21368e-13 Specific Liver_high
Bckdhb 7.42715 1.03023 1.10961e-13 9.76926e-13 Specific Liver_high
Ints7 7.41749 1.08235 1.19362e-13 1.05031e-12 Specific Liver_high
Tbcld13 7.41466 1.12618 1.21939e-13 1.07241e-12 Specific Liver_high
Col5a2 7.41362 2.07926 1.22894e-13 1.08051e-12 Specific Liver_high
Pnp2 7.40952 3.55952 1.26753e-13 1.11353e-12 Specific Liver_high
Ints4 7.39335 1.08138 1.43174e-13 1.25642e-12 Specific Liver_high
lgip 7.38823 1.20416 1.488e-13 1.30472e-12 Specific Liver_high
Gart 7.37974 1.1551 1.58594e-13 1.38759%e-12 Specific Liver_high
Cd200r1 7.3766 6.05109 1.62381e-13 1.42034e-12 Specific Liver_high
Gtf3c3 7.37057 1.07195 1.69904e-13 1.48533e-12 Specific Liver_high
Nup155 7.35291 1.30857 1.93935e-13 1.68947e-12 Specific Liver_high
Ell 7.34375 1.0213 2.07699e-13 1.80694e-12 Specific Liver_high
Mcccl 7.34152 1.47099 2.11185e-13 1.83678e-12 Specific Liver_high
Plekhb2 7.33571 1.6167 2.2055e-13 1.91667e-12 Specific Liver_high
CIné 7.33502 1.59936 2.21687e-13 1.92604e-12 Specific Liver_high
Sh2b2 7.31226 1.49235 2.62685e-13 2.27794e-12 Specific Liver_high
Pcnx4 7.30634 1.18587 2.74518e-13 2.378e-12 Specific Liver_high

Cenpcl 7.30419 1.08748 2.78946e-13 2.41442e-12 Specific Liver_high



Sec22a 7.30209 1.09886 2.83335e-13 2.45109e-12 Specific Liver_high
Zfp984 7.30042 1.31162 2.86864e-13 2.47963e-12 Specific Liver_high
Sgsh 7.29078 1.91008 3.08157e-13 2.66083e-12 Specific Liver_high
Cnnm2 7.28377 1.84814 3.24623e-13 2.80076e-12 Specific Liver_high
2700049A03Rik 7.28132 1.06156 3.30582e-13 2.85065e-12 Specific Liver_high
Setdb2 7.27649 1.16455 3.4261e-13 2.9528e-12 Specific Liver_high
Slc8bl 7.26792 1.19742 3.65052e-13 3.14369e-12 Specific Liver_high
Uba6 7.23956 1.03024 4.50144e-13 3.86719e-12 Specific Liver_high
Bcl9 7.23002 1.13896 4.82908e-13 4.14425e-12 Specific Liver_high
Efll 7.22777 1.04929 4.90993e-13 4.21252e-12 Specific Liver_high
Slc9a8 7.21491 1.14008 5.39707e-13 4.62309e-12 Specific Liver_high
Phyhd1 7.21452 1.97546 5.41243e-13 4.63502e-12 Specific Liver_high
Pcolce 7.18746 1.75693 6.60089e-13 5.6423e-12 Specific Liver_high
Trim23 7.18686 1.21121 6.62991e-13 5.66561e-12 Specific Liver_high
AC109619.1 7.17823 5.33426 7.06178e-13 6.02987e-12 Specific Liver_high
Fam57a 7.17082 1.24104 7.45516e-13 6.36241e-12 Specific Liver_high
Gm26542 7.16832 1.92277 7.59232e-13 6.47775e-12 Specific Liver_high
Mindy4 7.16562 1.32336 7.74341e-13 6.60491e-12 Specific Liver_high
Map2k7 7.15491 1.02494 8.37294e-13 7.13247e-12 Specific Liver_high
Gm34455 7.1538 2.00999 8.4406e-13 7.1882e-12 Specific Liver_high
Dpp7 7.13955 1.64392 9.36338e-13 7.96146e-12 Specific Liver_high
Rttn 7.13717 1.09725 9.52706e-13 8.09637e-12 Specific Liver_high
Prim2 7.13017 1.73176 1.00248e-12 8.51714e-12 Specific Liver_high
Fbxo32 7.12433 1.24699 1.04585e-12 8.88093e-12 Specific Liver_high
Paqr8 7.11744 1.54532 1.09953e-12 9.3294e-12 Specific Liver_high
Fbnl 7.10957 2.17279 1.16404e-12 9.86898e-12 Specific Liver_high
Clen7 7.09619 1.18524 1.28243e-12 1.08385e-11 Specific Liver_high
Abcc9 7.07253 1.1443 1.52135e-12 1.28242e-11 Specific Liver_high
Tk2 7.06375 1.27895 1.62069e-12 1.36545e-11 Specific Liver_high
Zfyve26 7.05991 1.14634 1.66607e-12 1.40295e-11 Specific Liver_high
Capn5 7.05651 2.07812 1.7074e-12 1.43626e-11 Specific Liver_high
Rad18 7.05076 1.8668 1.77943e-12 1.49568e-11 Specific Liver_high
Gm13483 7.02714 1.84042 2.10808e-12 1.7664e-11 Specific Liver_high
AB630001G21Rik 7.02032 1.92066 2.21355e-12 1.85237e-11 Specific Liver_high
Cdkbrap2 6.99605 1.41219 2.63282e-12 2.1981e-11 Specific Liver_high
Prkci 6.99117 1.30409 2.72603e-12 2.27474e-11 Specific Liver_high
Zfp367 6.94926 1.13928 3.67209e-12 3.05235e-11 Specific Liver_high
Aim2 6.94887 2.64609 3.68229¢-12 3.06005e-11 Specific Liver_high
Algé 6.94455 1.21658 3.79666e-12 3.15428e-11 Specific Liver_high
1127ra 6.93164 2.70591 4.15983e-12 3.45156e-11 Specific Liver_high
B630019A10Rik 6.91752 1.76206 4.59616e-12 3.80968e-11 Specific Liver_high
Ackrl 6.91539 5.45715 4.66568e-12 3.86532e-11 Specific Liver_high
2810410L24Rik 6.90307 1.0488 5.08891e-12 4.21487e-11 Specific Liver_high
Tubgcp4 6.89678 1.10238 5.31945e-12 4.39791e-11 Specific Liver_high

Fgfrl 6.86748 1.5071 6.53478e-12 5.38202e-11 Specific Liver_high



MIh3 6.85229 1.34354 7.26779e-12 5.98115e-11 Specific Liver_high
Slc36al 6.85211 2.01117 7.27691e-12 5.98713e-11 Specific Liver_high
Mthfr 6.84035 1.50248 7.89991e-12 6.48814e-11 Specific Liver_high
Ttbk2 6.82439 1.22743 8.82967e-12 7.24253e-11 Specific Liver_high
Etv5 6.81434 1.27686 9.47002e-12 7.76186e-11 Specific Liver_high
Paip2b 6.80592 1.41804 1.00403e-11 8.2126e-11 Specific Liver_high
Meis2 6.80398 1.01713 1.01768e-11 8.32213e-11 Specific Liver_high
Med23 6.79634 1.01003 1.0731e-11 8.76642e-11 Specific Liver_high
Cxxc4 6.7957 1.03079 1.07792e-11 8.80137e-11 Specific Liver_high
Cit 6.78357 1.53891 1.17246e-11 9.55643e-11 Specific Liver_high
Klhi36 6.78244 1.27231 1.18166e-11 9.62891e-11 Specific Liver_high
Spry2 6.76901 1.464 1.29663e-11 1.05525e-10 Specific Liver_high
Culdb 6.76754 1.13309 1.30993e-11 1.0658e-10 Specific Liver_high
Gm43813 6.76726 1.2003 1.31241e-11 1.06755e-10 Specific Liver_high
Morc2a 6.73166 1.00035 1.67743e-11 1.35865e-10 Specific Liver_high
Tfpi2 6.72252 1.49658 1.78606e-11 1.44302e-10 Specific Liver_high
Cbx4 6.69796 1.0218 2.11343e-11 1.70538e-10 Specific Liver_high
Tab3 6.69569 1.36297 2.14664e-11 1.73174e-10 Specific Liver_high
Accs 6.68058 1.47655 2.38002e-11 1.91666e-10 Specific Liver_high
Nup93 6.67885 1.04421 2.40831e-11 1.93896e-10 Specific Liver_high
Nin 6.6543 1.36476 2.84647e-11 2.28602e-10 Specific Liver_high
Aldh9al 6.63882 1.24583 3.16199e-11 2.53627e-10 Specific Liver_high
Car2 6.6257 1.85664 3.45614e-11 2.76877e-10 Specific Liver_high
Armex2 6.62177 1.06361 3.54931e-11 2.84059e-10 Specific Liver_high
Dnm3os 6.61807 2.90704 3.63913e-11 2.91103e-10 Specific Liver_high
Sox12 6.59815 2.23481 4.16313e-11 3.3195e-10 Specific Liver_high
Chka 6.5663 1.40748 5.15823e-11 4.10687e-10 Specific Liver_high
Mtmrl4 6.56462 1.09687 5.21654e-11 4.15124e-10 Specific Liver_high
Adnp2 6.55669 1.25458 5.50153e-11 4.37588e-10 Specific Liver_high
Atg2b 6.55629 1.24416 5.51616e-11 4.38644e-10 Specific Liver_high
Nempl 6.5374 1.39784 6.25985e-11 4.96315e-10 Specific Liver_high
Selenoi 6.53625 1.03394 6.3082e-11 4.99903e-10 Specific Liver_high
Ltcas 6.52966 1.72658 6.59193e-11 5.21491e-10 Specific Liver_high
Clqtnf7 6.52657 3.45861 6.7291e-11 5.31821e-10 Specific Liver_high
Tox2 6.51952 3.78106 7.05347e-11 5.56912e-10 Specific Liver_high
Wdr5 6.50738 1.021 7.64747e-11 6.03369e-10 Specific Liver_high
Gm19461 6.50501 3.57672 7.7687e-11 6.12634e-10 Specific Liver_high
Vstm5 6.50485 2.47141 7.77699e-11 6.13138e-10 Specific Liver_high
Ctns 6.495 1.38586 8.30357e-11 6.53855e-10 Specific Liver_high
Rab29 6.4903 1.27659 8.56648e-11 6.7423e-10 Specific Liver_high
4930554G24Rik 6.49013 1.95766 8.57642e-11 6.74847e-10 Specific Liver_high
Qpct 6.42652 2.68387 1.30561e-10 1.02037e-09 Specific Liver_high
Zfat 6.40085 1.97924 1.54513e-10 1.20465e-09 Specific Liver_high
Armc5 6.3998 1.11016 1.55582e-10 1.21269e-09 Specific Liver_high

Rbbp5 6.39316 1.05354 1.62497e-10 1.26567e-09 Specific Liver_high



Smim1 6.3626 3.35961 1.98371e-10 1.53952e-09 Specific Liver_high
Enpp5 6.35856 1.13918 2.03657e-10 1.5794e-09 Specific Liver_high
Atm 6.35817 1.04841 2.0417e-10 1.58301e-09 Specific Liver_high
Hs1bp3 6.34879 1.20639 2.1702e-10 1.68142e-09 Specific Liver_high
Gm20186 6.32712 1.94764 2.49785e-10 1.93157e-09 Specific Liver_high
Map3k8 6.32331 1.00989 2.56021e-10 1.97932e-09 Specific Liver_high
Shld2 6.31871 1.00656 2.6375e-10 2.03858e-09 Specific Liver_high
Dzip3 6.31581 1.24448 2.68755e-10 2.07578e-09 Specific Liver_high
Tacol 6.31299 1.32801 2.73703e-10 2.11248e-09 Specific Liver_high
Epg5 6.30028 1.03201 2.97109e-10 2.28984e-09 Specific Liver_high
Ust 6.29732 5.12117 3.02842e-10 2.33292e-09 Specific Liver_high
Pou5f2 6.28894 2.43128 3.19646e-10 2.46178e-09 Specific Liver_high
Kdm4a 6.28804 1.07088 3.21507e-10 2.47552e-09 Specific Liver_high
Ythdc2 6.27703 1.13681 3.45104e-10 2.65404e-09 Specific Liver_high
Nadk2 6.27015 1.29471 3.607e-10 2.77201e-09 Specific Liver_high
Gpat3 6.2602 4.34709 3.84474e-10 2.94979e-09 Specific Liver_high
Tmem104 6.25842 1.26747 3.88895e-10 2.9823e-09 Specific Liver_high
Pter 6.25698 1.24582 3.92511e-10 3.0086e-09 Specific Liver_high
Dhdh 6.24745 1.42709 4.17217e-10 3.19645e-09 Specific Liver_high
Lhx6 6.24723 1.65405 4.17797e-10 3.20014e-09 Specific Liver_high
Ccnj 6.22832 1.8197 4.71451e-10 3.60256e-09 Specific Liver_high
Ccdc152 6.17872 1.60067 6.46223e-10 4.91596e-09 Specific Liver_high
Pprcl 6.16907 1.20656 6.8691e-10 5.22055e-09 Specific Liver_high
Rrm1 6.16456 1.01227 7.06778e-10 5.37028e-09 Specific Liver_high
Naip5 6.15406 1.96918 7.55236e-10 5.73308e-09 Specific Liver_high
Slc26a1l 6.15118 1.17575 7.69094e-10 5.8369e-09 Specific Liver_high
Laccl 6.14364 3.77388 8.06497e-10 6.11646e-09 Specific Liver_high
Gm27003 6.12008 1.28776 9.35276e-10 7.06986€e-09 Specific Liver_high
Mthfs 6.11595 1.30746 9.59845e-10 7.24879e-09 Specific Liver_high
Castor2 6.1106 1.09457 9.92585e-10 7.49079e-09 Specific Liver_high
Pus10 6.09188 1.16833 1.11591e-09 8.40385e-09 Specific Liver_high
Aatk 6.05056 1.23597 1.44343e-09 1.08148e-08 Specific Liver_high
Acadll 6.05018 1.7668 1.44686€e-09 1.08355e-08 Specific Liver_high
Gm29683 6.04596 3.90545 1.48527e-09 1.11154e-08 Specific Liver_high
Mavs 6.04369 1.35415 1.50628e-09 1.12675e-08 Specific Liver_high
Cul9 6.03369 1.02856 1.60255e-09 1.19792e-08 Specific Liver_high
Pidk2a 6.0243 1.1037 1.69839e-09 1.2681e-08 Specific Liver_high
Pgm1 6.02236 1.30077 1.71897e-09 1.28257e-08 Specific Liver_high
Pvtl 6.00479 2.22989 1.91586e-09 1.42717e-08 Specific Liver_high
Ttc27 6.00044 1.32707 1.96784e-09 1.4642e-08 Specific Liver_high
Dcunld4 5.99741 1.67463 2.00494e-09 1.49078e-08 Specific Liver_high
Pexl 5.99725 1.60247 2.00687e-09 1.49186e-08 Specific Liver_high
Zfp944 5.98167 1.09402 2.20866e-09 1.63886e-08 Specific Liver_high
Tlcd2 5.94782 3.18477 2.71739e-09 2.00849e-08 Specific Liver_high

Mgmel 5.94734 1.22046 2.72531e-09 2.01343e-08 Specific Liver_high



Mast3 5.94368 1.96661 2.787e-09 2.05806e-08 Specific Liver_high
Cd55b 5.94076 6.83508 2.83703e-09 2.09357e-08 Specific Liver_high
Zbtb18 5.94052 1.29346 2.84128e-09 2.09622e-08 Specific Liver_high
Srp54a 5.92292 1.40376 3.16281e-09 2.33078e-08 Specific Liver_high
Wdr41 5.92 1.32952 3.2194e-09 2.37032e-08 Specific Liver_high
Dpy19I3 5.89999 2.14569 3.63521e-09 2.66976e-08 Specific Liver_high
Gpr157 5.82705 2.25725 5.64175e-09 4.12277e-08 Specific Liver_high
Wdr36 5.82332 1.01179 5.76908e-09 4.212e-08 Specific Liver_high
Egfeml 5.81204 4.55867 6.17157e-09 4.5028e-08 Specific Liver_high
Afg3I2 5.79772 1.00371 6.72238e-09 4.8961e-08 Specific Liver_high
E2f7 5.79771 2.47304 6.72275e-09 4.8961e-08 Specific Liver_high
Fut10 5.77746 1.13333 7.58358e-09 5.5168e-08 Specific Liver_high
4933406118Rik 5.77045 4.88207 7.90618e-09 5.7489¢e-08 Specific Liver_high
Mapre3 5.7672 1.03941 8.06015e-09 5.8569e-08 Specific Liver_high
Slc25a23 5.75577 2.13188 8.62486e-09 6.25598e-08 Specific Liver_high
Acol 5.73824 1.16822 9.56651e-09 6.925e-08 Specific Liver_high
Bnipl 5.72049 1.06259 1.06217e-08 7.66816e-08 Specific Liver_high
Vashl 5.69784 1.41843 1.21339e-08 8.74228e-08 Specific Liver_high
Erbb2 5.677 1.3666 1.37078e-08 9.84551e-08 Specific Liver_high
Cops7b 5.67683 1.4166 1.37214e-08 9.85309e-08 Specific Liver_high
Armcx6 5.66962 3.1363 1.4311e-08 1.02719e-07 Specific Liver_high
Pkdcc 5.66623 1.74038 1.45971e-08 1.04726e-07 Specific Liver_high
Plagll 5.6441 4.25455 1.66052e-08 1.18711e-07 Specific Liver_high
Rpap2 5.63947 1.06899 1.70577e-08 1.21865e-07 Specific Liver_high
9630014M24Rik 5.63859 1.27328 1.71449e-08 1.22461e-07 Specific Liver_high
Fkbp14 5.63744 1.36264 1.72594e-08 1.23197e-07 Specific Liver_high
Tmc8 5.63364 1.4688 1.7645e-08 1.25866e-07 Specific Liver_high
Gstcd 5.61748 1.37241 1.93762e-08 1.37986e-07 Specific Liver_high
Efccl 5.6149 4.08499 1.96676e-08 1.39953e-07 Specific Liver_high
Orai2 5.60814 3.01181 2.04508e-08 1.45399e-07 Specific Liver_high
Zfp618 5.59677 1.6681 2.18384e-08 1.55093e-07 Specific Liver_high
4933439C10Rik 5.59507 1.43171 2.20533e-08 1.5655e-07 Specific Liver_high
Cep4l 5.58946 1.69765 2.27771e-08 1.61582e-07 Specific Liver_high
Pitrm1 5.5642 1.0768 2.63352e-08 1.86005e-07 Specific Liver_high
Rp2 5.53374 1.21891 3.13475e-08 2.20732e-07 Specific Liver_high
Spsbl 5.52347 2.23827 3.32364e-08 2.33625e-07 Specific Liver_high
Sfn 5.51915 1.5145 3.40651e-08 2.39293e-07 Specific Liver_high
Nme7 5.50444 1.6732 3.70344e-08 2.59587e-07 Specific Liver_high
Pcdhgc4 5.49752 1.94586 3.85163e-08 2.69739e-07 Specific Liver_high
Gm11707 5.47809 1.18679 4.29932e-08 3.00302e-07 Specific Liver_high
Vegfb 5.4716 1.18494 4.45986e-08 3.11121e-07 Specific Liver_high
Gm43259 5.44101 2.16178 5.2978e-08 3.68144e-07 Specific Liver_high
BC002059 5.4396 1.04263 5.33992e-08 3.70991e-07 Specific Liver_high
Tepllll 5.42315 1.64 5.85588e-08 4.06138e-07 Specific Liver_high

Kyatl 5.40872 2.1824 6.34755e-08 4.39482e-07 Specific Liver_high



Ccdc77 5.39962 1.16187 6.67831e-08 4.61887e-07 Specific Liver_high
B930095G15Rik 5.39415 2.1003 6.88471e-08 4.75857e-07 Specific Liver_high
Lrrc28 5.38343 1.18028 7.30797e-08 5.04356e-07 Specific Liver_high
Msh3 5.37747 1.03886 7.55414e-08 5.21234e-07 Specific Liver_high
Hoxaas3 5.35212 1.1381 8.69317e-08 5.97655e-07 Specific Liver_high
Adgrg6 5.34535 3.76857 9.02401e-08 6.20005e-07 Specific Liver_high
Thap4 5.32456 1.1185 1.01199e-07 6.93784e-07 Specific Liver_high
CryzI2 5.31994 1.21532 1.03802e-07 7.11067e-07 Specific Liver_high
Esrra 5.31577 1.07927 1.06206e-07 7.27223e-07 Specific Liver_high
Rai2 5.29584 2.24256 1.18472e-07 8.08296e-07 Specific Liver_high
Ccdc149 5.2767 2.00858 1.31533e-07 8.95329e-07 Specific Liver_high
Rubcnl 5.26072 7.59534 1.43491e-07 9.74467e-07 Specific Liver_high
Mamld1 5.25903 1.04164 1.44815e-07 9.83045e-07 Specific Liver_high
Gpsm3 5.2561 1.18553 1.47144e-07 9.98434e-07 Specific Liver_high
Atmin 5.25546 1.16176 1.47658e-07 1.00171e-06 Specific Liver_high
Clcn6é 5.24409 1.14268 1.57059e-07 1.06415e-06 Specific Liver_high
Osginl 5.16766 2.04926 2.37041e-07 1.59269e-06 Specific Liver_high
Seracl 5.12857 1.97479 2.91948e-07 1.9551e-06 Specific Liver_high
Macrodl 5.12826 1.82523 2.92424e-07 1.95788e-06 Specific Liver_high
Igsf23 5.09497 4.15962 3.48788e-07 2.32465e-06 Specific Liver_high
Gm13431 5.0919 3.2357 3.54496e-07 2.36135e-06 Specific Liver_high
4930578G10Rik 5.08604 4.79731 3.6562e-07 2.43382e-06 Specific Liver_high
Fbfl 5.0562 1.23671 4.2769e-07 2.83823e-06 Specific Liver_high
1120rb 5.05304 1.07056 4.34843e-07 2.8851e-06 Specific Liver_high
Selp 5.05113 3.88834 4.39195e-07 2.91338e-06 Specific Liver_high
Pdss1 5.04788 1.32748 4.46732e-07 2.96094e-06 Specific Liver_high
Dkk3 5.02026 4.44854 5.16007e-07 3.4082e-06 Specific Liver_high
Entpd7 5.01357 1.56696 5.34284e-07 3.52532e-06 Specific Liver_high
Epm2a 5.01078 1.05929 5.42098e-07 3.57468e-06 Specific Liver_high
Sowahc 5.00939 4.36267 5.46033e-07 3.59989e-06 Specific Liver_high
Aaas 5.00108 1.22192 5.70102e-07 3.75704e-06 Specific Liver_high
Fam122b 4.96813 2.5172 6.76005e-07 4.43775e-06 Specific Liver_high
Mxd1 4.95665 1.56892 7.17193e-07 4.69762e-06 Specific Liver_high
Slc37a3 4.90358 1.1976 9.41056e-07 6.12663e-06 Specific Liver_high
Ccdc126 4.90052 1.07173 9.55843e-07 6.2204e-06 Specific Liver_high
Gm43914 4.89252 5.17193 9.95526e-07 6.47082e-06 Specific Liver_high
Stxbp2 4.88618 5.40053 1.02811e-06 6.67995e-06 Specific Liver_high
Hsf2 4.88226 1.12572 1.04875e-06 6.81128e-06 Specific Liver_high
Thumpd2 4.87678 1.2086 1.07831e-06 6.99763e-06 Specific Liver_high
Dck 4.8763 1.35 1.08094e-06 7.01331e-06 Specific Liver_high
Mcm2 4.8718 1.64309 1.10584e-06 7.16765e-06 Specific Liver_high
Gm43138 4.86523 2.82215 1.14326e-06 7.40423e-06 Specific Liver_high
Sesn2 4.86115 2.0671 1.16706e-06 7.5523e-06 Specific Liver_high
Zfp976 4.85719 2.17251 1.19065e-06 7.7019e-06 Specific Liver_high

Gm1976 4.85128 1.33195 1.22667e-06 7.92856€e-06 Specific Liver_high



Tepl 4.84834 1.25025 1.24499e-06 8.04048e-06 Specific Liver_high
Gm42659 4.84308 2.03538 1.27842e-06 8.2498e-06 Specific Liver_high
Batf 4.84176 3.05585 1.28692e-06 8.30299e-06 Specific Liver_high
Gm45606 4.84111 3.70215 1.29117e-06 8.32878e-06 Specific Liver_high
Gm2a 4.83339 1.02862 1.34225e-06 8.64961e-06 Specific Liver_high
Mccc2 4.82718 1.4748 1.3848e-06 8.91847e-06 Specific Liver_high
Hoxb3os 4.79774 2.03536 1.60463e-06 1.03095e-05 Specific Liver_high
Cenpt 4.79757 1.05652 1.60599e-06 1.03162e-05 Specific Liver_high
Cfap69 4.76879 2.91993 1.85333e-06 1.18602e-05 Specific Liver_high
Aldhl6al 4.76755 1.31195 1.86482e-06 1.1929e-05 Specific Liver_high
Rap2b 4.75127 1.0027 2.02147e-06 1.28928e-05 Specific Liver_high
D6Wsu163e 4.74835 1.16218 2.05078e-06 1.30591e-05 Specific Liver_high
Hs6st3 4.74705 4.34387 2.06403e-06 1.31382e-05 Specific Liver_high
D130062J10Rik 4.73373 1.83307 2.20433e-06 1.40119e-05 Specific Liver_high
Metrnl 4.73268 1.16405 2.21579e-06 1.4082e-05 Specific Liver_high
Kcnj15 4.72122 1.49934 2.34428e-06 1.4884e-05 Specific Liver_high
Pcdhb14 4.71648 1.7776 2.39961e-06 1.52263e-05 Specific Liver_high
Cep57I11 4.71239 1.20751 2.44824e-06 1.55257e-05 Specific Liver_high
Ppargclb 4.69394 3.27384 2.67992e-06 1.6955e-05 Specific Liver_high
Gga3 4.69027 1.12773 2.72845e-06 1.72485e-05 Specific Liver_high
Mipep 4.68683 1.47983 2.77469e-06 1.75373e-05 Specific Liver_high
Dbn1l 4.67573 1.80372 2.92912e-06 1.84917e-05 Specific Liver_high
Ifitm1 4.67302 3.36486 2.96802e-06 1.87263e-05 Specific Liver_high
Gm47121 4.67282 1.65869 2.97089e-06 1.87407e-05 Specific Liver_high
Slc9a6 4.66905 1.12733 3.02599e-06 1.90771e-05 Specific Liver_high
Exog 4.66177 1.70305 3.13497e-06 1.9745e-05 Specific Liver_high
Limd2 4.65686 1.37569 3.21074e-06 2.02064e-05 Specific Liver_high
Ezh2 4.64833 1.07828 3.3464e-06 2.10396e-05 Specific Liver_high
Dappl 4.64444 2.05795 3.40995e-06 2.14183e-05 Specific Liver_high
Cep152 4.64405 1.30427 3.41642e-06 2.14548e-05 Specific Liver_high
Arid3a 4.63706 1.37541 3.53401e-06 2.21717e-05 Specific Liver_high
Zfp120 4.62844 1.16586 3.68432e-06 2.30923e-05 Specific Liver_high
Zfp626 4.6143 1.21287 3.94424e-06 2.46974e-05 Specific Liver_high
Ercc4 4.60212 1.00541 4.18209e-06 2.6136e-05 Specific Liver_high
Viprl 4.59287 3.98921 4.37193e-06 2.73066e-05 Specific Liver_high
Ftx 4.59037 1.31307 4.42453e-06 2.76245e-05 Specific Liver_high
Heatrl 4.58973 1.26297 4.43826e-06 2.77048e-05 Specific Liver_high
Dennd4b 4.58341 2.03946 4.57455e-06 2.8539e-05 Specific Liver_high
Rad51b 4.57669 2.01518 4.72388e-06 2.94479e-05 Specific Liver_high
Ppip5k1 4.56904 1.11976 4.89967e-06 3.05084e-05 Specific Liver_high
Dhx35 4.56846 1.23981 4.91326e-06 3.05871e-05 Specific Liver_high
Mitf 4.53864 1.33402 5.6617e-06 3.5138e-05 Specific Liver_high
Gtf2el 4.53563 1.09426 5.74307e-06 3.56293e-05 Specific Liver_high
1110018N20Rik 4.5349 1.52202 5.763e-06 3.57461e-05 Specific Liver_high

Cdc14b 4.52719 1.02857 5.97735e-06 3.70259¢e-05 Specific Liver_high



Utp20
Ctcl
1700109H08Rik
Cebpa
Unc13d
Rgs10
Ttc21b
Ptprd
Plagl2
Slc35b4
Sele
G530011006Rik
Elk1
Tbcld24
Zbtb5
Gm2788
Rnf24
Flverl
Adm
Vegfa
Aldh8al
Bublb
Fhdcl
Mtbp
Megfll
Gm10687
Arid3b
Mettl14
Ang
Tmemb5losl
Sergef
Ttc7
4930542D17Rik
Gm16675
Uevid
Sugct
Gm16271
Dusp5
Dbf4
Trim32
Osbpl5
Zfp597
Zfp808
Gpcé
Pfkfb2

4.51192
4.48821
4.4839

4.47011
4.45613
4.45429
4.45046
4.43964
4.43006
4.42563
4.41578
4.40841
4.39465
4.38292
4.37381
4.36946
4.36859
4.34493
4.34157
4.33942
4.33813
4.32853
4.32581
4.32265
4.3086

4.30001
4.29943
4.29348
4.28502
4.27637
4.27233
4.25965
4.25652
4.23497
4.22251
4.22168
4.21401
4.21049
4.20535
4.18579
4.1855

4.17962
4.1796

4.17779
4.17433

1.15979
1.0826

1.1165

2.06204
4.90746
2.12819
1.05105
4.20696
1.50747
1.07065
5.06169
4.80169
1.75747
1.06434
1.34855
4.12868
1.44127
1.03814
1.49554
1.91086
4.59178
3.85969
1.92406
1.51141
3.28686
1.00695
2.06632
1.09912
1.59318
3.38943
1.13491
2.41842
1.54223
1.50483
1.08804
1.78106
4.45599
1.81782
1.37506
1.38459
1.4329

1.03185
1.6134

2.28807
1.14563

6.42446e-06
7.18249e-06
7.32926€e-06
7.8178e-06
8.34508e-06
8.41715e-06
8.56854e-06
9.01096€e-06
9.42081e-06
9.61605e-06
1.00649e-05
1.04134e-05
1.1095e-05
1.171e-05
1.22095e-05
1.24555e-05
1.25054e-05
1.39321e-05
1.41472e-05
1.42858e-05
1.43697e-05
1.50109e-05
1.51972e-05
1.54166e-05
1.64288e-05
1.70789¢e-05
1.71237e-05
1.75892e-05
1.82724e-05
1.89966e-05
1.93444e-05
2.04744e-05
2.07633e-05
2.28584e-05
2.41594e-05
2.42486e-05
2.50876e-05
2.54822e-05
2.60675e-05
2.8418e-05
2.8454e-05
2.92002e-05
2.9202e-05
2.9435e-05
2.98863e-05

3.96964e-05
4.43208e-05
4.52006e-05
4.81032e-05
5.12792e-05
5.17122e-05
5.26122e-05
5.52343e-05
5.76699¢e-05
5.88316e-05
6.15074e-05
6.35885e-05
6.76364e-05
7.12508e-05
7.42203e-05
7.56874e-05
7.59619e-05
8.43899¢e-05
8.56605e-05
8.64348e-05
8.69265e-05
9.07371e-05
9.1846e-05
9.312e-05
9.91226e-05
0.000102891
0.000103141
0.000105867
0.000109856
0.000114018
0.000116041
0.00012266
0.000124345
0.000136512
0.000144095
0.0001446
0.000149548
0.000151844
0.00015516
0.000168653
0.000168836
0.000173147
0.000173147
0.0001744
0.000176912

Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high
Specific Liver_high



Gm42702 4.15639 1.25698 3.23318e-05 0.000191178 Specific Liver_high
Gm42397 4.15453 3.84979 3.25951e-05 0.000192664 Specific Liver_high
Catspergl 4.14607 2.68881 3.38231e-05 0.000199849 Specific Liver_high
Acotll 4.13557 2.78085 3.54079e-05 0.000209061 Specific Liver_high
Gtpbp10 4.13382 1.18114 3.5678e-05 0.000210579 Specific Liver_high
AW146154 4.13375 1.27319 3.5689e-05 0.000210605 Specific Liver_high
Tars2 4.12788 1.12254 3.66128e-05 0.000215859 Specific Liver_high
Parp3 4.11794 2.18305 3.82273e-05 0.00022509 Specific Liver_high
Prorp 4.11285 1.15783 3.90797e-05 0.000229941 Specific Liver_high
Blcap 4.0988 1.03939 4.15291e-05 0.000244086 Specific Liver_high
Gm43260 4.08857 1.47122 4.34031e-05 0.000254823 Specific Liver_high
Rcll 4.05234 1.07413 5.07069e-05 0.000296195 Specific Liver_high
Rfx5 4.03921 1.31171 5.36316e-05 0.000312657 Specific Liver_high
Rundcl 4.03552 1.14609 5.44815e-05 0.000317325 Specific Liver_high
Nupl2 4.02674 1.2579 5.65567e-05 0.000329116 Specific Liver_high
Slc17a9 4.01304 2.82221 5.99422e-05 0.000348064 Specific Liver_high
Rab20 4.00512 1.36595 6.19857e-05 0.000358961 Specific Liver_high
Sall2 3.99589 1.35852 6.44522e-05 0.00037271 Specific Liver_high
Gm13816 3.995 2.78018 6.46953e-05 0.000373915 Specific Liver_high
Gm43696 3.99121 1.34844 6.57364e-05 0.000379728 Specific Liver_high
Bthd8 3.98843 1.04696 6.65111e-05 0.000384134 Specific Liver_high
1700028E10Rik 3.98457 2.06513 6.76013e-05 0.000390221 Specific Liver_high
Fam78a 3.98085 2.2811 6.86689e-05 0.0003961 Specific Liver_high
Extl2 3.97177 1.39966 7.13394e-05 0.000411064 Specific Liver_high
Cd209b 3.97138 4.22874 7.14583e-05 0.000411676 Specific Liver_high
Theedl 3.9677 1.15867 7.2569e-05 0.000417851 Specific Liver_high
Lpin3 3.96647 1.15347 7.29462e-05 0.000419798 Specific Liver_high
Gm19951 3.96205 1.7136 7.43076e-05 0.000427252 Specific Liver_high
Zfp629 3.95416 1.21638 7.68052e-05 0.000441141 Specific Liver_high
Zfp141 3.95076 1.53264 7.79021e-05 0.000447123 Specific Liver_high
Cluh 3.93585 1.20191 8.29043e-05 0.00047499 Specific Liver_high
Sic7a8 3.93488 4.62968 8.32373e-05 0.000476812 Specific Liver_high
Ccdc122 3.93145 1.55714 8.4434e-05 0.000483496 Specific Liver_high
Gm32067 3.92137 2.83119 8.80451e-05 0.000503371 Specific Liver_high
Clybl 3.91562 1.07255 9.01708e-05 0.000514977 Specific Liver_high
Gm29488 3.90523 1.48814 9.41378e-05 0.000536778 Specific Liver_high
Mroh7 3.89949 4.81103 9.63945e-05 0.000549355 Specific Liver_high
N4bp2 3.89776 1.02677 9.70862e-05 0.000553199 Specific Liver_high
Kmt5c 3.88727 1.09049 0.000101377 0.000576427 Specific Liver_high
5830444B04Rik 3.87879 1.38799 0.00010498 0.000596177 Specific Liver_high
Ccdcl171 3.87486 2.69004 0.000106688 0.000605455 Specific Liver_high
Gatb 3.87358 1.31783 0.00010725 0.000608428 Specific Liver_high
Zfp280b 3.86715 1.52917 0.000110113 0.000623791 Specific Liver_high
Cdk18 3.86516 2.76689 0.000111017 0.000628804 Specific Liver_high

Celal 3.86019 3.55328 0.000113299 0.000641615 Specific Liver_high



Tmem106¢ 3.8577 1.48781 0.000114459 0.00064796 Specific Liver_high
A830019P07Rik 3.84293 3.23362 0.000121573 0.000686908 Specific Liver_high
Msil 3.80898 4.54797 0.000139538 0.000785116 Specific Liver_high
Lrrcl 3.80715 1.54013 0.000140575 0.000790535 Specific Liver_high
Ushlg 3.79538 2.70131 0.000147416 0.000827708 Specific Liver_high
Primpol 3.79308 1.36429 0.000148793 0.000834858 Specific Liver_high
Glb1l 3.77768 1.83372 0.000158293 0.000886929 Specific Liver_high
Hoxa2 3.76534 2.42677 0.000166324 0.000930475 Specific Liver_high
Neil2 3.75371 5.33169 0.000174238 0.000974073 Specific Liver_high
Fignl2 3.75142 1.21226 0.000175833 0.000982819 Specific Liver_high
Lysmd1 3.74562 1.45415 0.000179948 0.00100478 Specific Liver_high
Pigg 3.72197 1.21388 0.000197675 0.00109977 Specific Liver_high
Tafdb 3.71297 1.09645 0.00020484 0.00113806 Specific Liver_high
Tmco4 3.70837 1.14723 0.0002086 0.00115815 Specific Liver_high
Ggex 3.69503 1.01954 0.000219862 0.00121837 Specific Liver_high
Edaradd 3.67205 4.00816 0.000240611 0.00132925 Specific Liver_high
Gpam 3.66452 1.41553 0.000247806 0.00136783 Specific Liver_high
Prrg3 3.66394 1.26169 0.000248368 0.0013707 Specific Liver_high
Phka2 3.62967 1.02948 0.00028378 0.00155946 Specific Liver_high
Slc39a12 3.61577 3.24259 0.000299451 0.00164278 Specific Liver_high
Mms22| 3.61557 2.16104 0.000299686 0.00164323 Specific Liver_high
Aldh4al 3.61051 1.47575 0.000305597 0.00167451 Specific Liver_high
Incenp 3.60135 1.35674 0.000316574 0.00173201 Specific Liver_high
Gga2 3.60039 1.1723 0.000317736 0.00173778 Specific Liver_high
Elovié 3.59061 1.18745 0.000329902 0.00180248 Specific Liver_high
Slc29a3 3.58979 1.24576 0.000330943 0.00180756 Specific Liver_high
Gmppa 3.57542 1.06727 0.000349666 0.00190467 Specific Liver_high
Mtx3 3.55952 1.70576 0.00037154 0.00201905 Specific Liver_high
Klhi32 3.55815 3.54732 0.000373473 0.00202921 Specific Liver_high
Gm4924 3.55113 3.43845 0.000383586 0.00208311 Specific Liver_high
Rgs2 3.55051 1.38565 0.000384481 0.00208762 Specific Liver_high
Ddx19b 3.54827 1.58596 0.000387774 0.00210514 Specific Liver_high
Hebpl 3.54358 1.33403 0.000394737 0.00214114 Specific Liver_high
Zfp975 3.50824 1.42653 0.000451083 0.00243492 Specific Liver_high
Fads3 3.50783 2.12442 0.000451772 0.00243782 Specific Liver_high
Tnfaip3 3.50294 1.00722 0.000460144 0.00248009 Specific Liver_high
C130026121Rik 3.49777 3.75095 0.000469158 0.00252699 Specific Liver_high
Amyl 3.49578 1.2801 0.000472681 0.00254511 Specific Liver_high
Gm21860 3.4913 3.58388 0.000480683 0.00258734 Specific Liver_high
Cd27 3.4838 1.16401 0.000494359 0.00265696 Specific Liver_high
Dars2 3.47216 1.24092 0.00051628 0.00277293 Specific Liver_high
B230216N24Rik 3.47041 1.69116 0.000519666 0.00279065 Specific Liver_high
Vwa7 3.46655 4.21595 0.000527184 0.00283008 Specific Liver_high
Susd4 3.45686 3.20163 0.000546511 0.00292897 Specific Liver_high

Rab32 3.45047 2.04485 0.00055962 0.00299475 Specific Liver_high



Abcc3 3.44543 1.50515 0.000570158 0.00304811 Specific Liver_high
Plek 3.43099 1.25798 0.000601394 0.00320767 Specific Liver_high
Ccdc162 3.42612 3.34085 0.000612258 0.00326346 Specific Liver_high
2610021A01Rik 3.42387 1.43655 0.000617372 0.00329017 Specific Liver_high
Gm14964 3.41451 3.86289 0.000638959 0.00340016 Specific Liver_high
Gm48653 3.40001 3.56027 0.000673821 0.00357919 Specific Liver_high
Tafa2 3.38732 3.59386 0.000705781 0.0037428 Specific Liver_high
Dnah8 3.38704 3.3972 0.000706522 0.00374611 Specific Liver_high
E230016M11Rik 3.36282 1.92068 0.0007715 0.00407524 Specific Liver_high
Wnt9b 3.35042 3.8845 0.000806895 0.00425385 Specific Liver_high
Armc9 3.35032 1.15718 0.000807184 0.00425468 Specific Liver_high
Gm12905 3.34998 1.9189 0.000808188 0.00425928 Specific Liver_high
Glipr2 3.33882 3.64376 0.000841346 0.00442536 Specific Liver_high
Usp49 3.33528 1.01038 0.000852126 0.0044806 Specific Liver_high
TIn2 3.31605 1.20988 0.000912989 0.00478581 Specific Liver_high
1ft80 3.30866 1.1119 0.000937425 0.00490833 Specific Liver_high
Rpgripll 3.30787 1.075 0.000940098 0.00492153 Specific Liver_high
Pyroxd2 3.30695 3.42795 0.000943175 0.00493523 Specific Liver_high
Gm31458 3.3067 3.32713 0.000944033 0.00493893 Specific Liver_high
Adap2os 3.30575 4.86927 0.000947234 0.00495406 Specific Liver_high
Fntb 3.29731 1.23824 0.000976168 0.00510043 Specific Liver_high
Zfp219 3.2932 1.28448 0.000990532 0.00517214 Specific Liver_high
Galm 3.29028 1.42222 0.00100089 0.00522283 Specific Liver_high
Hykk 3.28881 1.01717 0.00100612 0.00524929 Specific Liver_high
Ttf2 3.26021 1.35153 0.0011133 0.00577862 Specific Liver_high
9530020112Rik 3.24884 5.36955 0.00115877 0.00600402 Specific Liver_high
Gm553 3.24665 1.97643 0.00116772 0.00604828 Specific Liver_high
Asbl 3.23547 1.39744 0.00121444 0.00628236 Specific Liver_high
Napb 3.22747 1.3289 0.0012489 0.00645753 Specific Liver_high
Cdk20 3.22053 1.46578 0.00127952 0.00660738 Specific Liver_high
Dnah2os 3.2168 2.48861 0.00129628 0.00668751 Specific Liver_high
Slc46al 3.20974 5.21802 0.00132853 0.00684297 Specific Liver_high
E030013119Rik 3.1829 4.10507 0.00145809 0.00748045 Specific Liver_high
3300002108Rik 3.18283 1.04843 0.00145845 0.00748109 Specific Liver_high
Sath2 3.18001 2.04883 0.00147272 0.00755191 Specific Liver_high
Slc25a35 3.1708 1.72475 0.0015202 0.00778153 Specific Liver_high
Dglucy 3.17076 1.17346 0.00152039 0.00778153 Specific Liver_high
Rmdn2 3.17003 1.30543 0.00152422 0.00779867 Specific Liver_high
Neu3 3.14858 1.2194 0.00164064 0.00837441 Specific Liver_high
Nrxn2 3.13708 4.06184 0.00170637 0.00869477 Specific Liver_high
Pigb 3.12982 1.35243 0.00174911 0.00890274 Specific Liver_high
Gpresc 3.12048 4.26871 0.00180558 0.00917859 Specific Liver_high
Wdr81 3.10811 1.36631 0.0018829 0.00956111 Specific Liver_high
Epor 3.10714 2.18207 0.00188905 0.00959079 Specific Liver_high

Metrn 3.09475 1.60903 0.00196976 0.00998802 Specific Liver_high



Itm2a 25.7181 5.65058 7.3372e-146 7.8961e-142 Specific Brain_high
Bsg 25.2902 4.69959 4.0975e-141 3.3072e-137 Specific Brain_high
Slcola4 24.9522 7.57757 2.0213e-137 1.3052e-133 Specific Brain_high
Cldn5 24.1786 3.98766 3.7326e-129 1.7215e-125 Specific Brain_high
Pltp 24.0325 4.25562 1.272e-127 5.1333e-124 Specific Brain_high
Ptn 23.6289 7.26835 1.9468e-123 6.2854e-120 Specific Brain_high
Spock2 23.3074 7.27612 3.7282e-120 1.003e-116 Specific Brain_high
Slcolcl 22.9521 7.25692 1.4023e-116 3.4825e-113 Specific Brain_high
Abcbla 21.124 5.85278 4.7833e-99 7.35368e-96 Specific Brain_high
lgflr 19.8739 2.9912 6.84582e-88 7.89348e-85 Specific Brain_high
Slc6a6 19.5258 3.41635 6.62355e-85 6.48004e-82 Specific Brain_high
Sema3c 18.5134 5.76276 1.61068e-76 1.00001e-73 Specific Brain_high
Slc39a10 18.4264 4.26578 8.06202e-76 4.91099e-73 Specific Brain_high
Slc2al 18.2796 5.68378 1.2021e-74 6.93033e-72 Specific Brain_high
Gpcpdl 18.0665 4.2229 5.85023e-73 3.25646e-70 Specific Brain_high
Lefl 17.9678 4.99883 3.47981e-72 1.78327e-69 Specific Brain_high
Cxcl12 17.702 4.71849 4.04467e-70 1.92033e-67 Specific Brain_high
Sorbs2 17.5028 3.61627 1.36391e-68 6.11582e-66 Specific Brain_high
Flt1 17.346 1.2782 2.11524e-67 9.1054e-65 Specific Brain_high
Tmsb4x 17.168 1.3582 4.61041e-66 1.9083e-63 Specific Brain_high
Ablim1 17.131 3.10928 8.70936€e-66 3.55926e-63 Specific Brain_high
Pglyrpl 16.7372 6.38859 7.02003e-63 2.60508e-60 Specific Brain_high
Abhd2 16.2091 4.47176 4.35e-59 1.44783e-56 Specific Brain_high
Rpl38 16.102 1.42484 2.46952e-58 7.97285e-56 Specific Brain_high
Abcg2 15.9595 2.28899 2.44869e-57 7.67533e-55 Specific Brain_high
Nebl 15.8305 4.86847 1.91837e-56 5.6304e-54 Specific Brain_high
Ccdc141 15.7689 6.49731 5.0926e-56 1.44223e-53 Specific Brain_high
Ly6cl 15.7095 2.20165 1.30266e-55 3.59457e-53 Specific Brain_high
Fnl 15.3343 6.20105 4.50921e-53 1.19328e-50 Specific Brain_high
Jcad 15.1005 2.66868 1.60622e-51 3.92855e-49 Specific Brain_high
Mecom 14.989 2.99401 8.66211e-51 2.04129e-48 Specific Brain_high
Myl6 14.8806 1.12451 4.40738e-50 1.00917e-47 Specific Brain_high
Pcp4ll 14.7424 3.11201 3.4406e-49 7.66068e-47 Specific Brain_high
Itih5 14.5009 3.68876 1.19626e-47 2.50787e-45 Specific Brain_high
Esyt2 14.422 2.47091 3.76302e-47 7.73815e-45 Specific Brain_high
Utrn 14.1313 1.57695 2.43644e-45 4.7673e-43 Specific Brain_high
Proml 13.911 6.00354 5.42977e-44 1.00747e-41 Specific Brain_high
Tjpl 13.5565 1.6175 7.25424e-42 1.22619e-39 Specific Brain_high
Slc7al 13.4346 4.82219 3.79101e-41 6.21283e-39 Specific Brain_high
Cobll1 13.0862 4.75582 3.94764e-39 5.81962e-37 Specific Brain_high
Sgms1 12.9093 1.82384 3.98893e-38 5.45689e-36 Specific Brain_high
Kitl 12.8784 1.66223 5.95896e-38 8.04958e-36 Specific Brain_high
Tfrc 12.4579 6.27686 1.26724e-35 1.5266e-33 Specific Brain_high
Fry 12.2546 2.28784 1.58753e-34 1.81108e-32 Specific Brain_high

Tmsb10 12.1004 2.1338 1.05089¢e-33 1.10155e-31 Specific Brain_high



Atpl0a 11.922 4.5652 9.08936e-33 8.81231e-31 Specific Brain_high
Foxql 11.8553 5.67143 2.01945e-32 1.91758e-30 Specific Brain_high
Rundc3b 11.7721 5.06915 5.43306e-32 5.08424e-30 Specific Brain_high
Tspanl3 11.6469 2.33761 2.37915e-31 2.13958e-29 Specific Brain_high
Card 11.0421 2.6897 2.3925e-28 1.83038e-26 Specific Brain_high
Atox1 11.0387 1.1659 2.48491e-28 1.89658e-26 Specific Brain_high
Sparcll 10.846 2.02057 2.0841e-27 1.49855e-25 Specific Brain_high
Gng5 10.7685 1.07395 4.84628e-27 3.41621e-25 Specific Brain_high
Frmd5 10.4493 6.3195 1.47661e-25 9.20315e-24 Specific Brain_high
Ly6a 9.97508 1.31328 1.95947e-23 1.08324e-21 Specific Brain_high
Usp53 9.9651 4.39945 2.16661e-23 1.19571e-21 Specific Brain_high
Slc22a8 9.93433 6.01905 2.95141e-23 1.61229e-21 Specific Brain_high
Dnm3 9.87517 2.00761 5.33447e-23 2.85611e-21 Specific Brain_high
Hmcenl 9.77159 2.03383 1.49091e-22 7.8394e-21 Specific Brain_high
Ctsh 9.62441 4.87039 6.30659¢e-22 3.18636e-20 Specific Brain_high
Maoa 9.55736 3.58669 1.20803e-21 5.9453e-20 Specific Brain_high
Elovl7 9.55595 6.01246 1.22458e-21 6.0176e-20 Specific Brain_high
Gstad 9.39189 5.83727 5.89317e-21 2.75741e-19 Specific Brain_high
Palmd 9.19631 2.06584 3.70469e-20 1.6362e-18 Specific Brain_high
Apcddl 9.1524 4.85404 5.56818e-20 2.413e-18 Specific Brain_high
Tsc22d1 9.09394 1.15001 9.55157e-20 4.07361e-18 Specific Brain_high
Dachl 8.97404 3.35569 2.85827e-19 1.16661e-17 Specific Brain_high
Ndnf 8.72715 6.10152 2.61161e-18 9.80417e-17 Specific Brain_high
Hspbl 8.6871 1.3115 3.71797e-18 1.37654e-16 Specific Brain_high
Ocln 8.54631 5.8463 1.27088e-17 4.51878e-16 Specific Brain_high
Vwal 8.48796 2.86906 2.10293e-17 7.33978e-16 Specific Brain_high
Grb14 8.3467 5.39828 7.01987e-17 2.36573e-15 Specific Brain_high
Ebfl 8.32072 1.15577 8.74263e-17 2.931e-15 Specific Brain_high
St8sia4 8.26503 2.39044 1.39663e-16 4.57306e-15 Specific Brain_high
Srarp 8.24444 5.21418 1.65941e-16 5.38975e-15 Specific Brain_high
Arlda 8.2402 2.57645 1.71926e-16 5.56324e-15 Specific Brain_high
Mfsd2a 8.14264 6.0327 3.86736e-16 1.20636e-14 Specific Brain_high
1810037117Rik 8.06169 1.42138 7.52469e-16 2.28968e-14 Specific Brain_high
Ednl 8.04057 4.56596 8.9425e-16 2.70834e-14 Specific Brain_high
Wfdcl 8.0095 4.13347 1.15173e-15 3.46863e-14 Specific Brain_high
Vim 7.82247 1.54802 5.17986e-15 1.46182e-13 Specific Brain_high
Ndufa7 7.66515 1.30614 1.78628e-14 4.78589e-13 Specific Brain_high
Lsr 7.58169 5.63435 3.41073e-14 8.9452e-13 Specific Brain_high
Mal 7.51509 2.36382 5.68739%-14 1.45728e-12 Specific Brain_high
Slc16a4 7.50042 5.37317 6.36144e-14 1.62099%e-12 Specific Brain_high
Pagr5 7.41818 5.35604 1.18738e-13 2.95336e-12 Specific Brain_high
Tspan5 7.26497 1.96865 3.73113e-13 8.83781e-12 Specific Brain_high
Ahnak 7.14616 1.18254 8.92415e-13 2.01903e-11 Specific Brain_high
1d1 7.14151 1.28806 9.23093e-13 2.0826e-11 Specific Brain_high

Slcl6al 7.07353 3.34026 1.51044e-12 3.34692e-11 Specific Brain_high



Slc40al 7.03025 2.17396 2.06159-12 4.5247e-11 Specific Brain_high
Tnfrsf19 6.96027 6.2165 3.39616e-12 7.29024e-11 Specific Brain_high
Golim4 6.91258 2.00764 4.75922e-12 1.00426e-10 Specific Brain_high
Sgpp2 6.91122 4.78427 4.80493e-12 1.01258e-10 Specific Brain_high
Adgrl3 6.87364 6.41337 6.25847e-12 1.29689%-10 Specific Brain_high
Foxcl 6.84673 3.96579 7.55581e-12 1.55375e-10 Specific Brain_high
Ldlrad3 6.72189 2.74871 1.79381e-11 3.55514e-10 Specific Brain_high
Slc38a5 6.71784 6.50084 1.84431e-11 3.65074e-10 Specific Brain_high
Plip 6.71265 5.73788 1.91125e-11 3.77861e-10 Specific Brain_high
Col4a3bp 6.65132 1.46081 2.90471e-11 5.63912e-10 Specific Brain_high
Kif4 6.4089 1.51459 1.46577e-10 2.64815e-09 Specific Brain_high
Nxpe4 6.17581 1.4366 6.58254e-10 1.09376e-08 Specific Brain_high
Fam13c 6.13282 2.55972 8.63329e-10 1.42134e-08 Specific Brain_high
Glul 6.1085 1.66786 1.00574e-09 1.6449e-08 Specific Brain_high
Lrp8 6.06236 6.12688 1.34137e-09 2.15239e-08 Specific Brain_high
Tpml 6.03638 1.57374 1.5761e-09 2.51405e-08 Specific Brain_high
Gpd2 5.99017 2.06577 2.09621e-09 3.29324e-08 Specific Brain_high
Foxf2 5.87413 5.71561 4.25072e-09 6.46931e-08 Specific Brain_high
Slc16a2 5.79413 1.96123 6.86742e-09 1.01938e-07 Specific Brain_high
Synm 5.65664 3.16148 1.54367e-08 2.18585e-07 Specific Brain_high
Cgnll 5.64387 1.92619 1.66268e-08 2.34614e-07 Specific Brain_high
Netl 5.60732 3.9292 2.05481e-08 2.86688e-07 Specific Brain_high
Zic3 5.59702 6.65539 2.18066e-08 3.02807e-07 Specific Brain_high
KIf12 5.57674 1.12812 2.45068e-08 3.37976e-07 Specific Brain_high
Slc38a3 5.53142 5.98534 3.17655e-08 4.31992e-07 Specific Brain_high
BC028528 5.47246 1.37066 4.43827e-08 5.91616e-07 Specific Brain_high
Mast4 5.43205 1.43227 5.57108e-08 7.3482e-07 Specific Brain_high
Slc30al 5.42131 2.44238 5.91639e-08 7.7787e-07 Specific Brain_high
Osbplla 5.23481 2.62844 1.65158e-07 2.05239e-06 Specific Brain_high
Lmntd1 5.19135 5.81381 2.08774e-07 2.55894e-06 Specific Brain_high
Msi2 5.11142 1.07489 3.19744e-07 3.8361e-06 Specific Brain_high
Pdgfb 5.11125 1.23068 3.20034e-07 3.83815e-06 Specific Brain_high
Far2 5.00898 5.59066 5.47196e-07 6.35476e-06 Specific Brain_high
Pard3 4.99423 3.38729 5.9072e-07 6.81852e-06 Specific Brain_high
Slc7a5 4.99094 27771 6.00865e-07 6.92571e-06 Specific Brain_high
Efr3b 4.98482 1.94409 6.20187e-07 7.12553e-06 Specific Brain_high
Cp 4.96383 4.36472 6.91179e-07 7.89063e-06 Specific Brain_high
Siprl 4.89579 1.08757 9.7913e-07 1.09914e-05 Specific Brain_high
Degs2 4.85996 5.09397 1.17407e-06 1.30752e-05 Specific Brain_high
Ddc 4.80122 5.56548 1.577e-06 1.72412e-05 Specific Brain_high
Tgfb2 4.80006 2.94734 1.58619e-06 1.73183e-05 Specific Brain_high
Thx1 4.7857 6.15721 1.70391e-06 1.85408e-05 Specific Brain_high
Lrrc49 4.77799 2.86794 1.77052e-06 1.92138e-05 Specific Brain_high
Alasl 4.76268 2.69348 1.91041e-06 2.06695e-05 Specific Brain_high

Fzd6 4.73187 2.02417 2.2246e-06 2.38608e-05 Specific Brain_high



Hmgcs2 4.72349 5.18714 2.3183e-06 2.47917e-05 Specific Brain_high
Ptprr 4.70998 2.5127 2.47744e-06 2.63974e-05 Specific Brain_high
Uncl3c 4.63772 6.91128 3.52269e-06 3.67701e-05 Specific Brain_high
Vwf 4.60835 3.89867 4.05884e-06 4.20943e-05 Specific Brain_high
Firt2 4.57882 1.71395 4.67604e-06 4.80783e-05 Specific Brain_high
Edn3 4.52847 6.03218 5.94123e-06 5.99789e-05 Specific Brain_high
Nkd1 4.47273 2.44497 7.72279e-06 7.66227e-05 Specific Brain_high
Stard13 4.45439 2.01012 8.41322e-06 8.30391e-05 Specific Brain_high
Pcdh19 4.36896 3.5665 1.24838e-05 0.000119668 Specific Brain_high
Pdxk 4.35864 4.08306 1.30873e-05 0.000125081 Specific Brain_high
Zic2 4.35597 5.97037 1.32478e-05 0.00012654 Specific Brain_high
Slc19a3 4.30199 5.32509 1.6927e-05 0.000159535 Specific Brain_high
Bche 4.28359 6.72254 1.83903e-05 0.000172346 Specific Brain_high
Stxbp6 4.27068 2.56001 1.94875e-05 0.000181583 Specific Brain_high
Pir 4.2145 3.43917 2.50328e-05 0.000229272 Specific Brain_high
Rassf9 4.19923 1.77327 2.67826e-05 0.000244328 Specific Brain_high
Mbp 4.19399 4.64442 2.74093e-05 0.000249622 Specific Brain_high
Afapll2 4.15915 2.85135 3.1944e-05 0.000287353 Specific Brain_high
St3galé 4.08445 1.10846 4.4182e-05 0.000388775 Specific Brain_high
Slc16a9 4.06265 4.44405 4.85189e-05 0.000424163 Specific Brain_high
Isynal 4.00544 2.93021 6.19008e-05 0.000531507 Specific Brain_high
Slclal 4.00299 3.17681 6.25469e-05 0.00053677 Specific Brain_high
Znrf3 3.99012 3.83075 6.60408e-05 0.000564503 Specific Brain_high
Rab11fipl 3.9753 5.51494 7.02904e-05 0.000598135 Specific Brain_high
Prnp 3.94478 2.55555 7.98724e-05 0.000672583 Specific Brain_high
Ifnarl 3.8862 1.66626 0.000101825 0.000838414 Specific Brain_high
Tpd52 3.87589 2.2739%4 0.000106236 0.000870513 Specific Brain_high
Agpl1l 3.84787 3.65015 0.000119149 0.000966275 Specific Brain_high
Polk 3.73827 1.59814 0.000185295 0.0014566 Specific Brain_high
Sgms2 3.7289 5.80448 0.000192315 0.00150628 Specific Brain_high
Ttyh2 3.64303 4.60707 0.00026945 0.00206435 Specific Brain_high
Ptprj 3.54089 4.52481 0.000398773 0.0029733 Specific Brain_high
Wnt5a 3.49724 6.69601 0.000470105 0.00345647 Specific Brain_high
Pop5 3.46317 1.43242 0.000533842 0.00387829 Specific Brain_high
Lmo7 3.45071 2.19531 0.000559121 0.00405099 Specific Brain_high
Synpo2 3.42863 4.64174 0.000606632 0.00437363 Specific Brain_high
Ctsc 3.4178 5.24714 0.000631301 0.00453225 Specific Brain_high
Gm9946 3.38806 5.99092 0.000703892 0.00499784 Specific Brain_high
Akapl12 3.38221 1.02204 0.000719054 0.00509317 Specific Brain_high
Tmeffl 3.28184 5.34347 0.00103133 0.00710553 Specific Brain_high
Slc35f2 3.25525 5.31398 0.00113294 0.00774933 Specific Brain_high
Lrrn3 3.25014 4.91285 0.00115346 0.00788138 Specific Brain_high

Axin2 3.21978 4.04395 0.00128291 0.00869409 Specific Brain_high
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Supplementary Table S5: ORA results for common
and organ-specific cEC subsets
Gene_set

Mouse_vascular
Mouse_vascular
Mouse_vascular

Mouse_vascular
Mouse_vascular
Mouse_vascular
Mouse_vascular
Mouse_vascular
Mouse_vascular
Mouse_vascular
Mouse_vascular
Mouse_vascular
Mouse_vascular
Mouse_vascular

Mouse_vascular

Mouse_vascular

AMIDE_BIOSYNTHETIC_PROCESS

REACTOME_METABOLISM_OF_AMINO_ACIDS_AND
_DERIVATIVES

REACTOME_METABOLISM_OF_RNA

CARBOHYDRATE_DERIVATIVE_BIOSYNTHETIC_PR
OCESS

CARBOHYDRATE_DERIVATIVE_METABOLIC_PROC
ESS

ENERGY_DERIVATION_BY_OXIDATION_OF_ORGAN
IC_COMPOUNDS

GENERATION_OF_PRECURSOR_METABOLITES_AN
D_ENERGY

NUCLEOBASE_CONTAINING_SMALL_MOLECULE_M
ETABOLIC_PROCESS

NUCLEOSIDE_PHOSPHATE_BIOSYNTHETIC_PROC
ESS

ORGANOPHOSPHATE_METABOLIC_PROCESS
PURINE_CONTAINING_COMPOUND_METABOLIC_P

ROCESS
GOMF_ACTIVE_TRANSMEMBRANE_TRANSPORTER

_ACTIVITY
KEGG_OXIDATIVE_PHOSPHORYLATION
FRIDMAN_SENESCENCE_UP

AMIDE_BIOSYNTHETIC_PROCESS

BLOOD_VESSEL_ENDOTHELIAL_CELL_MIGRATION

21/888

21/345

21/670

71624

7/978

12/322

12/486

7/568

7/288

8/932

71465

11/441

11/127

15/75

95/888

24/156

P-valu
e

1.01e-
15

2.96e-
24

3.2e-1

4.73e-

0.000
782

1.2e-1

1.63e-

2.58e-
05

2.8le-
07

7.75e-
05

6.97e-
06

1.92e-

1.95e-
17

5.97e-
05

1.86e-
07

4.49e-
05

Adjusted
P-value

4.06546e-14

3.58082e-22

1.93427e-16

0.000378399

0.0050048

3.8367e-13

3.47596e-11

0.000235793

3.6005e-06

0.00055111

7.43613e-05

3.07904e-10

1.24929e-15

0.00230543

9.89017e-06

0.00190874

20.2544

57.025

27.6299

10.1825

6.25353

57.8986

37.3112

11.2579

23.0526

8.13283

13.9217

33.5218

127.519

3.84038

1.89598

2.78878

Combined
Score

699.4

3089.45

1113.05

101.408

44.7356

1855.92

1012.73

118.945

347.722

76.9792

165.302

827.112

4906.31

37.3541

29.3812

27.918

Genes

Fau;Rps29;Rpl37a;Rpl34;Rpl26;Rps23;Rpl13;Rpsl6;Rp
s27;Rpl35a;Rpl30;Rps8;Rps15a;Rps21;Rps20;Rpsdx;R
ps14;Rps27a;Rpl27a;Rpl23;Rpl38

Fau;Rps29;Rpl37a;Rpl34;Rpl26;Rps23;Rpl13;Rps16;Rp
s27;Rpl35a;Rpl30;Rps8;Rps15a;Rps21;Rps20;Rps4x;R
ps14;Rps27a;Rpl27a;Rpl23;Rpl38

Fau;Rps29;Rpl37a;Rpl34;Rpl26;Rps23;Rpl13;Rpsl6;Rp
s27;Rpl35a;Rpl30;Rps8;Rps15a;Rps21;Rps20;Rps4x;R
ps14;Rps27a;Rpl27a;Rpl23;Rpl38

mt-Atp6;mt-Nd1;mt-Nd2;mt-Nd4l;mt-Nd5;mt-Nd3;mt-Nd4

mt-Atp6;mt-Nd1;mt-Nd2;mt-Nd4l;mt-Nd5;mt-Nd3;mt-Nd4

mt-Atp6;mt-Nd1;mt-Co3;mt-Nd3;mt-Col;mt-Nd2;mt-Cytb;
mt-Nd4l;mt-Co2;mt-Nd5;Pomc;mt-Nd4

mt-Atp6;mt-Nd1;mt-Co3;mt-Nd3;mt-Col;mt-Nd2;mt-Cytb;
mt-Nd4l;mt-Co2;mt-Nd5;Pomc;mt-Nd4

mt-Atp6;mt-Nd1;mt-Nd2;mt-Nd4l;mt-Nd5;mt-Nd3;mt-Nd4

mt-Atp6;mt-Nd1;mt-Nd2;mt-Nd4l;mt-Nd5;mt-Nd3;mt-Nd4

mt-Atp6;mt-Nd1;mt-Nd2;mt-Nd4l;Prkg1;mt-Nd5;mt-Nd3;
mt-Nd4

mt-Atp6;mt-Nd1;mt-Nd2;mt-Nd4l;mt-Nd5;mt-Nd3;mt-Nd4

mt-Nd1;Slc9a9;mt-Co3;mt-Col;mt-Nd2;mt-Cytb;mt-Nd4l;
mt-Co2;mt-Nd5;mt-Nd3;mt-Nd4

mt-Atp6;mt-Nd1;mt-Co3;mt-Col;mt-Nd2;mt-Cytb;mt-Nd4
I;mt-Co2;mt-Nd5;mt-Nd3;mt-Nd4

Tnfaip2;Cdknla;Nme2;S100a11;Cltb;lgfbp3;Isgl5;Esm1;
Cited2;Igfbp7;Rras;Sparc;Irf7; Thbs1;Gukl

Eeflal;Eif3i;Rpl8;Rpl6;Gapdh;Rpl15;Mrpl55;Rpl7;Mrps1
4;Rpl32;Ndufa7;Eef1b2;Rpl35a;Rpl36;Aplpl;Rps21;Rps
20;Rplp0;St8sia4;Stégalnac6;Rps27a;Rpsa;Exosc5;Mrp
s15;Rplp2;Mrps16;Rpl10a;Mrpl23;Eif5a;Rpl13;Mrpl36;Th
bs1;St6galnac4;Mrps21;Rpl37;Rpl19;Mif4gd;Mrps7;Mrpl
27;Mrpl4;Mrpl43;Eef2;Rpl27;Rpl24;Eif3k;Tobl;Tmed2;E
efld;Epha4;Eif4al;Mrpl18;Rpl34;Mrpl53;Rps5;Hagh;B4g
alt4;Rps25;Rpl11;Mpv1712;Gadd45gip1;Rps8;Mrpl34;Rp
s4x;Rps19;Rpl27a;Rpl23;Mrpl17;Rpl22I1;Elovi1;Mex3d;F
au;Eif3f;Rpl3;Aurkaip1;Mrpl33;Rps16;Rps26;Ass1;Mrpl5
7;Rpl28;Mrps31;Mrpl35;Rps13;Rpl30;Mrps18a;Rps15a;
Mrpl32;Rpl7a;Mrps24;Rps7;Pcsk5;Acss1;Hspb1;Mrpl38;
Mrpl42

Rgcc;Hdac9; Thxa2r;Pik3r3;Mef2c;Nr4al; Thbs1;Rhoa;ld

1;Anxal;Acvrl1;KlIf4;Prkd1;Tmsb4x;Scarbl;Clecl4a;Gat
a2;Emp2;Gpx1;Sox18;Hspbl;Efnal;Jup;Pdgfb

Overlap

cluster_name

Common EC1

Common EC1

Common EC1

Common EC2

Common EC2

Common EC2

Common EC2

Common EC2

Common EC2

Common EC2

Common EC2

Common EC2

Common EC2

Specific Thyroid

Specific Thyroid

Specific Thyroid



Supplementary Table S5: ORA results for common
and organ-specific cEC subsets

Mouse_vascular

Mouse_vascular

Mouse_vascular

Mouse_vascular

Mouse_vascular

Mouse_vascular

Mouse_vascular

ENERGY_DERIVATION_BY_OXIDATION_OF_ORGAN | 49/322
IC_COMPOUNDS

GENERATION_OF_PRECURSOR_METABOLITES_AN | 63/486
D_ENERGY

KARLSSON_TGFB1_TARGETS_DN 26/190
KEGG_OXIDATIVE_PHOSPHORYLATION 36/127
MOOTHA_MITOCHONDRIA 64/434

REACTOME_ANTIGEN_PROCESSING_CROSS_PRE | 29/96
SENTATION

REACTOME_METABOLISM_OF_AMINO_ACIDS_AND | 69/345
_DERIVATIVES

7.8e-0  5.52401e-07
9

3.43e-  2.08259e-06
08

0.000 ' 0.00579731
164

7.8e-1  1.10553e-12
5

1.38e-  1.16992e-08
10

5.6e-1  5.94584e-11
3

3.82e-  1.62272e-15
18

2.79476 | 52.1762

2.33079  40.0619

2.42922 | 21.1768

6.14865  199.734

2.72477 | 61.8697

6.68218 188.514

4.00215 160.513

Cox7c;Cox6b1;Ndufs8;Ndufb9;Mdh2;Ndufv3;Cox6al;Co | Specific Thyroid
x4i1;Cavin3;Cox5b;Sdhd;Mdh1;Ndufs7;Prdm16;Cox7az2;
Ndufall;Ndufa8;Ndufvl;Uqcrg;Sdhb;Ndufabl;Rhoa;Ndu
fal2;Park7;Me3;Ndufa4;Cox6c;Ndufc2;Ndufb4;Sdhaf4;N
dufa7;Uqgcrfs1;Cox7b;Acadvl;Ndufb7;Uqcrc1;Ndufal3;Uq
crb;Cox5a;Ndufal;Blocls1;Ndufb2;Cox8a;Ndufb10;Chch
d2;Ndufs5;Fh1;Ndufb6;Cycl

Ucp2;Cyb561;Cox7c;Cox6b1;Ndufs8;Ndufb9;Mdh2;Nduf | Specific Thyroid
v3;Cox6al;Adh5;Cox4il;Cavin3;Cox5b;Sdhd;Mdh1;Nduf
s7;Prdm16;Cox7a2;Gapdh;Aldoa;Ndufall;Ndufa8;Ndufv
1;Thap11;Taldol;Uqcrg;Sdhb;Ndufabl1;Rhoa;Ndufal2;P
ark7;Me3;Ndufa4;Cox6c;Ndufc2;Ndufb4;Sdhaf4;Ndufa7;
Ugcrfs1;Cox7b;Slc25a4;Acadvl;Ndufb7;Ugcrcl;0xctl;Cy
c1;Ndufal3;Uqcrb;Aldh2;Ndufal;Cox5a;Bloclsl;Pfkp;Nd
ufb2;Cox8a;Acss1;Pgls;Chchd2;Ndufs5;Fh1;Ndufb10;Nd

ufb6;Fdx1

Tmem59;Mgst1;Dnajal;Stmnl;Tmem176b;Ctsz;Nudtl4; @ Specific Thyroid
Stmn2;Fut8;Fth1;ld1;Gabarap;Golm1;Crip1;Ly6e;Tle5;Ni
d2;1tm2b;Vamp8;1d3;Psme2;SIc48al;Bloclsl;Ctnnbipl;

Dbi;Syne2

Cox7c;Cox6b1;Ndufs8;Ndufb9;Ndufv3;Cox6al;Cox4il;C | Specific Thyroid
ox5b;Sdhd;Ndufs7;Atp6v0c;Cox7a2;Ndufall;Ndufa8;Nd
ufvl;Uqcrg;Sdhb;Ndufabl;Ndufa4;Cox6c;Ndufc2;Ndufb4;
Ndufa7;Uqcrfs1;Cox7b;Ndufb7;Uqgcrcl;Uqcrb;Cox5a;Nd
ufal;Ndufb2;Cox8a;Ndufb10;Ndufs5;Ndufb6;Cycl

Ucp2;Mtx2;Cox7c;Cox6b1;Mrps16;Ecil;Ndufs8;Nme2;M | Specific Thyroid
dh2;Vdac2;Slc25a5;Mrpl42;Cox6al;Tspo;Pam16;Cox4il;
Cox5b;Sdhd;Cox7a2;Mrpl18;Ndufa8; Timm8b;Mrpl33;Sd
hb;Ndufabl;Prdx3;Mrps14;Gnas;Cox6c;Ndufc2;Mrpl57;
Me3;Ndufb4;Ndufa4;Ndufa7; Timm17b;Mrps31;Uqcrfsi;
Mrpl35;Cox7b;Slc25a4;Mrps7;Acadvl;Ndufb6;Ndufb7;Mr
pl34;Mrps18a;Uqcrcl;Cycl;Bex3;Uqcrb;Slc25a17;Aldh2;
Ndufal;Cox5a;Mrpl4; Timm13;Ndufb2;Cox8a;Fh1;Ndufs5;
Mrps15;Mrpl17;Fdx1

Psmb1;Psmb2;Psmb8;Psmb5;Psmb3;Psmb10;Psmc3;S | Specific Thyroid
ec61b;Psma3;Psmb4;Psmc5;Psma7;Psmel;Psmc4;Psm
b6;Sem1;Psmc2;S100al;Psmb9;Ubb;Vamp8;Psma2;Ta
p2;Psme2;Rps27a;Psmd7;Psmd10;Ubc;Psmal

Smox;Papss2;Psmb1;Rplp2;0az1;Rpl10a;Ethel;Rpl8;Ps | Specific Thyroid
mb2;Psmb8;Psmb5;Fau;Rpl6;Psmb3;Psmb10;Rpl34;Rpl
15;Psmc3;Psma3;Rpl3;Psmb4;Rpl13;Psmc5;Rps16;Rps
5;Ndufabl;Psma7;Rpl7;Rps26;Psmel;Psmc4;Ckb;Psmb
6;Ass1;Rpl32;Rps25;Rpl37;Rpl11;Rpl28;Rpl19;Rps13;R
pl35a;Rpl36;Sem1;Psmc2;Rps8;Rpl30;Rpsl5a;Psmb9;R
ps20;0az2;Rpl7a;Psma2;Rps4x;Rps21;Psme2;Rplp0;Rp
s27a;Psmd7;Rpsa;Psmd10;Rps19;Rps7;Rpl27a;Psmal;
Rpl23;Rpl27;Rpl24;Rpl2211



Supplementary Table S5: ORA results for common
and organ-specific cEC subsets

Mouse_vascular REACTOME_METABOLISM_OF_RNA 100/670 1.95e-  4.13513e-14 2.86295 | 103.569 U2af1l4;Rpl8;Psmb5;Rpl6;Rpl15;Psmb4;Psmc5;Psma7; @ Specific Thyroid

16 Rpl7;Polr2d;Snrpd1;Rpl32;Rpl35a;Rpl36;Rps21;Rps20;
Ubb;Psma2;Rplp0;Syf2;Rps27a;Pop5;Rpsa;Exosc5;Psm
b1;Rplp2;Rpl10a;Lsm10;Polr2e;Psmb2;Txnl4a;Psmb3;R
pl13;Polr2h;Rpl37;Rpl19;Psmc2;Cactin;Psmd10;Psmal;
Srsf7;Rpl27;Rpl24;Lsm7;Snrpg;Rrp1;Psmb8;Polr2c;Eif4
al;Psmb10;Rpl34;Psmc3;Rps5;Psmc4;Rps25;Rpl11;Pol
r2f;Sf3b6;Sem1;Rps8;Srsf9;Psmb9;Lsm3;Rps4x;Psme2;
Ubc;Rps19;Rpl27a;Rpl23;Rpl22I1;Gemin7;Ebnalbp2;Fa
u;Rtraf; Trmt112;Pop7;Psma3;Rpl3;Exosc4;Rps16;Rps26;
Psme1;Nop10;Polr2j;Psmb6;Phax;Lsm6;Rpl28;Rps13;R
pl30;Rps15a;Snrpb;Rpl7a;U2af1;Wdr18;Psmd7;Tsenl5;
Rps7;Hspb1;Nxtl

Mouse_vascular ZHANG_PROLIFERATING_VS_QUIESCENT 1945-12-01 1.59e- 0.00075148 5.58356 | 61.6891 Jun;Gnas;Nme2;Rps19;Gpx1;Dadl;Prdx2;Hspb1;Rpl6;N | Specific Thyroid
00:00:00 05 dufb7;Rhoa;Dynll1
Mouse_vascular DAUER_STAT3_TARGETS_DN 1940-09-01 2.28e-  0.00302056 7.31616 | 78.1924 Dnajb4;Herc6;0asl1;Tnfsf10;lfi44;1sg15;[fit3;Irf7; Trim30a = Specific Adrenal
00:00:00 05 1
Mouse_vascular CORONARY_VASCULATURE_DEVELOPMENT 1948-10-01 1.66e- 0.00302056 6.62681  72.9532 Adamts6;Abcc9;Spredl;Ptk7;Dync2h1;Apinr;Kcnj8;Gata = Specific Adrenal
00:00:00 05 6;Prdm1;Apin 1
Mouse_vascular PETROVA_ENDOTHELIUM_LYMPHATIC_VS_BLOOD | 25/151 1.42e- 5.63522e-07 5.02998 | 102.476 Nmt2;Procr;Apbb2;Btg2;Pla2g4a;Emp3;Rhob;Agrn;Nuak = Specific Adrenal
_DN 09 1;ltgav;Ccrl2;lcam2;Upp1,;ltgb5;Flt1;Smad3;Mboat7;Uchl | 1
1;Ly75;Gadd45a;Anxa6;Isg15;lcam1;Nisch;Pkia
Mouse_vascular ELVIDGE_HYPOXIA_UP 16/169 3.78e- 0.000462117 4.48008 | 55.9403 Cavin1;Plin2;KIf6;Cav1;Pdgfb; Tnfaip8;Dst;Ccnl1;Pfkp;Nr = Specific Adrenal
06 ep;Eginl;Pxdn;Angptl4;Duspl;Egrl;mt-Nd5 2
Mouse_vascular KEGG_OXIDATIVE_PHOSPHORYLATION 14/127 2.58e-  0.000462117 5.30312 68.23 mt-Atp6;mt-Atp8;mt-Nd1;Ppal;mt-Co3;Ndufa8;mt-Col;m  Specific Adrenal
06 t-Nd2;mt-Cytb;mt-Nd4l;mt-Co2;mt-Nd5;mt-Nd3;mt-Nd4 2
Mouse_vascular MAINA_VHL_TARGETS_UP 2026-04-10 6.56e-  0.00601727 27.9437 | 269.159 Adgrg1;Nrep;Filip1l;Cdknlc Specific Adrenal
00:00:00 05 2
Mouse_vascular MANALO_HYPOXIA_UP 18/197 1.56e- 0.000462117 | 4.31877 | 57.757 Col4a2;Grk5;Cd200;Cdknlc;Col4al;Diaph2;Pdzd2;Filipl = Specific Adrenal
06 1;N4bp3;EgIn1;Tns1;Mast4;Angptl4;Adora2a;Pparg;Kank | 2
3;Sik1;Pdgfb
Mouse_vascular ELVIDGE_HIF1A_AND_HIF2A_TARGETS_DN 9/104 9.58e-  9.09658e-05 10.4844 | 145.303 Limch1;Pdgfb;lgfbp3;Cited2;Egrl;Fos;Rasa4;Vegfc;Igfbp | Specific Pituitary
07 5)
Mouse_vascular ELVIDGE_HIF1A_TARGETS_DN 1991-07-01 3.52e-  0.00111545 9.1866 | 94.1972 Pdgfb;Igfbp3;Cited2;Fos;Rasa4;Vegfc;lgfbp5 Specific Pituitary
00:00:00 05
Mouse_vascular ELVIDGE_HYPOXIA_BY_DMOG_UP 9/132 6.99e-  0.000498347 8.08658 | 95.9911 Jun;Limchl;Sat1;Igfbp3;Cited2;Egrl;Fos;Vegfc;Igfbp5 Specific Pituitary
06
Mouse_vascular ELVIDGE_HYPOXIA_UP 12/169 1.22e-  3.48411e-05 8.56551 | 136.339 Jun;Limch1;Pdgfb;Satl;lgfbp3;Cited2;Egrl;Fos;Rasa4;V | Specific Pituitary
07 egfc;lgfbp5;Scarbl
Mouse_vascular FRIDMAN_SENESCENCE_UP 1975-07-01 9.86e-  0.000561986 11.349  130.821 Tnfaip2;Filipll;Igfbp3;Gsn;Cited2;Ccn2;lgfbp5 Specific Pituitary
00:00:00 06
Mouse_vascular GALIE_TUMOR_ANGIOGENESIS 2026-03-08 5.38e-  0.00153227 63.9182 | 628.374 Pdgfa;Angpt2;Ccn2 Specific Pituitary
00:00:00 05
Mouse_vascular ENDOTHELIAL_CELL_PROLIFERATION 8/187 0.000 ' 0.00991929 4.90508 | 36.4572 Col4a3;Col8al;Apoe;Vegfc;Apinr;Pdgfb;Lrgl;Scarbl Specific Pituitary
592
Mouse_vascular RENAL_SYSTEM_VASCULATURE_DEVELOPMENT 1932-04-01 0.000 ' 0.00575302 15.9721 | 130.515 Pdgfa;Angpt2;Egrl;Pdgfb Specific Pituitary
00:00:00 283
Mouse_vascular REVERSE_CHOLESTEROL_TRANSPORT 2026-04-19 3.37e-  0.00111545 29.4029 302.795 Abcal;Apoe;Lipc;Scarbl Specific Pituitary
00:00:00 05
Mouse_vascular HARRIS_HYPOXIA 1977-06-01 0.000 ' 0.00288105 9.33205 | 84.1488 Jun;Satl;lgfbp3;Angpt2;Fos;Pdgfb Specific Pituitary
00:00:00 121
Mouse_vascular MANALO_HYPOXIA_UP 9/197 0.000 ' 0.00359041 5.26646  45.9078 Sorbs2;Pdgfb;Filipll;itm2a;lgfbp3;Abcal;Cdh2;Vegfc;Li | Specific Pituitary

164 mchl
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Mouse_vascular NABA_COLLAGENS 1938-04-01 0.000 ' 0.00986393 13.1871 | 98.8873 Col4a4;Coll5al;Col4a3;Col8al Specific Pituitary
00:00:00 554
Mouse_vascular NABA_CORE_MATRISOME 14/256 2.66e-  3.7961e-05 6.5327 | 98.894 Col4a4;Col4a3;Slit3;Col8al;Mmrnl;Mgp;lgfbp3;Snedl;C = Specific Pituitary
07 cn2;Lrgl;Col15al;lgfbp5;Ltbpl;Fbins
Mouse_vascular NABA_ECM_GLYCOPROTEINS 10/183 1.52e- | 0.000720475 6.39462 | 70.9568 Slit3;Mmrn1;Mgp;lgfbp3;Sned1;Ccn2;Lrgl;lgfbp5;Ltbpl; | Specific Pituitary
05 Fbin5
Mouse_vascular NABA_MATRISOME 22/902 8.04e-  0.00208204 2.85848 | 26.9526 Col4a4;Col4a3;Emcn;lgfbp3;Adamts9;Lrgl;Igfbp5;Angpt | Specific Pituitary
05 2;Gh;Vegfc;Ccn2;Col8al;Mgp;Pdgfa;Sned1;Mmrn1;Fbin
5;Sema3d;Slit3;Col15al;Pdgfb;Ltbpl
Mouse_vascular WEINMANN_ADAPTATION_TO_HYPOXIA_DN 1938-04-01 0.000 ' 0.00986393 13.1871 | 98.8873 Igfbp3;Hspala;Coll5al;Vegfc Specific Pituitary
00:00:00 554
Mouse_vascular WINTER_HYPOXIA_METAGENE 11/229 1.88e-  0.000767112 5.59269 | 60.8454 Jun;Pdgfb;Sat1;0dc1;lgfbp3;Angpt2;Cited2;Egrl;Fos;Ve | Specific Pituitary
05 gfc;lgfbp5
Mouse_vascular ENDOTHELIUM_DEVELOPMENT 9/141 5.63e-  0.00817053 6.09996 59.6818 Heg1;Nrp1;Sox17;Rdx;Edf1;Col18al;Plcbl;Fgfl;Fstll Specific Kidney
05
Mouse_vascular SANA_TNF_SIGNALING_DN 1982-08-01 6.8e-0  0.00197304 9.68289 | 115.208 Crip2;Cavin2;Emcn;Ntn4;Gimap6;Palmd;Tm4sf1;Clu Specific Kidney
00:00:00 6
Mouse_vascular FULCHER_INFLAMMATORY_RESPONSE_LECTIN_V | 95/405 9.5e-0 ' 4.43738e-05 1.96362  31.7502 Hmox1;Nrip1;Hspa5;Celfl;Kank1;Zfyve26;Npl;Setdb2;Lp = Specific Liver
S_LPS_DN 8 ar6;Znrf2;Arrdc3;Lyn;Maml2;Slc39a8;Sptlc2;Lgmn;Affl;

Washc4;Gns;Bach1;Plcl2;Abcc5;Pfkfb3;Add3;Arhgap45;
Prcp;Snx2;B4galt5;Arhgapl12;Laccl;Rbms1;Mpp1;TIr4;R
b1;Socs3;lfitm1;Selenop;Sic26al1;WIs;Ssbp2;Lcp2;Bcl6;
Stab1;Fus;Cd302;Fam20a;Tmem241;Hspala;Gas7;Plek
ha2;Sccpdh;Zeb2;DmxI2;Prkach;Frmd4a;Pricklel;Mxd1;!
tpkb;Scarb2;Rap2b;Agps;Maf;Cxcl10;Arl4c;Cxcl9;Calhm
6;Plekhf2;Gatm;Snx18;Ccdc152;Dappl;Fcho2;Ctsd;Aim
2;Ap2a2;Wdpcp;Nt5c3;Acap2;Kenql;Trim14;Sec24d;wd
r11;Cdk13;Tiparp;Setx;Map3k8;Rufy3;Ap1bl;Gga2;Armc
x1;Gab2;Cd38;Cd84;Cd36;Limd1

Mouse_vascular CELL_MATRIX_ADHESION 53/227 7.46e- 0.00435724 1.93023 | 18.3426 Actnl;Lyvel;Taok2;Fmnl;Ptprk;Rhod;Adamts12;Rcc2;Pt = Specific Liver
05 k2;MkiIn1;Ppfial;Sgce;Arhgef7;Adam9;Wdpcp;ltga9;Nfi;
Ppfia2;ltga8;Cdk6;Plekha2;Vcam1;Bcr;Emilin1;Macfl;Ts
c1;Phldb2;Sdc4;Claspl;Clasp2;Abll;Acer2;Mmp14;Vcl;lt
gal;Pip5kla;Vegfa;Stonl;Coro2b;Slk;SIc9al;Trpm7;Ras
al;Gsk3b;Pik3r1;Bcl2111;Cdh13;Peakl;Cd36;Hpse;Dlc1;

Bcl6;Corolc
Mouse_vascular GLYCOPROTEIN_METABOLIC_PROCESS 77/356 3.58e-  0.00278615 1.75441 17.9611 Tet2;Golph3;0ga;Hs6st3;Ndst1;Ago2;Man2b1;Ust;Crppa; Specific Liver
05 Slc39a8;Bmp2;Tcf712;St3gal3;Man2a2;Gfptl;Clgaltl;B3

galtl;Adamts12;St6gall; Tmem106a;B4galt5;Dpy19I3;Ex
t1;Hexb;Hs2st1;0gt;Entpd5;Dse;Bace2;Dpagtl;Dpy19l4;
Manba;Acer2;Xxylt1;Trak1;Sgsh;Hs3st3b1;Soatl;Gpcl;
Celal;Pofutl;Bmpr2;Uggtl;B4galtl;Edem3;Glb1;Srd5a3;
Hs6st1;Atp7a;Galnt2;St3gal4;Extl2;Large1l;Manlcl;Man
2al;Rpnl;ltm2c;Manla;Tmtc2;Galnt18;St3gal5;Cog3;Ga
Int1;Fut10;Chst14;Chst15;Tet3;St3gall;Chst7;Stégalnac
3;Aatf;B3gnt3;Mgat5;Alg6;Hpse;Gxyltl; Tnipl
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Mouse_vascular ORGANONITROGEN_COMPOUND_CATABOLIC_PRO | 223/1273 6.69e-  0.00435724 1.37073 | 13.1758 Hmox1;Ube4b;Aass;Dpp7;Pdel0a;RIlim;Hykk;Psmd14;Al = Specific Liver

CESS 05 dh8al;Tet2;Hspa5;Cdc27;0ga;Apobecl;Mylip;Nploc4;At
p2b4;Snx33;Cblb;Npl;Csnk1d;Stab2;Fbxo11;Cebpa;Vps
13a;Znrf2;Scly;Nt5¢c2;K1hI8;Bckdhb;Mcccl;Acer3;Trim32;
Culdb;Kyat3;Apc;Npepps;Hacel;Rnf115;Mapk9;Pde7b;L
gmn;HmMox2;Usp7;Thllx;Uba6;Psme4;Cbl;Gns;Atm;Fafl;
Rnf217;Fbxw7;Mtm1;Aldh6al;Asah2;Hipk2;Suclg2;Lnpe
p;Apoe;Rnf216;Sgpl1;Abat;Cnot4;Spopl;DpysI3;Sh3rfl;R
ffl;Pnpla7;Adamts12;Got1;Smurfl;ltch;Cul9;Fbxw4;Ext1;
Hexb;Gls;Ogt;Fbx038;Entpd5;Smad7;Lamp2;Kyat1;Rnfl
9a;CIn6;Mib1;Gm2a;lde;Hdc; Smurf2;Ltn1;Sirt2;Glul;Man
ba;Tmem106b;Ankib1;Gnal2;Usp38;Nsf;Usp9x;Acer2;T
nfaip3;Rnf185;Fbxw11;Ubr3;Fyn;Nrld1;Sgsh;Entpd7;Sp
sh1;Lrrk2;Ecpas;Fem1b;FbxI7;Lrig2;Banp;Pelil;Trip12;G
pcl;Fam8al;Herc3;Vps54;Ube2d1;Celal;Rnfl44a;Atf6;
Neil2;Pml;Ptk2;Upp2;Uggtl;Rnf13;Nedd4l; Tnfaipl;Mbd4;
Gnpdal;Pde4d;Pde5a;Hspala;Znrfl;Cemip2;Dab2;Ede
m3;Casp8;Gga3;Pricklel;Tollip;GIb1;Wdr81;KlhI3;Neu3;
Sh3d19;Vps35;Pias1;Ndfipl;Snx5;Ambral;Manlcl;Fbxl
4;Slc44al;Fmol;Dnajc10;Ubapl;KIhi20;Appbp2;Gsk3b;
Ube2h;Wdr91;Psen1;Rnf144b;Arih2;Manla;Lyvel;Sec2
2b;FbxI17;Ctsd;Arrb2;Adam9;Wac;Mdm4;Ube3b;Ascc2;
Afgll;Rnf111;Arrb1;Cacull; Tppl;Wwp2;Nkd1;Pde4db;Zyg
11b;Pnp2;Nhlrc3;Prkn;Tet3;Canx;Pde2a;Rcn3;Rybp;Sel
1I;Mccc2;Mthfs; Tiparp;Xpol;Ddahl;Acadsb;Aldh4al;Btrc;
Wdr26;Lats1;Ripk1;Ctsb;Hibadh;Renbp;Ophn1;Snx9;Her
c4;Slc17a9;Galc;Pptl;Hpse;lvd

Mouse_vascular MANALO_HYPOXIA_UP 50/197 1.14e- 0.00159298 2.15737 | 24.562 Zfp395;Trio;LoxI2;Lrrc32;Pgm1;Fam171al;Bgn;Rhobtbl; = Specific Liver
05 Dusp6;P4hal;Adm;Gls;Fndc3b;Tlel;Pxn;Zhx2;Mtss1;Tm
ccl;Atxnl;F8;Creb3l2;Bace2;Chst15;Hes1;Nynrin;Ptprb;
Usp47;Tcf711;Sec24a;Tnfaip3;Ptgs1;Mxil;ltpr2;Vegfa;Cli
p2;Pam;Epor;Atp2cl;Lepr;Smad6;Spsb1;Nprl;Arldc;Gra
md1c;Dkk3;Kdm3a;Gypc;Bcl6;Gpcl;Rnase4

Mouse_vascular MILI_PSEUDOPODIA_CHEMOTAXIS_DN 89/418 1.71e- 0.00159386 1.72345  18.9209 Hspa5;0ga;Hmgcs1;Finb;Zzefl;Emilinl;Scpepl;Man2bl; Specific Liver

05 Slc29al;Akrlb8;SIc38al10;Lgmn;Usp7;Snx29;Gaa;Gns;A
sapl;Pan3;Sgpl1;Abcc5;Pnpla7;Ttc7;Sbno2;Acvrl;Ogt;K
hk;Ephb4;li6st;Socs3;Fgfrl;Mmp14;Snx14;Aqpl;Clra;WI
s;Cnnm2;Ppp6r3;lgflr;Fus;Pofutl;Nrp2;Trps1;Clcn6;Htt;
Lhfpl2;Sgms1;Nedd4l;P4hal;Chka;Nfkbiz;Hacd3;Dcbld1;
Ccnt2;Ptgs1;Slc12a9;Vcl;Agfg2; Sfpg;Gsk3b;Sfil;Rpnl;G
gcx;Arme9;Emcl;Txndc5;Galnt18;Mfsd14b;Fam171al;A
p2a2;Pigm;Bcl9; Tubgcp4;P2rx4;Wwp2;Ckap4;Nhirc3;Slc
8b1;1gsf3;Rcn3;Selll;Slco2al;Akapl;PIxnb2;Cux1;Fads3;
Ctsh;Epb4112;Pptl;Adnp2

Mouse_vascular MILI_PSEUDOPODIA_HAPTOTAXIS_UP 99/500 0.000 ' 0.00632155 1.57096 @ 14.1589 Ythdf3;Fnbp1ll;Pip4k2a;Zeb1;Csnk1g3;Golph3;Ptp4a2;H | Specific Liver

122 mgcs1;Agfgl;Abi2;Stard4;Mbnl1;Vps13a;Znrf2;Cdkall;C
uldb;Farl;Apc;Rnf115;Nipsnap2;Stag2;Pdss1;Gmfb;Ppp
3ca;Vepipl;Rpe;Togaram1;Thcld15;Tcf12;Dynli2;Vps4l;
Msantd4;Ccnd2;Mib1;Ltn1;R3hdm1;Stagl;Cavin2;Pafah
1b1;Ubr3;Zfr;Kpna3;Tnks2;Fndc3a;Rasal;Capzal;Ptpn2;
Snap23;Mapk8;Rap2c;Tent2;Strn;Cep83;Vps54;Rp2;Pp
hin1;Naal5;Tpd52;Trappc8;Camsap2;Naa30;Fbxo32;Ra
b8b;Palld;DmxI1;Polal;Vps35;Ppplch;Snx5;Ankrd13c;S
bf2;Dpp8;Erbin;Mbnl2;Yes1;Fam13b;Rpap2;Dcaf5;Ppfia
1;Setd7;Armcx3; Tubgep4;Mpp7;Actr2;Gkapl;Usp24;Phl
db2;Zfp277;Rybp;Xpol;Tomm70a;Nfia;Ncoa2;Wdr26;Ga
b2;Ugp2;Herc4;Map2k7;Srp54a
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RANSPORT

SEMENZA_HIF1_TARGETS

WINTER_HYPOXIA_METAGENE

36/124

66/285

1999-07-01
00:00:00

10/208

9/170

11/154

7/109

16/441

1957-07-01
00:00:00

13/158

14/277

1977-08-01
00:00:00
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00:00:00

1932-05-01
00:00:00

16/236

1934-05-01
00:00:00

13/229

8.23e-
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1.36e-
05

0.000
225

0.000
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0.000
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3.21e-
06

0.000
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0.000
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6.15e-
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7.52e-

8.52e-
06

4.71e-

0.000
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4.22e-
05

3.44e-

5.71e-
05

5.2e-0

0.00159298

0.00159298

0.00604891

0.00606212

0.00606212

0.00033114

0.00874044

0.00362403

0.00033114

1.21474e-05

0.000392958

0.00033114

0.00400398

0.00170337

1.11263e-05

0.00205086

0.00033114

2.59083

1.91493

6.71185

4.43736

491324

6.80996

6.05147

3.34044

12.3414

8.00858

4.73576

10.2232

9.15681

16.4052

6.57129

15.2902

5.34694

30.3335

21.4514

56.3837

36.6022

40.5062

86.144

47.2583

30.3821

148.083

131.364

55.2832

125.388

81.4977

165.256

112.92

149.384

65.057

Lyvel;Glbll;Abcc5;Slc35b3;B4galt5;Hs6st3;B4galtl;Extl;

Hexb;Ndst1;Hs2st1;B4galt6;Chst14;Prelp;Stab2;Dse;Gp
c4;Chst15;Ust;Sdc4;GlIb1;Hs6st1;St3gall;Slc26a2;St3ga
14;Sdc3;Gns;Slc9al;Chst7;Sgsh;St3gal3;Hs3st3b1;B3gn
t3;Hpse;Bgn;Gpcl
Lyvel;Glbll;Abcc5;Slc35b3;Ptkfb3;B3galtl;Gotl;Pfkfb2;
B4galt5;Nup98;Hs6st3;Pgm1;B4galtl;Ext1;Hexb;Gnpda
1;Futll1;Futl0;Ndstl;Epm2a;Pgm2;B4galt6;Prelp;Hs2st1;
Khk;Gm49336;Chst14;Cryl1;Stab2;Dse;Prkach;Gpc4;Slc
37al;Chstl5;Ust;Man2b1l;Sdc4;Manba;Nup155;Glbl;Hs
6st1;St3gall;Phkb;Slc26a2;St3gal4;Phka2;Nup205;Sic2
5a12;Nup153;Gaa;Aaas;Sdc3;Gns;Slc9al;Chst7;Sgsh;U
gp2;St3gal3;Hs3st3b1;B3gnt3;Nup93;Sord;Hpse;Bgn;Rp
e;Gpcl

Slclal;Slc38a5;SIc7al;Slc38a3;SIc6a6;SIc7a5;Slc16a2

Si1prl;Ednl;Bsg;Ptn;Flt1;Tgfb2;Pdgfb;Cxcl12;Edn3;Wnt
5a

Slcolcl;Slcl6al;Slcl6a4;Slc16a2;Slc22a8;Ednl;Slcl6a
9;SlIc2al;Mfsd2a

Siclal;Slc16al;SIc38a5;SIc7al;SIc38a3;Slc6a6;Abcbla;
Slcl16a9;SIc7a5;SIc2al;SIc16a2

Slcolcl;SIclal;Slcl6a2;Ddc;Tgfb2;Maoa;Wnt5a

Slc30al;SIcolcl;Slclal;Slc16al;Slc38a5;Ndufa7;Slc16
a4;Slc16a2;Slc38a3;Mfsd2a;Slc6a6;Slc22a8;Abchla;Slc
16a9;SIc7a5;SIc39a10

Slcolcl;Slcl6al;SIcl6a4;Slc16a2;Slc6a6;Slc16a9;Mfsd
2a

Slcolcl;Slclal;Slcl6al;Slc38a5;SIc16a4;SIc16a2;Sic7a
1;Slc38a3;SlIc6a6;Abcbla;Slc16a9;SIc7a5;Mfsd2a

Slc30al;SIcolcl;SlIclal;Slc16al;SIc38a5;SIc16a4;Slc16
a2;Slc38a3;Mfsd2a;Slc6a6;Slc22a8;Slc16a9;Slc7a5;SIc3
9al0

Vim;Lrp8;Edn1;Cp;Flt1;Slc2al;Pdgfb;Tfrc

Cxcl12;Abcbla;Edn1;Cp;Slc2al;Tfrc

Slc38a5;SIc7al;SIc38a3;SIc6a6;SIc7a5

Slc30al;SIcolcl;Slclal;Slc16al;SIc38a5;SIc7al;Slcl6a
2;SIc38a3;SIc6a6;SIc22a8;Bsg;Cp;Slc7a5;SIc2al;Slc40a
1;Slc39a10

Edn1;Cp;Flt1;SIc2al;Tfrc

Slcl6al;Vim;Fnl;Tpd52;Slc6a6;Abcbla;Ednl;Cp;Flt1;SI
c2al;Pdgfb;Tfrc;Slc16a2

Specific Liver

Specific Liver

Specific Brain

Specific Brain

Specific Brain

Specific Brain

Specific Brain

Specific Brain

Specific Brain

Specific Brain

Specific Brain

Specific Brain

Specific Brain

Specific Brain

Specific Brain

Specific Brain

Specific Brain



Supplementary Table S6
[ Supplementary Table $6.Top genes for NWE modules | ||| ||
1 2 3 4 5 6 7 8 9 10 11 12 13 14

0 Dnasell3 | Meis2 Enpp2 | Tptl Edil3 Adgrgé | Pcdh7 Aqp7 Slcolad | Akrlc21 Dock2 Zfp92 Kif21a Cyp3a25
1 Clec4g Malatl Cd24a Rplpl | D5Ertd615e Pcsk5 Gh Lnx1 Spock2 | Spinkl Arhgapl5 Frem3 Kcnal C730036E19Ri
k
2 Tpbagl FbxI7 Esml Ppia Chst8 Nrgl Pomc Slc28a2 Slcolcl | Aldob Ptprc Abcg8 Keng4 Cyp4al2a
3 Oit3 Lrmda Mlec Rps24 | Inpp4b Atpl3a3  Kirrel3 Timp4 Ptn Slc4ad Bank1 Tktll Klk1b4 9030616G12Ri
k
4 Bmp2 Psd3 Rbp7 Fau Fkbp5 Kenn4 Fos Ablim3 Bsg Spp2 1kzf3 Pcsk9 Cdcpl Abca6
Fcgr2b Ldb2 Lama3  Tmsb4 | Npr3 Pil6 Chrm3 Tmem182 Abcbla | Fxyd2 Ighm Acrvl Rem2 Slcl7a3
X
6 Lgmn Rasal2 Emp2 Ifitm2 | Mettl24 Cttnbp2 | Cga Angptl4 Itm2a Miox Tmem16 & Vmn1r188 Gja3 Onecut2
3
Lyvel Prkgl Nav2 Rpl37a | Adamts6 Gjas Junb Meox2 Sema3c | Fabp2 Pax5 Kenmb3 Csrnp3 Gm34667
8 Agpl mt-Nd1 Lysmd2 | Rpl35a Sdkl Mecom | Mmrnl C1qtnf9 Ccdcl4 | Fted Ikzf1l D130079A08Ri  Tnmd 5033403H07Ri
1 k k
9 Cd55 Zbtb20 Kctd12b | Rps29 | Zbtb16 Plac8 Hspala Pparg Lefl Otc Corola Astl Gm12145 Gm36173
10 Gpr182 mt-Nd2 Sparcll | Rpl4l | Lmtk3 Fbin2 Robo2 Lpl Gpepdl | 12.Sep Wdfy4 Gm26737 2610016A17Ri | Csrp3
k
11 Ccdc80 mt-Col Prdm1 Eeflal  AU021092 Vegfc Abcal Cd36 Abhd2 Gm31583 Semad4d | Gm43915 Gm44983 Slc22a1
12 Slc43a2 | mt-Co2 Stcl Rps8 | Thxasl Fbnl AY036118 Scdl Slc39al | Gm19619 Gpr132 Xkr7 Parm1 Mixipl
0
13 Snx5 Rbms1 B3gnt2 | Rpl23 | Hipk2 Epha6é | FIrt2 Csf2rb Slc2al | Apocd Gm26740 | 4933406J10Ri | Gm32926 Gm29966
k
14 Prkcb mt-Atp6 Rhbdl2 | Rpl13 | Igfbp5 Gjad Noslap Abcblb Fnl Gcek Gm8369 | Prtn3 Gm28505 Gm16090
15 Cb5ar2 Zebl Proser2 | Rps21 | Rsad2 Sema5a | Cdh2 Cfd Pglyrpl | Agmat Aff3 Atpl3a5 Glb1l2 5730522E02Ri
k
16 Dpp4 Fmnl2 Gm1200  Rpl9 Tnxb Dkk2 Trp53i1l Lmol Cldn5 Adralb Iglc2 Myo7b Lonrf2 Sgk2
2
17 Mrcl Macfl Map2 Ifitm3 Gata6 Eln Prss23 Tcfl5 lgflr ElovI3 1.Mar Nsun7 Tmprss13 Ppfibp2
18 Hpgd mt-Nd4 Rtl8a Rps12 | Draml Col18al GO0s2 Tpstl Tfrc Rdh16f2 Blk Pde4c Klra7 Dsc2
19 Plxncl mt-Co3 Sybu Rps27 | Cd9 Serpinb | Hspalb Cavl Slc7al | Gm48633 Rac2 Ttc21la Pax1 Slc22a28
a 8
20 Arhgdib Plekhgl Fmo2 Rps4x | Ifi44 Sdcl Adamts9 Car3 Pltp Ttc36 Lspl Milrl Kndcl Slc25a21
21 Stab2 mt-Cytb Rcan2 Rpl19 | Ti1 Col5a2 | Ltbpl Enah Proml | Gpx3 Arhgap30 H Gm40155 Gm32151 Gabbr2
22 Tmem10 | Arl15 Lambl | Rps20 Boc Stmn2 Hsp90aal Lrrc36 Esyt2 Asgr2 Ptprcap Gm36283 Klk1b26 Reps2
6a
23 Gatm Peakl Ebf3 Rpsl4 | Tmem26 Slc45a4 | Jund Kcna5 Frmd5 Kegl Ptpn22 Serpine3 Mesp2 Cdh18
24 Psen2 Nrpl Hey2 Rpl27a | Itgb5 Jagl 1700001K19Ri ' Ehd2 Cxcll2 | Slc34al Btla Slc6a9 Lin7b Cyp3a59
k
25 Gatad Prkce Sortl Rps10 | Faml117b Col8al | Ccserl Gm29007 Slc6a6 | Cltrn Femr Gm41556 Klk1b21 Ddo
26 Maspl Gm42418 | Jam3 Rpl28 1133 Fbin5 Auts2 Fabp5 Nebl Creb3I3 Laptm5 Zc3havll Klk1b3 Gm31805
27 Cxcl16 St6galnac3 ' Rtl8b Rps16 | Pbxl Nuakl Gas7 Cxcl9 Ndnf Fbpl Mirl42hg ' Tm4sf20 Klk1b16 Ppara
28 Clqtnfl FbxI17 Mgst3 Rps3a | Cmkirl Thsd7a | Jun Hrh2 SIc22a8 Gm32872 Nckapll | Gm15952 Dsg2 Gm31333
1
29 Serpina3 | Prex2 Clu Rpl30 | HapInl Atp2a3 | Tanc2 Ebf3 Cobll1 Sppl Rhoh D830024N08R | 2610528J11Ri | Incal

g ik k
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Aass Magil Ackr3 Rps15 | Cldn15 Plat AtplOa | Guca2b Selplg Capni2 Cldn6é NIrp6
a
31 Cotll Tmcc3 Cxcrd RpI37 | Nup210 Trpm3 Tmem200a Abcasb Foxql Acsm2 Ptk2b Gprl37c Spink8 Abcc2
32 llla Pitpncl Pcdh20 | Rpl26 | Thrb Slc27a3 | Fosb Mgatda Rundc3 | Kap Hck A3galt2 Cldn8 Gm43387
b
33 wnt2 Sema6a lvnslab | B2m Gimap5 Sema3g | Btg2 Samd5 Grb14 Gsta2 Ms4a6c Nanos1 Chga Selll3
P
34 Ctsb Pard3b Lmna Actb Nav3 Lmo7 Cmssl Dst Sorbs2 | Uox Cybb Prx Prss8 Pid1
35 Cds4 Prkch Mfsd6 Rpsll | Cacna2d3 Sponl Lbp Dach1l Adgri3 Pcbdl Ms4al Wdr95 Adgrg2 DIg3
36 Tspan? Ralgapa2 | Sez6l Rpl34 | Dnm3 Nkx2-3 | Wdrl7 Fabp4 Elovl7 Atplbl Zfp831 Nfe2l3 Klhdc9 Pcdhb15
37 Igfbp4 SlIc9a9 Foxfl Rps19  Firt3 S100a4 | Arhgap6 Gprl60 Usp53 Leap2 Msdadc Gm15559 Fndc5 Kif22
38 Arhgap45 = Rapgef2 Ar Rpl21  Irx3 Slit2 Gm15261 Adhl Apcddl | Slc5a2 Ly86 Mrnip Casr Cyp2c54
39 Aplbl Ankrd44 Cpxm2 | Rps27  Rbfox3 Sox17 Kcnj3 Cdh23 Itih5 Ugt2b38 Ctse Gm28198 Tspoapl Hc
40 Taok3 Atrnll Clstnl Rpl32 | Mapt Erc2 Ccn2 Cd247 Ocln Acat3 Ncf4 Zswim4 Cryba2 Gm31508
41 Mmp14 Oxrl Kenk5 Rps23 | Sult2bl Lrigl Odcl Retn Jcad Chchd10 Tnfrsf13b = Gm14858 Smim10I2a Slc19a2
42 Degs1 Stox2 Ces2e Myl6 1fi206 Slc6a6 | Scnlb Cavinl Sgmsl | Argl Cd52 A730049HO5Ri  Dnah7b Efhcl
k
43 Mtl Maml2 Tmeml | Ubb Hoxb7 Mannr Cited2 Arhgef28 Mfsd2a | Lrp2 Atp8b4 Olfr56 Smim22 Gegr
50c
44 Pdk4 Sbf2 Acss1 Ptma | Emidl St8sia6 | Pbx1 Spaar Gsta4 Slc47al AB12461 | 1700084CO06Ri | Ripk4 G730013B05R
1 k ik
45 Cleclb Tcf4 Cx3cl1 Rpll7 | Asph Megf6 Snedl1 Ptger4 Flt1 Fut9 Gm15987 @ Xrccb Pax9 Prox1
46 Akrlb8 B3galtl Gzmk Rpl18a | Chrm3 Speccl @ Elmol Nepn Abliml | Clec2h Slamf6 Gm15336 Rhou Akrlc6
47 Adam23 | Zswim6 Maplic3 | Rpl8 Cyp20al Tgfb2 Meis2 Kene2 Tjpl Tinag Cd79a Zfp579 Myl1 NaaladI2
a
48 Gm12840 | Dicl Biccl Serf2 Limchl Ntn4 Nectin2 Gsttl Car4 Serpinale Nirplb Pprcl Mal2 Zkscan7
49 l16st Stab2 Enol RpI39 | Ptpru Wipf3 Egrl Tspan6 Ctsh Mal2 Fyb EgIn3 Tenm3 Clmn
50 lggap2 Tshz2 Map3k5 | Fthl Pmp22 Bmx Nav3 Hrctl Pcp4ll | Pdzklipl Iglcl Nup155 Pkib Gprin3
51 Hvenl Gnaq HIx Rpl13a | Itprip Alpl Pdia5 Prg4 Fry Sds Ptpn6 Plekhg2 Rbm47 Ube2c
52 1113ral Dock4 Chrm2 Rps5 Deptor Plcg2 Ncehl Coro6 SlIc38a5 @ Zfp972 Spn Glp2r Pappa Dpys
53 Sirpa Palld Ints9 Rps9 Hoxb6 KIf12 Lipc Cdh13 Paqr5 Acy3 Irf4 Pycard F3 5033421B08Ri
k
54 Faml24a  Ptprm Adami12 | Itm2b | Cebpb Kank4 Setbpl Akap5 Arlda Gc Dusp2 9630013A20Ri Cfap65 Smyd5
k
55 Maf mt-Nd3 Bmpl Eifl Slit3 Eps8I2 | Filipll Fhi1 Tnfrsfl9 = Fam25c Csflr D130040H23R | Fbinl Shroom3
ik
56 Hs3st3bl | Pan3 Plscrl Rps15 | Fgfl Abr 2610307P16Ri | Vwa3a Mecom | Assl Rnase6 Ctr9 Nrtn Dglucy
k
57 Dab2 Apbb2 Tg Rps13 | Tnfrsflla Nmnat2 | Creb5 G630055G22R | Lsr Prdx5 Susd3 Gm36975 Gata3 Sfxn5
ik
58 Sord Ppp3ca Ednrb Rplp2 | Ephbl Arhgap4 | Nfkbiz Casz1l Tspan5 | Ttr Ctss Pdpr Vwa5b2 Clspn
4
59 Fam107b | Akt3 Ahr Rpl11 | Pcdh9 Mgp Gsta3 Mgll Slci6al | Urah Cd2 Atf3 Tspan33 Irs1
60 Rgs7bp Plppl Sosl Rps3 Bstl Glul Slc38a2 Adamts9 Sgpp2 Angptl3 Pik3apl | Cepl28 5730522E02Ri  Piga
k
61 Slc9a3rl  Exoc4 Tent5a | Rpl7 Gm6213 Sfrpl Col4a3 Gstt2 Slc40al Cd6é3 Scml4 Ilcaml1 Pcytlb Gm44710
62 Gns Strn3 Tox3 Ftl1 Zfhx3 Vwf Sema3d Gm48617 Lmntdl | Apoc3 Ighd A430090L17Ri | Tmem8 Gm30794
k

63 Tppl Asapl Mdh1 Rpl15 | Irx5 Nebl Has3 Papss2 Hmcnl | Dnasel Gm2682 | Rbm4b Ppp2r2b Ptprd
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Cxcl9

Snx8
Slc9a9
Snx24
Cltc
Snx18
Palld

Anapcl5
Hof
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Hdc
Olfm1
Mb21d2

Ralgapa2
Zeb2
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Dse

Pdlim1
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Npl
Calhmé
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Snx2 Bmp6 Oxctl Rps25 | Ednrb Gentl Rapgef5 Tsnax Zic3 BC024386 Ly6d Gm37240 Krt8 Oplah
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Supplementary Table S7

Supplementary Table S7. ORA results for cNMF
module gene sets

Gene_set Term Overlap P-valu | Adjusted Odds Ra | Combined Genes cluster_na
e P-value tio Score me
Mouse_vascular FULCHER_INFLAMMATORY_RESPONSE_LECTIN_VS_ | 16/405 5.64e- 1.36e-05 6.48626 | 108.26 Lgmn;Gatm;Stab1;Gns;Aplbl;Zeb2;Arhgap45;Cxcl9;Calh | Module8
LPS_DN 08 m6;Snx18;Snx2;Selenop;Npl;Cxcl10;Cd84;Maf
Mouse_vascular AMINOGLYCAN_CATABOLIC_PROCESS 1933-03-01 0.001 | 0.036993 15.3012 | 95.1257 Gns;Stab2;Lyvel Module8
00:00:00 995
Mouse_vascular AMINOGLYCAN_METABOLIC_PROCESS 6/117 0.000 ' 0.012525 8.00708  65.9181 Lyvel;Gns;Hs3st3b1;Cltc;Dse;Stab2 Module8
266
Mouse_vascular CARBOHYDRATE_DERIVATIVE_METABOLIC_PROCE | 16/978 0.002 | 0.044195 2.48349 | 14.6671 Pdk4;Kit;Lyvel;B3galtl;Tmem106a;Gnpdal;Npl;Gns;Hs3 | Module8
SS 723 st3b1;Cltc;Aass;Dse;Akr1b8;Bmp2;Stab2;Sord
Mouse_vascular HYALURONAN_METABOLIC_PROCESS 1933-03-01 0.001 | 0.036993 15.3012 | 95.1257 Stab2;Lyvel;Cltc Module8
00:00:00 995
Mouse_vascular LEUKOCYTE_CHEMOTAXIS 7/208 0.001 ' 0.025146 5.13482 | 35.252 Kit;C5ar2;Lgmn;Dpp4;Cxcl9;Cxcl16;Cxcl10 Module8
043
Mouse_vascular MUCOPOLYSACCHARIDE_METABOLIC_PROCESS 1989-05-01 0.000 ' 0.017553 8.85086 @ 65.9202 Lyvel;Gns;Cltc;Dse;Stab2 Module8
00:00:00 583
Mouse_vascular POSITIVE_REGULATION_OF_VASCULAR_ENDOTHELI | 2026-03-30 0.001 | 0.033075 16.9751 | 110.268 ll6st;Gata4;ll1a Module8
AL_GROWTH_FACTOR_PRODUCTION 00:00:00 51
Mouse_vascular NABA_MATRISOME 18/902 0.000 ' 0.007799 3.14403 | 28.1461 Wnt2;Mmp14;ll1a;Ctsb;Clec4g;Adam23;Emilin1;Sdc4;C1q Module8
129 tnf1;Clec1b;Cxcl9;Hgf;Bmp2;lgfbp4;Masp1;Cxcl10;0it3;PI
xncl
Mouse_vascular NABA_MATRISOME_ASSOCIATED 15/646 9.95e-  0.007799 3.62061 | 33.3641 Wnt2;Mmp14;ll1a;Ctsb;Clec4g;Adam23;C1qtnfl;Sdc4;Cle | Module8
05 c1b;Cxcl9;Hgf;Bmp2;Maspl;Cxcl10;PIxncl
Mouse_vascular PETROVA_ENDOTHELIUM_LYMPHATIC_VS_BLOOD_ | 5/126 0.002  0.044195 6.13473 | 36.1696 Mrc1;Pdlim1;lggap2;Selenop;Maf Module8
UpP 751
Mouse_vascular REACTOME_GLYCOSAMINOGLYCAN_METABOLISM 6/124 0.000 ' 0.012525 7.52926 | 59.6233 Lyvel;Gns;Hs3st3b1;Sdc4;Dse;Stab2 Module8
364
Mouse_vascular REACTOME_METABOLISM_OF_CARBOHYDRATES 9/285 0.000 ' 0.012525 4.83011  38.9338 B3galtl;Lyvel;Gnpdal;Gns;Hs3st3b1;Sdc4;Dse;Stab2;So | Module8
316 rd
Mouse_vascular RUTELLA_RESPONSE_TO_HGF_VS_CSF2RB_AND_IL | 12/380 2.96e-  0.003568 4.9209 | 51.3124 Prkcb;Dab2;l11a;Gns;lggap2;Emilin1;Cxcl9; Tmem51;Npl;C | Module8
4 _UP 05 xcl10;Mt1;Lamp2
Mouse_vascular YU_MYC_TARGETS_DN 1955-04-01 0.000  0.021617 11.7715 83.8343 Prkcb;Gns;Arhgap45;0lfm1 Module8
00:00:00 807
Mouse_vascular ENERGY_DERIVATION_BY_OXIDATION_OF_ORGANI  9/322 0.000  0.019047 5.04087 | 41.9285 mt-Col;mt-Nd2;mt-Nd4;mt-Co3;mt-Nd3;mt-Atp6;mt-Cytb; | Module2
C_COMPOUNDS 244 mt-Co2;mt-Nd1
Mouse_vascular GENERATION_OF_PRECURSOR_METABOLITES_AND | 11/486 0.000 ' 0.019047 4.08921 33.1171 mt-Col;mt-Nd2;Enox2;mt-Nd4;mt-Co3;Zbtb20;mt-Nd3;mt- | Module2
_ENERGY 304 Atp6;mt-Cytb;mt-Co2;mt-Nd1
Mouse_vascular KEGG_OXIDATIVE_PHOSPHORYLATION 9/127 1.31e-  2.46e-05 13.5784 | 215.207 mt-Col;mt-Nd2;mt-Nd4;mt-Co3;mt-Nd3;mt-Atp6;mt-Cytb; | Module2
07 mt-Co2;mt-Nd1
Mouse_vascular AMIDE_BIOSYNTHETIC_PROCESS 49/888 1.1e-3  4.53e-36 26.7446 | 2276.09 Rps5;Rpl37a;Rpl27a;Rpl26;Rpl3;RplI32;Rplp2;Rps19;Rps | Modulel
7 14;Rpl6;Rps23;Rps27;Rps15;Rpl22;Rps8;Rps27a;Rpl1l;

Eeflal;Rpl23;Rps16;Rpsa;Rpl19;Rpl15;Rps26;Rps7;Rpl2
8;Rpl8;Rpl7;RpI37;Rplp0;Rps4x;Rpl13a;Rpl36;Rpl30;Rpl3
5a;Rps15a;Rps29;Rps9;Rpl34;Rps21;Rps13;Rpl38;Fau;R
ps20;Rps18;Rps28;Rpl13;Rpl24;Rps25

Mouse_vascular REACTOME_METABOLISM_OF_AMINO_ACIDS_AND_ | 48/345 2.1e-5 2.6le-54 74.558 9558.47 Rps5;Rpl37a;Rpl27a;Rpl26;Rpl3;RplI32;Rplp2;Rps19;Rps | Modulel
DERIVATIVES 6 14;Rpl6;Rps23;Rps27;Rps15;Rpl22;Rps8;Rps27a;Rpl1l;
Rpl23;Rps16;Rpsa;Rpl19;Rpl15;Rps26;Rps7;Rpl28;Rpl8;
Rpl7;Rpl37;Rplp0;Rps4x;Rpl13a;Rpl36;Rpl30;Rpl35a;Rps
15a;Rps29;Rps9;Rpl34;Rps21;Rps13;Rpl38;Fau;Rps20;R
ps18;Rps28;Rpl13;Rpl24;Rps25
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Mouse_vascular WESTON_VEGFA_TARGETS_3HR 1959-04-01 0.000 ' 0.011943 11.7933 | 84.0999 Eln;Vwf;Mgp;Gja4 Module7
00:00:00 8
Mouse_vascular WESTON_VEGFA_TARGETS_6HR 1949-04-01 0.000  0.006798 14.3983 | 112.912 Eln;Mgp;Sema5a;Gja4 Module7
00:00:00 393
Mouse_vascular CHUANG_OXIDATIVE_STRESS_RESPONSE_UP 2026-03-24 0.000 ' 0.017438 25.4496 | 193.53 Hspala;Egrl;Jun Module6
00:00:00 498
Mouse_vascular DAUER_STAT3_TARGETS_UP 1945-06-01 4.33e- | 0.000106 26.8252 | 393.047 Atf3;lcam1;Lbp;Socs3;Abcal;Jun Module6
00:00:00 07
Mouse_vascular ELVIDGE_HYPOXIA_BY_DMOG_UP 6/132 0.000 ' 0.009972 8.31003 | 69.9067 Atf3;Egrl;Cited2;Fos;Satl;Jun Module6
222
Mouse_vascular ELVIDGE_HYPOXIA_UP 7/169 0.000 ' 0.009958 7.55153 | 68.4128 Atf3;Egrl;Cited2;Fos;Scarb1;Sat1;Jun Module6
116
Mouse_vascular GALIE_TUMOR_ANGIOGENESIS 2026-02-08 0.001  0.035563 59.3679 | 401.224 Ccn2;Pdgfa Module6
00:00:00 161
Mouse_vascular CELL_CELL_ADHESION_VIA_PLASMA_MEMBRANE_A  7/262 0.001  0.035964 476178 | 30.6116 Cdh2;Pcdh7;Robo2;lcam1;Kirrel3;Lrrc4;Nectin2 Module6
DHESION_MOLECULES 615
Mouse_vascular REVERSE_CHOLESTEROL_TRANSPORT 2026-03-19 0.000 ' 0.009972 33.1767 | 275.945 Abcal;Scarbl;Lipc Module6
00:00:00 244
Mouse_vascular HAN_JNK_SINGALING_DN 1939-03-01 0.002 | 0.042802 14.9705 92.3306 Abcal;Lbp;Socs3 Module6
00:00:00 096
Mouse_vascular NABA_CORE_MATRISOME 71256 0.001 ' 0.035964 4.87901 | 32.0138 Ltbp1;Col15al;Mmrn1;Snedl;Col4a3;FbIn5;Ccn2 Module6
414
Mouse_vascular RAFFEL_VEGFA_TARGETS_UP 2026-02-09 0.001 | 0.035964 51.4475  334.986 Cited2;Pbx1 Module6
00:00:00 487
Mouse_vascular WINTER_HYPOXIA_METAGENE 8/229 0.000 ' 0.009958 6.34003 | 57.1363 Hsph1;Egri;Cited2;Fos;lcam1;0dc1;Satl;Jun Module6
122
Mouse_vascular ZHANG_PROLIFERATING_VS_QUIESCENT 1945-04-01 0.000 ' 0.009972 17.1645  145.509 Cdh2;Ccn2;Hsp90aal;Jun Module6
00:00:00 208
Mouse_vascular ELVIDGE_HIF1A_AND_HIF2A_TARGETS_DN 5/104 0.000 ' 0.019599 10.5309 @ 86.3032 Cavinl;Dst;Angptl4;Cav1;Plin2 Module5
276
Mouse_vascular ELVIDGE_HIF1A_TARGETS_DN 1991-04-01 0.001  0.033958 9.64088 | 61.8713 Cavl;Cavinl;Angptl4;Plin2 Module5
00:00:00 633
Mouse_vascular ELVIDGE_HYPOXIA_UP 5/169 0.002 ' 0.040252 6.33194 | 38.0316 Cavinl;Dst;Angptl4;Cav1;Plin2 Module5
463
Mouse_vascular CELLULAR_LIPID_METABOLIC_PROCESS 13/945 0.001 | 0.033958 2.96022 18.6639 Cd36;Cidec;Gpihbp1;Gpd1;Acot7;Adhl;Lpl;Cavl;Pparg;M | Module5
827 gll;Fasn;Abca8b;Fabp5
Mouse_vascular FATTY_ACID_BIOSYNTHETIC_PROCESS 5/155 0.001  0.033958 6.92986 | 44.245 Acot7;Lpl;Mgll;Fasn;Fabp5 Module5
687
Mouse_vascular FATTY_ACID_METABOLIC_PROCESS 8/371 0.000  0.030562 458687 | 31.6892 Cd36;Acot7;Lpl;Cavl;Pparg;Mgll;Fasn;Fabp5 Module5
999
Mouse_vascular FATTY_ACID_TRANSPORT 5/113 0.000 ' 0.019599 9.64941 | 75.3691 Cd36;Fabp4;Pparg;Plin2;Fabp5 Module5
405
Mouse_vascular LONG_CHAIN_FATTY_ACID_TRANSPORT 1967-05-01 3.39e- 0.007568 16.8218  173.113 Cd36;Fabp4;Pparg;Plin2;Fabp5 Module5
00:00:00 05
Mouse_vascular MONOCARBOXYLIC_ACID_METABOLIC_PROCESS 11/578 0.000 ' 0.019599 4.12625 | 33.3552 Cd36;Mgatda;Gpdl;Acot7;Adhl;Lpl;Cavl;Pparg;Mgll;Fas | Module5
309 n;Fabp5
Mouse_vascular MONOCARBOXYLIC_ACID_TRANSPORT 5/170 0.002 | 0.040252 6.2931 | 37.6372 Cd36;Fabp4;Pparg;Plin2;Fabp5 Module5
527
Mouse_vascular NEUTRAL_LIPID_CATABOLIC_PROCESS 1937-03-01 0.001 | 0.030562 18.7886 @ 127.626 Mall;Lpl;Gpihbp1 Module5
00:00:00 122
Mouse_vascular NEUTRAL_LIPID_METABOLIC_PROCESS 5/131 0.000 ' 0.029586 8.26276  58.9619 Gpihbp1;Lpl;Cavi;Cidec;Mgll Module5

796
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Mouse_vascular ORGANIC_ACID_METABOLIC_PROCESS 13/905 0.001 | 0.030562 3.10512 | 20.798 Cd36;Papss2;Mgat4a;Gpd1;Acot7;Adh1;Lpl;Tpstl;Cavl;P | Module5
233 parg;Mgll;Fasn;Fabp5
Mouse_vascular POSITIVE_REGULATION_OF_CHOLESTEROL_EFFLU | 2026-03-27 0.000  0.019599 26.4814 | 204.702 Cavl;Pparg;Abca8h Module5
X 00:00:00 439
Mouse_vascular KIM_HYPOXIA 2026-02-16 0.003 | 0.04869 31.4605 | 177.968 Plin2;Angptl4 Module5
00:00:00 493
Mouse_vascular REACTOME_INTEGRATION_OF_ENERGY_METABOLI | 4/105 0.002 | 0.040964 8.30049 | 48.9245 Cd36;Kcnc2;Fasn;Akap5 Module5
SM 755
Mouse_vascular FULCHER_INFLAMMATORY_RESPONSE_LECTIN_VS_ | 10/546 0.004 | 0.043821 3.04515 | 16.6234 Lrp8;Sgpp2;Netl;Abhd2;Mfsd2a;Fn1;Wnt5a;Far2;Slc7al; | Module9
LPS_UP 258 Slc6a6
Mouse_vascular AMINO_ACID_TRANSMEMBRANE_TRANSPORT 1999-06-01 6.1e-0 1 0.001883 10.6422 | 103.278 Slc38a3;SlIc38a5;SIc16a2;SIc7al;SIc6a6;SIc7a5 Module9
00:00:00 5)
Mouse_vascular L_ALPHA_AMINO_ACID_TRANSMEMBRANE_TRANSP | 1970-04-01 0.001  0.020066 10.102 66.5211 Slc7al;SlIc38a5;SIc38a3;Slc7a5 Module9
ORT 00:00:00 381
Mouse_vascular L_AMINO_ACID_TRANSPORT 1989-04-01 0.003  0.0374 7.84354 | 44.7429 Slc38a3;Slc7al;Slc38a5;SIc7a5 Module9
00:00:00 331
Mouse_vascular MONOCARBOXYLIC_ACID_TRANSPORT 71170 0.000 ' 0.004394 7.07626 | 61.4538 Slc2al;Mfsd2a;SlIcl6a4;SIcl6al;Slcolcl;Slcl6a2;Slc22a | Module9
169 8
Mouse_vascular NEUTRAL_AMINO_ACID_TRANSPORT 1957-04-01 0.000 ' 0.013107 12,5716  92.516 Slc38a3;Slc6a6;SIc38a5;SIc7a5 Module9
00:00:00 637
Mouse_vascular ORGANIC_ACID_TRANSMEMBRANE_TRANSPORT 9/154 1.08e- | 8.85e-05 10.3834 | 142.696 Slc2al;Abcbla;Slc38a3;SIc38a5;SIc16al;Slcl6a2;Slc7al; | Module9
06 Slc6a6;Slc7a5
Mouse_vascular PHENOL_CONTAINING_COMPOUND_METABOLIC_PR | 5/109 0.000 ' 0.015244 7.93793 | 55.3851 Ddc;Wnt5a;Slcolcl;Maoa;Slc16a2 Module9
OCESS 933
Mouse_vascular GOMF_ACTIVE_TRANSMEMBRANE_TRANSPORTER_ | 12/441 4.62e- | 0.001631 471412 | 47.0571 Abcbla;SIc38a3;SIc38a5;Mfsd2a;Slc39a10;SIc16a4;SIc16 = Module9
ACTIVITY 05 al;Slcolcl;Slcl6a2;SIc6a6;SIc22a8;SIc7a5
Mouse_vascular GOMF_CELL_ADHESION_MOLECULE_BINDING 10/536 0.003 | 0.040121 3.10594 17.3614 Bsg;Frmd5;Prom1;Tjp1;Cobll1;Ptn;Fn1;Cxcl12;Esyt2;Utrn | Module9
736
Mouse_vascular GOMF_L_AMINO_ACID_TRANSMEMBRANE_TRANSP | 1964-04-01 0.000 ' 0.015244 11.11 76.8852 Slc7al;Slc38a5;SIc38a3;SIc7a5 Module9
ORTER_ACTIVITY 00:00:00 987
Mouse_vascular GOMF_MONOCARBOXYLIC_ACID_TRANSMEMBRANE | 1957-06-01 2.49e- 0.000121 19.3954 | 250.29 Mfsd2a;Slc16al;Slcolcl;Slc16a4;Slc16a2;SIc6ab Module9
_TRANSPORTER_ACTIVITY 00:00:00 06
Mouse_vascular GOMF_ORGANIC_ACID_TRANSMEMBRANE_TRANSP | 11/158 1.01e- | 1.24e-06 12.7694 | 235.142 Abcbla;Slc38a3;Slc38a5;Mfsd2a;Slc16a4;SIc16al;Sicolc | Module9
ORTER_ACTIVITY 08 1;Slc16a2;Slc7al;Slc6ab;Slc7a5
Mouse_vascular GOMF_PHOSPHOLIPID_TRANSPORTER_ACTIVITY 1961-04-01 0.000 ' 0.015244 11.6928  83.0369 Abcbla;Pltp;Mfsd2a;Atp10a Module9
00:00:00 824
Mouse_vascular GOMF_SECONDARY_ACTIVE_TRANSMEMBRANE_TR | 11/277 2.93e-  0.000121 6.99029 | 89.0525 Slc38a3;SlIc38a5;Mfsd2a;SIc39a10;Slc16a4;SIc16al;Sico | Module9
ANSPORTER_ACTIVITY 06 1c1;Slc16a2;SIc6a6;SIc22a8;SIc7a5
Mouse_vascular HARRIS_HYPOXIA 1977-04-01 0.001 | 0.024187 9.13411  56.9248 Slc2al;Tfrc;Lrp8;Fitl Module9
00:00:00 965
Mouse_vascular OHGUCHI_LIVER_HNF4A_TARGETS_UP 1947-04-01 0.000 ' 0.006803 15.4757 | 125.382 Pcp4l1;Elovi7;Abcbla;Prom1l Module9
00:00:00 303
Mouse_vascular PID_HIF1_TFPATHWAY 1964-04-01 0.000 ' 0.015244 11.11 76.8852 Slc2al;Tfrc;Abcbla;Cxcl12 Module9
00:00:00 987
Mouse_vascular REACTOME_AMINO_ACID_TRANSPORT_ACROSS_TH | 1932-05-01 2.43e-  0.000121 30.3766 | 392.645 Slc38a3;SlIc38a5;SIc7al;SIc6a6;Slc7a5 Module9
E_PLASMA_MEMBRANE 00:00:00 06
Mouse_vascular REACTOME_CELL_SURFACE_INTERACTIONS_AT_TH | 5/124 0.001 | 0.021565 6.93202  44.3761 Bsg;Fn1;SIc16al;Grb14;Slc7a5 Module9
E_VASCULAR_WALL 659
Mouse_vascular REACTOME_SLC_MEDIATED_TRANSMEMBRANE_TR | 13/236 7.07e-  1.24e-06 10.1285 | 190.091 Slc40al;Slc2al;Bsg;Slc38a3;SIc38a5;SIc39a10;Slc16al; | Module9
ANSPORT 09 Slcolcl;Slcl6a2;Slc7al;Slc6a6;SIc22a8;Slc7a5
Mouse_vascular REACTOME_TRANSPORT_OF_ORGANIC_ANIONS 2026-02-10 0.002 | 0.024187 42.9704 | 265.85 Slcolcl;SIc16a2 Module9

00:00:00 056



Supplementary Table S7. ORA results for cNMF
module gene sets

Mouse_vascular SEMENZA_HIF1_TARGETS 1934-03-01 0.001 ' 0.021565 16.4169  105.291 Slc2al;Tfrc;Fitl Module9
00:00:00 639
Mouse_vascular WINTER_HYPOXIA_METAGENE 8/229 0.000 ' 0.004394 5.97293 | 51.5728 Slc2al;Tfrc;Abcbla;FIt1;Fnl1;Slc16al;Slc16a2;Slc6a6 Module9
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Supplementary Table S8
[ Supplementary Table S5 DEG results of cECsbyorgan. ||| |

names scores logfoldchanges pvals pvals_adj Organ

Igfbp7 58.3674 | 3.46112 0 0 Thyroid_high
Sparcll 51.1329 | 4.65523 0 0 Thyroid_high
Cripl 50.2843 | 4.1912 0 0 Thyroid_high
Cd24a 48.9249 | 4.14088 0 0 Thyroid_high
Calm1l 46.2733 | 1.93789 0 0 Thyroid_high
Plvap 45.8792 | 3.24609 0 0 Thyroid_high
AW112010 44,9893 | 3.24355 0 0 Thyroid_high
Plscr2 44.6975 | 3.41369 0 0 Thyroid_high
Ly6a 44,0918 | 2.73333 0 0 Thyroid_high
Rbp7 435773 | 5.64142 0 0 Thyroid_high
Crip2 42.62 2.18802 0 0 Thyroid_high
Ly6cl 42.1976 | 3.11457 0 0 Thyroid_high
Hspb1 42.0771 | 2.84789 0 0 Thyroid_high
Sox18 41.7011 | 2.31704 0 0 Thyroid_high
Cst3 40.8314 | 2.26493 0 0 Thyroid_high
Ppia 40.8075 | 1.60955 0 0 Thyroid_high
Emp2 40.3373 | 5.00686 0 0 Thyroid_high
Pcp4ll 40.2553 | 3.73804 0 0 Thyroid_high
Ehd4 39.8925 | 2.63078 0 0 Thyroid_high
Ubb 39.738 1.81841 0 0 Thyroid_high
Slc9a3r2 39.735 2.15291 0 0 Thyroid_high
Emcn 39.6746 | 2.36655 0 0 Thyroid_high
Itm2b 39.3922 | 1.39356 0 0 Thyroid_high
Rtl8a 38.9959 | 3.29945 0 0 Thyroid_high
Cd200 38.8284 | 2.57682 0 0 Thyroid_high
Fxyd5 38.6766 | 2.51208 0 0 Thyroid_high
Mgll 38.5741 | 2.00276 0 0 Thyroid_high
Rdx 38.4559 | 2.15017 0 0 Thyroid_high
Cds1 38.3032 | 1.71335 0 0 Thyroid_high
Cavl 38.2491 | 2.89071 0 0 Thyroid_high
Kctd12b 38.2028 | 2.73074 0 0 Thyroid_high
Rgcc 37.8388 | 2.88404 0 0 Thyroid_high
Gnas 37.6771 | 1.25939 0 1.0875e-307 Thyroid_high
Tmsh4x 36.7832 | 1.54389 3.4232e-296 3.07e-293 Thyroid_high
Plcbl 36.1379 | 2.25054 5.7548e-286 5.0214e-283 Thyroid_high
Col4a2 36.0221 | 1.8705 3.7721e-284 3.2048e-281 Thyroid_high
Cd34 35.6512 | 2.3299 2.2607e-278 1.8715e-275 Thyroid_high
Coldal 35.545 1.59164 9.9161e-277 7.8083e-274 Thyroid_high
Tg 35.2222 | 13.4364 9.141e-272 7.0266e-269 Thyroid_high
Jam3 35.1626 | 2.70404 7.4711e-271 5.6094e-268 Thyroid_high
Cavin3 34.8879 | 2.35877 1.133e-266 8.3134e-264 Thyroid_high
Esml 34.6864 | 3.14667 1.2621e-263 8.8582e-261 Thyroid_high
Ptma 34.3879 | 1.22471 3.8191e-259 2.6234e-256 Thyroid_high
Col13al 34.0659 | 2.0693 2.3628e-254 1.5257e-251 Thyroid_high
Atox1 33.9113 | 1.79919 4.5475e-252 2.8787e-249 Thyroid_high
Dynll1 33.6329 | 1.74541 5.5515e-248 3.4467e-245 Thyroid_high
Mef2c 33.6247 | 1.5028 7.3028e-248 4.4485e-245 Thyroid_high
Car4 33.6073 | 3.5732 1.3106e-247 7.8354e-245 Thyroid_high
Bcam 33.528 2.68028 1.8863e-246 1.1073e-243 Thyroid_high
Ednrb 33.3517 | 2.37105 6.8916e-244 3.9732e-241 Thyroid_high
Igfbp3 33.2633 | 2.78599 1.31e-242 7.4198e-240 Thyroid_high
Actb 33.0369 | 1.17746 2.3998e-239 1.3358e-236 Thyroid_high
B3gnt2 33.0259 | 2.19571 3.4462e-239 1.8857e-236 Thyroid_high
Rpl10 32.8903 | 1.58865 3.0284e-237 1.6295e-234 Thyroid_high
Sparc 32.886 1.34926 3.4885e-237 1.8464e-234 Thyroid_high
H3f3a 32.7499 | 1.43675 3.0443e-235 1.5601e-232 Thyroid_high
Fltl 32.5647 | 1.2388 1.2963e-232 6.4384e-230 Thyroid_high
Plpp3 32.4859 | 1.35064 1.6892e-231 8.2631e-229 Thyroid_high
Acvrll 31.9059 | 2.35197 2.2101e-223 1.0493e-220 Thyroid_high
Clu 31.8329 | 4.70717 2.2671e-222 1.0608e-219 Thyroid_high
Mapllc3a 31.6637 | 2.54054 4.9165e-220 2.2356e-217 Thyroid_high
Lama3 31.4411 | 2.57387 5.5565e-217 2.4242e-214 Thyroid_high
BC028528 31.3637 | 2.28468 6.3318e-216 2.7256e-213 Thyroid_high

Rpsl1 31.3449 | 1.44968 1.1408e-215 4.8462e-213 Thyroid_high



Myl12a 31.2102 | 1.62176 7.7579e-214 3.2528e-211 Thyroid_high
Tspanl3 31.2036 | 2.36229 9.5257e-214 3.9428e-211 Thyroid_high
Pfnl 31.1537 | 1.48165 4.523e-213 1.8484e-210 Thyroid_high
Srgn 31.0685 | 1.45327 6.411e-212 2.5553e-209 Thyroid_high
Ebfl 31.0064 | 2.2222 4.42e-211 1.7402e-208 Thyroid_high
Gapdh 30.9455 | 1.77118 2.9241e-210 1.1374e-207 Thyroid_high
Thrsp 30.8949 | 2.15121 1.3978e-209 5.3723e-207 Thyroid_high
Pltp 30.869 2.30599 3.1102e-209 1.1813e-206 Thyroid_high
Piezo2 30.6959 | 2.2246 6.449e-207 2.421e-204 Thyroid_high
Rpl29 30.6618 | 1.48242 1.8394e-206 6.7482e-204 Thyroid_high
Podxl 30.5076 | 1.62202 2.0663e-204 7.4956e-202 Thyroid_high
Rpl21 30.132 1.3804 1.848e-199 6.6291e-197 Thyroid_high
Gm12002 29.9833 | 2.4869 1.6211e-197 5.6888e-195 Thyroid_high
Elmol 29.9126 | 2.31022 1.3476e-196 4.6781e-194 Thyroid_high
Caldl 29.7808 | 1.47204 6.9359e-195 2.3822e-192 Thyroid_high
Plscrl 29.7029 | 2.61498 7.0516e-194 2.3715e-191 Thyroid_high
Tsc22d1 29.6341 | 1.76649 5.4325e-193 1.8081e-190 Thyroid_high
Atp5j 29.6197 | 1.56544 8.3449e-193 2.7491e-190 Thyroid_high
Rti8b 29.4691 | 3.05189 7.164e-191 2.3363e-188 Thyroid_high
Ppib 29.4274 | 1.60083 2.4522e-190 7.917e-188 Thyroid_high
Mfge8 29.4198 | 1.80691 3.07e-190 9.8132e-188 Thyroid_high
TagIn2 29.4098 | 1.47218 4.1179e-190 1.3034e-187 Thyroid_high
Tm4sfl 29.4037 | 1.61922 4.9179e-190 1.5415e-187 Thyroid_high
Actgl 29.3208 | 1.50731 5.6271e-189 1.7468e-186 Thyroid_high
Fthl 29.2597 | 1.36068 3.3828e-188 1.0401e-185 Thyroid_high
Rflnb 29.2424 | 2.04639 5.616e-188 1.7105e-185 Thyroid_high
1d3 29.1412 | 1.37341 1.0799e-186 3.2583e-184 Thyroid_high
Tubb4b 29.0657 | 2.06483 9.7365e-186 2.8839%e-183 Thyroid_high
Ackr3 29.0049 | 3.90859 5.7109e-185 1.6762e-182 Thyroid_high
Eifl 28.8641 | 1.28386 3.3679e-183 9.7082e-181 Thyroid_high
Rpl18 28.677 1.4231 7.3848e-181 2.1099e-178 Thyroid_high
Selenom 28.5795 | 1.77141 1.2069e-179 3.418e-177 Thyroid_high
Rpl6é 28.5384 | 1.31828 3.9173e-179 1.0997e-176 Thyroid_high
Rpl15 28.48 1.39712 2.0706e-178 5.7628e-176 Thyroid_high
KIf13 28.0539 | 1.54366 3.5818e-173 9.7999%-171 Thyroid_high
Tspo 28.0463 | 1.65626 4.4259e-173 1.2008e-170 Thyroid_high
Fabp4 46.2185 | 3.24882 0 0 Adrenal_high
Npr3 42.8117 | 5.00329 0 0 Adrenal_high
Rhob 41.6661 | 2.36302 0 0 Adrenal_high
AU021092 40.7032 | 3.52511 0 0 Adrenal_high
Edil3 39.1756 | 4.66804 0 0 Adrenal_high
Pbx1 39.1584 | 3.20988 0 0 Adrenal_high
Rsad2 38.8257 | 2.69528 0 0 Adrenal_high
1gfbp5 38.7972 | 4.1051 0 0 Adrenal_high
Rgcc 38.754 2.84598 0 0 Adrenal_high
Timp3 36.6774 | 1.71444 1.6764e-294 4.5101e-291 Adrenal_high
Tofbr2 36.0888 | 2.01781 3.404e-285 7.8499e-282 Adrenal_high
Limch1 35.5154 | 2.21397 2.8428e-276 6.1185e-273 Adrenal_high
Fam117b 34.4923 | 2.00708 1.0482e-260 2.115e-257 Adrenal_high
Tshz2 34.3482 | 1.63796 1.497e-258 2.843e-255 Adrenal_high
Ifi44 33.8766 | 2.47652 1.4748e-251 2.6451e-248 Adrenal_high
Jup 33.6204 | 1.96748 8.4461e-248 1.4352e-244 Adrenal_high
Ptprg 33.483 1.62462 8.5275e-246 1.3765e-242 Adrenal_high
Ptpru 33.2859 | 2.77592 6.1708e-243 9.4869e-240 Adrenal_high
Ly6e 32.5724 | 1.87867 1.0079e-232 1.4791e-229 Adrenal_high
Insr 32.303 2.16358 6.3556e-229 8.9214e-226 Adrenal_high
Chrm3 32.2672 | 2.74756 2.018e-228 2.7147e-225 Adrenal_high
Tcim 32.2534 | 1.6786 3.1533e-228 4.0722e-225 Adrenal_high
Cd9 31.6148 | 1.97607 2.3142e-219 2.8736e-216 Adrenal_high
Gimap4 31.4868 | 1.62752 1.3168e-217 1.5746e-214 Adrenal_high
Ednrb 31.0547 | 2.12471 9.862e-212 1.0979e-208 Adrenal_high
Fkbp5 30.8981 | 2.78233 1.2664e-209 1.3628e-206 Adrenal_high
Inpp4b 30.8536 | 2.28842 5.0081e-209 5.2157e-206 Adrenal_high
Gimap5 30.6192 | 2.2118 6.7996e-206 6.8602e-203 Adrenal_high
Hipk2 30.4228 | 1.83507 2.7431e-203 2.6837e-200 Adrenal_high
D5Ertd615e 30.32 4.31158 6.2418e-202 5.927e-199 Adrenal_high
Irx3 30.0768 | 2.70859 9.7483e-199 8.9921e-196 Adrenal_high

Gimap6 29.8608 | 1.42118 6.3602e-196 5.7039%e-193 Adrenal_high



S100a6 29.8527 | 2.31467 8.1032e-196 7.0706e-193 Adrenal_high
Ebfl 29.4013 | 2.05432 5.2892e-190 4.4937e-187 Adrenal_high
Dnm3 29.314 2.28033 6.8793e-189 5.6948e-186 Adrenal_high
Btnl9 29.2121  1.60506 1.3622e-187 1.0994e-184 Adrenal_high
Nav3 29.1259 | 2.8658 1.6894e-186 1.2986e-183 Adrenal_high
Thrsp 28.7186 | 1.94246 2.2371e-181 1.605e-178 Adrenal_high
Prkd1 28.3813 | 2.06696 3.4457e-177 2.4183e-174 Adrenal_high
S100a10 28.291 1.5044 4.4576e-176 3.062e-173 Adrenal_high
Cpedl 28.1499 | 2.13349 2.4016e-174 1.6153e-171 Adrenal_high
Cd200 28.0491 | 1.86174 4.0983e-173 2.7003e-170 Adrenal_high
Ccdc85a 26.8196 | 1.99569 1.9069e-158 1.1839e-155 Adrenal_high
Mcf2l 26.7309 | 1.89248 2.057e-157 1.2298e-154 Adrenal_high
Tspanl5 26.5959 | 1.7165 7.5775e-156 4.2919e-153 Adrenal_high
Etl4 26.4564 | 1.53563 3.0791e-154 1.7139e-151 Adrenal_high
Palm 26.2972 | 2.27955 2.0668e-152 1.131e-149 Adrenal_high
Btgl 26.0032 | 1.7342 4.5516e-149 2.3701e-146 Adrenal_high
Slit3 25.855 2.99575 2.14e-147 1.0967e-144 Adrenal_high
Ramp3 25.3226 | 1.75353 1.8027e-141 8.5589e-139 Adrenal_high
H2-D1 25.0195 | 1.13026 3.7548e-138 1.7318e-135 Adrenal_high
Ly6cl 25.0157 | 2.20459 4.1307e-138 1.8783e-135 Adrenal_high
Emcn 24.576 1.66827 2.2811e-133 9.8193e-131 Adrenal_high
Gm12002 24.384 1.96309 2.5291e-131 1.0604e-128 Adrenal_high
mt-Nd3 243198 | 1.31408 1.2095e-130 5.0061e-128 Adrenal_high
Airn 24.2046 | 1.81703 1.9881e-129 8.1248e-127 Adrenal_high
Kank3 24.0385 | 1.2617 1.1019e-127 4.4468e-125 Adrenal_high
Gpihbp1 23.9341 | 1.42212 1.3525e-126 5.3908e-124 Adrenal_high
Chst8 23.8672 | 4.01832 6.711e-126 2.5793e-123 Adrenal_high
Lims2 23.8193 | 1.44082 2.1052e-125 7.9032e-123 Adrenal_high
Lmo2 23.3099 | 1.4089 3.5163e-120 1.2614e-117 Adrenal_high
Pcdhl7 23.2044 | 1.37453 4.1093e-119 1.442e-116 Adrenal_high
Itgb5 23.1639 | 2.27324 1.0531e-118 3.6558e-116 Adrenal_high
Cldn15 23.0675 | 3.22399 9.8135e-118 3.3705e-115 Adrenal_high
Tsc22d1 22,9452 | 1.34264 1.6449e-116 5.5317e-114 Adrenal_high
Draml 22.7906 | 2.46444 5.6837e-115 1.8917e-112 Adrenal_high
Kalrn 22.7495 | 1.61704 1.4505e-114 4.7784e-112 Adrenal_high
Chst11 22.7214 | 1.9135 2.7521e-114 8.8852e-112 Adrenal_high
Tmem176a 22.5443 | 1.47353 1.5291e-112 4.8877e-110 Adrenal_high
Rapgef4 22,4011 | 1.44233 3.844e-111 1.2167e-108 Adrenal_high
Dock6 22.3859 | 1.32039 5.4062e-111 1.6945e-108 Adrenal_high
Entpdl 22.3315 | 1.70048 1.8269e-110 5.6714e-108 Adrenal_high
Ifitm3 22.1152 | 1.09967 2.2553e-108 6.8689e-106 Adrenal_high
H2-Q7 22.0632 | 1.34442 7.1385e-108 2.1539e-105 Adrenal_high
Plpp1 21.8608  0.827565 6.1415e-106 1.7704e-103 Adrenal_high
Tmem26 21.8447 | 3.17623 8.7371e-106 2.4962e-103 Adrenal_high
Ubc 21.5872 | 1.07938 2.3672e-103 6.6456e-101 Adrenal_high
Lrrc3b 215513  2.11233 5.15e-103 1.4333e-100 Adrenal_high
Tek 21.3557 | 0.912281 3.4521e-101 9.3657e-99 Adrenal_high
Tanc2 21.3499 | 1.47075 3.9111e-101 1.05225e-98 Adrenal_high
Dysf 21.1659 | 1.0302 1.9695e-99 5.25489e-97 Adrenal_high
Laptm4a 21.146 0.93892 3.0032e-99 7.94746e-97 Adrenal_high
Rpl39 21.1393 | 1.02078 3.4644e-99 9.09345e-97 Adrenal_high
Cd93 21.0408 | 1.06874 2.77742e-98 7.17352e-96 Adrenal_high
Mettl24 20.9049 | 3.81962 4.83288e-97 1.21898e-94 Adrenal_high
H2-K1 20.8019  0.872794 4.15637e-96 1.03222e-93 Adrenal_high
Egrl 20.6739 | 2.67895 5.95491e-95 1.45647e-92 Adrenal_high
Pdia5 20.6544 | 1.63454 8.91721e-95 2.1646e-92 Adrenal_high
Rpl18a 20.6516 | 1.01234 9.43813e-95 2.27396e-92 Adrenal_high
Eef2 20.6352 | 1.01683 1.32637e-94 3.172e-92 Adrenal_high
ler2 20.5877 | 1.67164 3.54119e-94 8.34505e-92 Adrenal_high
Arhgap26 20.5702 | 1.13436 5.0719e-94 1.18657e-91 Adrenal_high
1gfbp3 20.4371 | 1.61315 7.82511e-93 1.81751e-90 Adrenal_high
Apobec3 20.3725 | 1.62509 2.93191e-92 6.76119e-90 Adrenal_high
Cd34 20.3427 | 1.30462 5.38348e-92 1.23266e-89 Adrenal_high
Fit1 20.2328  0.771517 5.03817e-91 1.12177e-88 Adrenal_high
Samd12 20.2067 | 1.26336 8.54594e-91 1.87691e-88 Adrenal_high
Sdk1 20.1484 | 4.45726 2.7808e-90 6.06609e-88 Adrenal_high
Rpsi11 20.1118 | 1.01936 5.81808e-90 1.26065e-87 Adrenal_high

Lmtk3 20.1107  4.87913 5.94745e-90 1.28009e-87 Adrenal_high



Gh

47.5324 | 16.8806 0 0 Pituitary_high
Pomc 47.0578 | 9.46634 0 0 Pituitary_high
AY036118 44.4413 | 5.33276 0 0 Pituitary_high
Cmssl 38.6704  3.16275 0 0 Pituitary_high
Chrm3 29.4855 | 3.48275 4.4223e-191 1.7847e-187 Pituitary_high
Pcdh7 29.2777 | 8.67367 1.9943e-188 7.1538e-185 Pituitary_high
Prss23 29.2151 | 4.26897 1.2456e-187 4.0214e-184 Pituitary_high
Cga 27.2267 | 31.8022 3.1405e-163 8.4493e-160 Pituitary_high
Gm42418 26.6062 | 1.63378 5.7614e-156 1.24e-152 Pituitary_high
Plvap 25.6419 | 2.45373 5.2016e-145 1.0496e-141 Pituitary_high
Itm2a 24,4236 | 3.03467 9.6024e-132 1.5501e-128 Pituitary_high
Trp53i1l 23.6742 | 2.7233 6.6476e-124 9.7553e-121 Pituitary_high
Kirrel3 22.9969 | 5.69018 5.0048e-117 6.4632e-114 Pituitary_high
Itm2b 22.8647 | 1.02361 1.0438e-115 1.2961e-112 Pituitary_high
Tmsh4x 22.7696 | 1.18099 9.1784e-115 1.0583e-111 Pituitary_high
Pbx1 22.2322 243114 1.6787e-109 1.6937e-106 Pituitary_high
Ltbpl 22.1745 | 2.90961 6.0585e-109 5.7529e-106 Pituitary_high
Malatl 22.024 1.44428 1.6966e-107 1.565e-104 Pituitary_high
Abcal 22.018 3.32532 1.936e-107 1.7362e-104 Pituitary_high
Igfbp3 21.5746 | 2.42961 3.1145e-103 2.5782e-100 Pituitary_high
Meis2 21.0895 | 1.35911 9.9231e-99 7.28104e-96 Pituitary_high
Frt2 20.6066  3.95275 2.3932e-94 1.60968e-91 Pituitary_high
Abcg2 19.9548 | 1.87245 1.3607e-88 7.70705e-86 Pituitary_high
Jund 19.6878 | 1.74328 2.74171e-86 1.45108e-83 Pituitary_high
Rpl13 19.5051 | 0.898355 9.94397e-85 5.01626e-82 Pituitary_high
Rflnb 19.2299 | 1.85619 2.08025e-82 9.73348e-80 Pituitary_high
Hspala 19.0081  2.5818 1.46166e-80 6.55413e-78 Pituitary_high
Lmo2 18.7098  1.81877 4.11816e-78 1.77273e-75 Pituitary_high
H2-D1 18.4348  0.916011 6.90865e-76 2.75365e-73 Pituitary_high
Ehd4 18.4279 | 1.65437 7.84454e-76 3.08855e-73 Pituitary_high
Robo2 17.9093 | 7.17358 9.98721e-72 3.66406e-69 Pituitary_high
Gas7 17.5817 | 2.31114 3.40229e-69 1.18111e-66 Pituitary_high
Auts2 17.3458 | 1.8536 2.12061e-67 7.13166e-65 Pituitary_high
Hsp90abl 17.3306 | 0.776025 2.76253e-67 9.10085e-65 Pituitary_high
Scnlb 17.3184 | 2.69252 3.41826e-67 1.11473e-64 Pituitary_high
Pdia5 16.7442 | 2.28378 6.24202e-63 1.83203e-60 Pituitary_high
Col4al 16.6067 | 0.943137 6.23671e-62 1.75089e-59 Pituitary_high
Smco4 16.537 1.60834 1.9859-61 5.52714e-59 Pituitary_high
Jun 16.2615 | 1.54775 1.85193e-59 4.90078e-57 Pituitary_high
Apoe 16.1871 | 1.2786 6.21933e-59 1.61928e-56 Pituitary_high
Fos 16.1123 | 2.86457 2.08972e-58 5.31234e-56 Pituitary_high
Noslap 16.0966 | 3.57711 2.69398e-58 6.79493e-56 Pituitary_high
Junb 16.0717 | 2.1148 4.02579e-58 1.00754e-55 Pituitary_high
Ptpru 15.926 2.08311 4.17987e-57 1.01464e-54 Pituitary_high
Adamts9 15.3922 | 2.34282 1.84578e-53 4.02641e-51 Pituitary_high
lgfbp5 15.1944  1.88698 3.85425e-52 8.13298e-50 Pituitary_high
Marcks 15.0379 | 0.833594 4.14632e-51 8.36649e-49 Pituitary_high
Col4a2 149091  1.0629 2.87771e-50 5.66506e-48 Pituitary_high
Pltp 14.8186 | 1.63317 1.11057e-49 2.17302e-47 Pituitary_high
Elmol 145551 | 1.84149 5.42164e-48 1.00596e-45 Pituitary_high
Vamp5 14.4883 | 0.862135 1.4357e-47 2.60401e-45 Pituitary_high
Lbp 14.4303 | 2.69569 3.33718e-47 5.9856e-45 Pituitary_high
Scarbl 14.2227 | 1.38302 6.62527e-46 1.11988e-43 Pituitary_high
Prl 14.0039 | 30.3066 1.4759e-44 2.40654e-42 Pituitary_high
Ctla2a 14.0021 | 1.17397 1.51378e-44 2.4559e-42 Pituitary_high
Tnfaip2 13.9098 | 1.80648 5.52677e-44 8.87721e-42 Pituitary_high
2026-09-04 00:00:00 13.8113 | 1.73953 2.1793e-43 3.43214e-41 Pituitary_high
Cdk8 13.6476 | 1.24508 2.08567e-42 3.03315e-40 Pituitary_high
Filip1l 13.4755 | 2.81083 2.17882e-41 3.00612e-39 Pituitary_high
Sorbs2 13.3954 | 1.83518 6.43097e-41 8.61509e-39 Pituitary_high
Tanc2 13.3716 | 1.72509 8.8575e-41 1.17681e-38 Pituitary_high
2610307P16Rik 13.2749 | 2.20849 3.23772e-40 4.19799e-38 Pituitary_high
Myl6 13.0446 | 0.55715 6.81838e-39 8.4666e-37 Pituitary_high
Cavin3 13.0443  1.26068 6.84926e-39 8.47235e-37 Pituitary_high
Piezo2 13.0154 | 1.43398 9.99989e-39 1.23224e-36 Pituitary_high
Nav3 12.5425  1.9748 4.37093e-36 4.91691e-34 Pituitary_high
Gng11 12.3159 | 0.633324 7.43373e-35 7.84307e-33 Pituitary_high

Mmrnl 12.2794  8.16362 1.16889%-34 1.22128e-32 Pituitary_high



Coll5a1 12.2084 | 1.70215 2.80195e-34 2.89013e-32 Pituitary_high
H3f3b 12.1915  0.558495 3.45014e-34 3.51381e-32 Pituitary_high
Cd81 12.1562 | 0.64228 5.32058e-34 5.36796e-32 Pituitary_high
H2-K1 12.1447  0.499849 6.11774e-34 6.153e-32 Pituitary_high
G0s2 11.8123 | 7.20711 3.37027e-32 3.09998e-30 Pituitary_high
Hspalb 11.6551 | 1.67386 2.1615e-31 1.92242e-29 Pituitary_high
Cited2 11.2039 | 2.79277 3.90191e-29 3.0576e-27 Pituitary_high
Arhgap6 10.9444 | 3.60464 7.07036e-28 5.11808e-26 Pituitary_high
Fthl 10.7465 | 0.517841 6.15523e-27 4.22812e-25 Pituitary_high
Nectin2 10.7226 | 1.7057 7.97384e-27 5.43113e-25 Pituitary_high
Rps18 10.5619 | 0.546229 4.47684e-26 2.86208e-24 Pituitary_high
Ccn2 10.4615 | 3.39181 1.29776e-25 8.16729e-24 Pituitary_high
Rapgef5 10.203 0.689169 1.92274e-24 1.10849e-22 Pituitary_high
Hsp90aal 10.1545 | 1.24526 3.16308e-24 1.79789e-22 Pituitary_high
Rhoj 9.97312 | 0.82687 1.99849e-23 1.08257e-21 Pituitary_high
Aplinr 9.88652 | 1.5692 4.76284e-23 2.50437e-21 Pituitary_high
Ccserl 9.87118 | 2.49089 5.5509e-23 2.90927e-21 Pituitary_high
Pard3 9.57393 | 3.72964 1.02918e-21 5.04205e-20 Pituitary_high
Rpl11l 9.52885 | 0.416501 1.59038e-21 7.73276e-20 Pituitary_high
Ldb2 9.48633 | 0.56507 2.39317e-21 1.14976e-19 Pituitary_high
FoxI2 9.47397 | 5.70379 2.69396e-21 1.27716e-19 Pituitary_high
Hexb 9.42893 | 1.4256 4.14301e-21 1.9357e-19 Pituitary_high
Vegfc 9.39553 | 2.02347 5.69288e-21 2.62564e-19 Pituitary_high
Me3 9.29104 | 3.31288 1.52793e-20 6.83232e-19 Pituitary_high
Ubb 9.289 0.469403 1.55746e-20 6.95473e-19 Pituitary_high
Pdgfb 9.26999 | 1.16864 1.86155e-20 8.27825e-19 Pituitary_high
Lars2 9.21335  0.970367 3.16106e-20 1.37355e-18 Pituitary_high
Egfl7 9.04739 | 0.314067 1.46433e-19 6.08441e-18 Pituitary_high
Sema3d 9.01418 | 2.42483 1.98342e-19 8.08519e-18 Pituitary_high
B2m 9.00637  0.299689 2.12987e-19 8.66032e-18 Pituitary_high
FbIn5 8.90832 | 3.39001 5.18132e-19 2.0375e-17 Pituitary_high
Emcn 8.8162 1.10987 1.18407e-18 4.51332e-17 Pituitary_high
Kap 42.6624 | 19.3958 0 0 Kidney_high
Gpx3 36.2626 | 10.438 6.2872e-288 1.0149e-283 Kidney_high
lgfbp5 28.0217 | 4.15232 8.8454e-173 7.1394e-169 Kidney_high
Pbx1 26.0084 | 3.20312 3.9743e-149 2.5662e-145 Kidney_high
Emcn 24.2968 | 2.10193 2.1184e-130 1.1399e-126 Kidney_high
Plscr2 24.0516 | 2.59727 8.037e-128 3.7068e-124 Kidney_high
Fxyd2 21.2925 | 12,571 1.3331e-100 4.78226e-97 Kidney_high
Rsad2 19.2958 | 2.16513 5.82788e-83 1.44733e-79 Kidney_high
Dkk2 18.6272 | 4.08776 1.93204e-77 4.1584e-74 Kidney_high
Chrm3 18.1939 | 2.22373 5.7693e-74 1.09566e-70 Kidney_high
Malatl 17.5991 | 1.30393 2.503e-69 3.84806e-66 Kidney_high
AU021092 17.5763 | 2.27107 3.74445e-69 5.25607e-66 Kidney_high
Slc6a6 16.3198 | 1.91565 7.1347e-60 6.77482e-57 Kidney_high
S100a6 15.9918 | 2.20866 1.45745e-57 1.27172e-54 Kidney_high
Limchl 15.304 1.50781 7.1874e-53 5.15656e-50 Kidney_high
Ly6cl 15.3021 | 1.79577 7.40101e-53 5.19438e-50 Kidney_high
Tm4sfl 14.9167 | 1.19029 2.5664e-50 1.50648e-47 Kidney_high
Plat 14.6559  3.3289 1.23519e-48 6.75902e-46 Kidney_high
Cyp4bl 14.4677 | 1.52244 1.93969e-47 9.94013e-45 Kidney_high
Ebfl 14.2789 | 1.52288 2.96104e-46 1.44844e-43 Kidney_high
Ltbpl 14,1957 | 2.00814 9.74592e-46 4.5601e-43 Kidney_high
Srgn 14.096 0.943637 4.0211e-45 1.77837e-42 Kidney_high
Cst3 14.0855 | 1.15463 4.66479e-45 2.03517e-42 Kidney_high
Slc34al 14.0482 | 29.7823 7.90344e-45 3.40217e-42 Kidney_high
Meis2 13.9184 | 1.21363 4.89857e-44 1.95247e-41 Kidney_high
Gnas 13.6784 | 0.660538 1.36638e-42 5.01291e-40 Kidney_high
Sgk1 13.6494 | 1.24549 2.03572e-42 7.22232e-40 Kidney_high
Smpdi3a 13.5911  1.7007 4.52231e-42 1.52086e-39 Kidney_high
Ly6e 13.4846 | 1.15677 1.92586e-41 6.28043e-39 Kidney_high
Ehd4 13.4123 | 1.35745 5.11959e-41 1.58929¢-38 Kidney_high
Ly6a 13.2138 | 1.29323 7.3068e-40 2.08761e-37 Kidney_high
Dram1 13.0041  2.65256 1.16015e-38 3.09548e-36 Kidney_high
Fthl 12,7922  0.931648 1.81249e-37 4.57158e-35 Kidney_high
Samd12 12.5849 | 1.31047 2.55649e-36 6.02455e-34 Kidney_high
Laptm4a 12.4641 | 0.735003 1.17178e-35 2.68305e-33 Kidney_high

Hegl 12.3487  0.930294 4.95001e-35 1.08715e-32 Kidney_high



Cd81 12.1845 | 0.8624 3.76071e-34 7.93559e-32 Kidney_high
Mal 12.1445 | 2.66591 6.13425e-34 1.286e-31 Kidney_high
Aopep 12.0672 | 0.882653 1.57456e-33 3.27966e-31 Kidney_high
Tcim 12.0236 | 0.959915 2.67215e-33 5.46015e-31 Kidney_high
$100a10 12.0063 | 0.967914 3.29248e-33 6.64361e-31 Kidney_high
Dnm3 11.9836 | 1.68827 4.33175e-33 8.68637e-31 Kidney_high
Tnfaip2 11.8558 | 1.61763 2.00885e-32 3.90697e-30 Kidney_high
Rpl21 11.6457 | 0.711618 2.41323e-31 4.45207e-29 Kidney_high
Acsm2 11.5234 | 29.2554 1.00568e-30 1.78398e-28 Kidney_high
Icam2 11.4727  1.07043 1.80902e-30 3.14e-28 Kidney_high
Selenom 11.2396 | 1.15751 2.60598e-29 4.2492e-27 Kidney_high
Pil6 11.2378 | 6.32919 2.6604e-29 4.31613e-27 Kidney_high
Tmem176b 11.1487 | 1.16812 7.26768e-29 1.16157e-26 Kidney_high
Plcbl 11.1396 | 1.05206 8.04681e-29 1.27976e-26 Kidney_high
Rapgef4 11.095 1.18733 1.3262e-28 2.06842e-26 Kidney_high
Ppia 10.9658 | 0.639639 5.58335e-28 8.34531e-26 Kidney_high
Slc9a3r2 10.8929  0.876172 1.24633e-27 1.84577e-25 Kidney_high
Hipk2 10.8263 | 1.0446 2.58265e-27 3.72236e-25 Kidney_high
PodxI 10.5851 | 0.819964 3.49523e-26 4.66296e-24 Kidney_high
mt-Nd5 10.5106 | 1.52903 7.72279e-26 9.97321e-24 Kidney_high
Txnl 10.3627 | 0.754454 3.66351e-25 4.54909e-23 Kidney_high
Rdx 10.3182 | 0.849608 5.8315e-25 7.15855e-23 Kidney_high
H3f3a 10.3041 | 0.593952 6.75101e-25 8.25592e-23 Kidney_high
Clics 10.0243 | 1.24372 1.19176e-23 1.34062e-21 Kidney_high
S100all 9.90598 | 1.17906 3.92111e-23 4.32058e-21 Kidney_high
Plac8 9.80295 | 4.71069 1.09347e-22 1.15368e-20 Kidney_high
Aldob 9.709 8.39295 2.76034e-22 2.82913e-20 Kidney_high
Gimap5 9.59155 | 1.30638 8.67722e-22 8.70012e-20 Kidney_high
Lims2 9.51779 | 0.957911 1.76909e-21 1.71517e-19 Kidney_high
Rpl1l 9.50966  0.554992 1.91288e-21 1.8435e-19 Kidney_high
Gimap4 9.48715 | 0.767587 2.37443e-21 2.268e-19 Kidney_high
Rpl32 9.41959  0.605004 4.52865e-21 4.2379e-19 Kidney_high
Inpp4b 9.40231 | 1.27951 5.33802e-21 4.96651e-19 Kidney_high
Cd9 9.2306 1.01515 2.69112e-20 2.35139e-18 Kidney_high
Exoc3I2 9.20018  0.635886 3.57336e-20 3.07642e-18 Kidney_high
3110099E03Rik 9.10544 | 3.98442 8.59165e-20 7.2613e-18 Kidney_high
Ptma 9.02886 | 0.404078 1.73464e-19 1.42865e-17 Kidney_high
Myl12b 8.87563  0.689767 6.95361e-19 5.44897e-17 Kidney_high
Rpl30 8.85688 | 0.495491 8.22815e-19 6.33999e-17 Kidney_high
Plscrl 8.76616  1.55358 1.8487e-18 1.37842e-16 Kidney_high
Ubb 8.71909  0.605848 2.80451e-18 2.05781e-16 Kidney_high
Tspo 8.65384 | 0.852919 4.97954e-18 3.54107e-16 Kidney_high
Ctnna3 8.59899 | 1.98264 8.04232e-18 5.62005e-16 Kidney_high
Rps18 8.56713  0.461393 1.06094e-17 7.35031e-16 Kidney_high
Lpl 8.55923 | 2.8026 1.13628e-17 7.83865e-16 Kidney_high
Plppl 8.5217 0.722548 1.57235e-17 1.06646e-15 Kidney_high
Gas6 8.44482 | 0.805745 3.04502e-17 1.99005e-15 Kidney_high
Efnb2 8.43765  0.950818 3.23788e-17 2.10756e-15 Kidney_high
Cd300lg 8.42617  0.601357 3.57155e-17 2.30615e-15 Kidney_high
Ifitm3 8.35832  0.474026 6.36174e-17 4.00368e-15 Kidney_high
Timp3 8.26341 | 0.646552 1.41573e-16 8.54331e-15 Kidney_high
Rpl28 8.2298 0.510863 1.87524e-16 1.11087e-14 Kidney_high
Alpl 8.18206 | 2.56483 2.79031e-16 1.63494e-14 Kidney_high
Rpl17 8.10828  0.492024 5.13412e-16 2.92337e-14 Kidney_high
Kank4 8.10513 | 3.7827 5.2691e-16 2.99495e-14 Kidney_high
Rpl18 8.0987 0.529761 5.55482e-16 3.13527e-14 Kidney_high
Itgb1 8.09067 | 0.462347 5.93392e-16 3.34339%e-14 Kidney_high
Gm30382 8.03204 | 2.93395 9.58629e-16 5.29955e-14 Kidney_high
Hoxa7 7.91086 | 2.71895 2.55612e-15 1.35731e-13 Kidney_high
Crispld1 7.90948 | 2.33241 2.58458e-15 1.37017e-13 Kidney_high
Cox6c 7.9045 0.61646 2.69001e-15 1.42139e-13 Kidney_high
Cmssl 7.89 0.619521 3.02195e-15 1.5864e-13 Kidney_high
Rpl12 7.81524 | 0.484659 5.48605e-15 2.81138e-13 Kidney_high
Gimap6 7.81065  0.539515 5.6896e-15 2.91107e-13 Kidney_high
Bsg 35.0229 | 5.65322 1.0079e-268 3.2541e-264 Brain_high

Itm2a 33.8505 | 6.53928 3.5715e-251 3.8436e-247 Brain_high

Slcolad 33.7317 | 11.248 1.9827e-249 1.6003e-245 Brain_high

Cldn5 32.0129  4.60699 7.2215e-225 3.3306e-221 Brain_high



Spock2 31.8691 | 11.2683 7.1663e-223 2.892e-219 Brain_high
Pltp 31.4253 | 4.91431 9.1371e-217 3.2777e-213 Brain_high
Ptn 30.6539 | 10.7194 2.3432e-206 6.8774e-203 Brain_high
Slcolcl 30.1301  33.5367 1.9571e-199 5.2653e-196 Brain_high
Fit1 28.5315 | 1.96693 4.76e-179 1.0245e-175 Brain_high
Abcbla 28.0138 | 7.27576 1.1044e-172 1.9809e-169 Brain_high
lgfir 25.6441 | 3.37788 4.9229e-145 4.9667e-142 Brain_high
Slc6a6 25.0959 | 3.84315 5.5122e-139 4.9434e-136 Brain_high
Cxcl12 24,9611 | 5.752 1.6168e-137 1.3384e-134 Brain_high
Slc39a10 23.3309  4.82351 2.1532e-120 1.0223e-117 Brain_high
Sptbnl 23.2742 | 1.13236 8.0859e-120 3.7293e-117 Brain_high
Ly6cl 22,9197 | 2.74279 2.9545e-116 1.289e-113 Brain_high
Slc2al 22.7972 | 6.93994 4.8909e-115 2.0507e-112 Brain_high
Gpcpd1 22.7192 | 4.78829 2.8954e-114 1.1685e-111 Brain_high
Sema3c 22,4792 | 6.72546 6.6275e-112 2.6416e-109 Brain_high
Lefl 21.8429 | 5.71355 9.0833e-106 3.4501e-103 Brain_high
Ablim1 21.4638 | 3.45447 3.3938e-102 1.2174e-99 Brain_high
Abhd2 21.1882 | 5.26181 1.227e-99 4.25947e-97 Brain_high
Tmsh4x 21.1777 | 1.41804 1.5328e-99 5.26443e-97 Brain_high
Pglyrpl 20.8281 | 9.89974 2.40939e-96 7.6262e-94 Brain_high
Sorbs2 20.5304 | 3.88148 1.15319e-93 3.51232e-91 Brain_high
Rpl38 20.275 1.64707 2.13763e-91 6.21743e-89 Brain_high
Ccdcl41 19.4546 | 11.133 2.66228e-84 6.27384e-82 Brain_high
Jcad 19.1377 | 3.02083 1.22597e-81 2.711e-79 Brain_high
Fnl 18.9202 | 8.74362 7.76952e-80 1.63947e-77 Brain_high
Nebl 18.6714 | 5.53216 8.45295e-78 1.71637e-75 Brain_high
Abcg2 18.3424 | 2.39051 3.79822e-75 7.34285e-73 Brain_high
Esyt2 18.1484 | 2.79572 1.3223e-73 2.41189e-71 Brain_high
Sgms1 18.0966 | 2.21443 3.39181e-73 6.0836e-71 Brain_high
Tjpl 17.7679 | 1.92902 1.25286e-70 2.07429e-68 Brain_high
Myl6 17.7117 | 1.20407 3.40848e-70 5.55771e-68 Brain_high
Pcp4ll 17.0237 | 3.31318 5.48347e-65 7.86817e-63 Brain_high
Slc7al 16.2475 | 5.57588 2.32582e-59 2.67221e-57 Brain_high
Proml 15.9303 | 8.02509 3.90233e-57 4.15798e-55 Brain_high
utrn 15.6555 | 1.60099 3.04509e-55 2.97912e-53 Brain_high
Mecom 15.3895 | 2.96031 1.92578e-53 1.77133e-51 Brain_high
Fry 15.315 2.57331 6.06682e-53 5.48648e-51 Brain_high
ItihS 15.2071 | 3.65316 3.17319e-52 2.82222e-50 Brain_high
Atox1 15.0622 | 1.43492 2.87033e-51 2.45806e-49 Brain_high
Rpl27a 15.0184 | 0.907244 5.56509e-51 4.69109e-49 Brain_high
Tfrc 14,9081  8.97136 2.92042e-50 2.35714e-48 Brain_high
Tspanl3 14.8059 | 2.6609 1.34169e-49 1.0289e-47 Brain_high
Foxql 14.7324 | 8.34436 3.99019e-49 2.98202e-47 Brain_high
Cobll1 147122 | 5.22239 5.38342e-49 3.9772e-47 Brain_high
Car4 14.634 3.1226 1.70504e-48 1.2398e-46 Brain_high
Kitl 14.6017  1.70085 2.73938e-48 1.98298e-46 Brain_high
Gng5 14.2938 | 1.38318 2.39257e-46 1.59595e-44 Brain_high
Rundc3b 14.0124 | 6.03328 1.30874e-44 8.20443e-43 Brain_high
Sparcll 13.6446 | 2.23882 2.17533e-42 1.25188e-40 Brain_high
Rps8 13.4976 | 0.727067 1.61625e-41 9.02776e-40 Brain_high
Tmsb10 13.4772 | 2.27114 2.12989e-41 1.16945e-39 Brain_high
App 13.453 0.529374 2.95491e-41 1.6142e-39 Brain_high
Atpl0a 13.1233 | 4.9322 2.42111e-39 1.21564e-37 Brain_high
Ly6a 12.9894 | 1.41425 1.40466e-38 6.86072e-37 Brain_high
Actb 12.5995 | 0.629825 2.12507e-36 9.46316e-35 Brain_high
Ptprg 11.9064  0.991214 1.09617e-32 4.23831e-31 Brain_high
Tsc22d1 11.8607 | 1.33831 1.89285e-32 7.24059e-31 Brain_high
Frmd5 11.5855 | 8.54379 4.87858e-31 1.74424e-29 Brain_high
Slc22a8 11.4044  8.75808 3.97408e-30 1.34772e-28 Brain_high
Gstad 11.1896 | 9.52052 4.58613e-29 1.48211e-27 Brain_high
Hmcnl 11.1552 | 2.1089 6.755e-29 2.16354e-27 Brain_high
Usp53 10.9223  4.7601 9.02301e-28 2.71996e-26 Brain_high
Rpl13 10.8528 | 0.57044 1.93397e-27 5.72303e-26 Brain_high
Dachl 10.7873 | 3.66208 3.95073e-27 1.15128e-25 Brain_high
Ebfl 10.6473 | 1.2783 1.79445e-26 5.12688e-25 Brain_high
Palmd 10.6463 | 2.23148 1.81501e-26 5.18104e-25 Brain_high
Ctsh 10.6158 | 5.49659 2.51582e-26 7.10613e-25 Brain_high

Apcddl 10.4706  5.59348 1.17912e-25 3.20976e-24 Brain_high



Vwal 10.4682 | 3.2689 1.20958e-25 3.28991e-24 Brain_high
Maoa 10.4388  3.79877 1.64799e-25 4.44117e-24 Brain_high
Elovl7 10.4378 | 7.9365 1.66699e-25 4.48863e-24 Brain_high
Foxpl 10.3087 | 0.749963 6.43556e-25 1.67693e-23 Brain_high
Ocln 10.2441  10.0763 1.25817e-24 3.21615e-23 Brain_high
Srarp 10.191 7.28895 2.17506e-24 5.44778e-23 Brain_high
Ptma 10.0171  0.370169 1.28248e-23 3.08991e-22 Brain_high
Arlda 10.014 2.96766 1.32357e-23 3.18655e-22 Brain_high
Ndnf 9.99103 | 9.29283 1.66837e-23 3.98397e-22 Brain_high
Naca 9.92204  0.999156 3.33856e-23 7.80489e-22 Brain_high
Dynll1 9.91868 | 1.012 3.45275e-23 8.066e-22 Brain_high
Rps23 9.84657 | 0.469785 7.09252e-23 1.63675e-21 Brain_high
Rps27a 9.81686 | 0.480348 9.52645e-23 2.18283e-21 Brain_high
Rps14 9.62642  0.390962 6.1848e-22 1.3565e-20 Brain_high
Ndufa7 9.60251 | 1.59483 7.80211e-22 1.70082e-20 Brain_high
Wrfdcl 9.51866 | 4.80651 1.75431e-21 3.72373e-20 Brain_high
Mfsd2a 9.51183 | 10.671 1.8733e-21 3.96847e-20 Brain_high
Ctnnb1 9.44267  0.879981 3.63397e-21 7.59635e-20 Brain_high
Calm1 9.31885 | 0.455197 1.17609e-20 2.39558e-19 Brain_high
Lsr 9.11513  9.85837 7.85786e-20 1.51638e-18 Brain_high
Grb14 9.03856 | 6.25912 1.58757e-19 3.02209e-18 Brain_high
Dnm3 9.00371 | 1.83272 2.18221e-19 4.12969e-18 Brain_high
Rps27 8.98449 | 0.468862 2.59934e-19 4.88757e-18 Brain_high
Zfp36I1 8.95876  0.943293 3.2834e-19 6.12036e-18 Brain_high
Rpl26 8.81031 | 0.361838 1.24799e-18 2.24715e-17 Brain_high
Rpl9 8.79159  0.462895 1.4746e-18 2.64632e-17 Brain_high
Rps3al 8.78446 | 0.374864 1.57112e-18 2.81017e-17 Brain_high
Slcl6al 8.69766 | 3.79386 3.38806e-18 5.9383e-17 Brain_high
Maf 74.7392 | 6.26226 0 0 Liver_high
Mrcl 71.2253 | 6.94004 0 0 Liver_high
Stab2 70.6412 | 12.8127 0 0 Liver_high
Plxncl 68.6608 | 10.4398 0 0 Liver_high
Ptprb 68.4635 | 2.25198 0 0 Liver_high
Dnasell3 68.3553 | 14.5779 0 0 Liver_high
Ralgapa2 68.148 6.111 0 0 Liver_high
Slc9a9 66.8363 | 9.29034 0 0 Liver_high
Cd55 66.6812 | 8.86741 0 0 Liver_high
Fcgr2b 65.9134 | 13.206 0 0 Liver_high
Cemip2 65.8392 | 4.01034 0 0 Liver_high
Palld 65.6254 | 7.99832 0 0 Liver_high
Dpp4 65.3055 | 8.71003 0 0 Liver_high
Bmp2 64.8302 | 6.82758 0 0 Liver_high
Jak1 63.8833 | 3.39086 0 0 Liver_high
F8 63.717 4.15975 0 0 Liver_high
Clec4g 63.6475 | 33.0549 0 0 Liver_high
Gata4 63.6475 | 32.4095 0 0 Liver_high
Psd3 63.5002 | 4.01481 0 0 Liver_high
Adam23 63.1158 | 12.485 0 0 Liver_high
l6st 62.5412 | 4.10435 0 0 Liver_high
Tspan7 62.3025 | 4.48218 0 0 Liver_high
Ehd3 61.8419 | 3.95078 0 0 Liver_high
Zeb2 61.7354 | 6.08528 0 0 Liver_high
Gatm 61.2986 | 5.65138 0 0 Liver_high
B3galtl 61.1467  6.84178 0 0 Liver_high
Selenop 61.0326 | 3.47621 0 0 Liver_high
Faml24a 59.2712 | 5.53994 0 0 Liver_high
Fyn 58.9971 | 2.71636 0 0 Liver_high
Dab2 58.9653 | 3.49908 0 0 Liver_high
Gpr182 58.9004 | 4.74011 0 0 Liver_high
Sntbl 58.3343 | 4.33785 0 0 Liver_high
lgfbp4 58.2943 | 3.64361 0 0 Liver_high
Lrmda 58.2463 | 3.19106 0 0 Liver_high
Pricklel 58.0572 | 4.04089 0 0 Liver_high
Agpl 57.9379 | 4.80005 0 0 Liver_high
Man2al 57.8512 | 3.46957 0 0 Liver_high
Qit3 56.6961 | 5.694 0 0 Liver_high
Snx24 56.6474 | 7.24211 0 0 Liver_high
Itsnl 56.5546  4.61219 0 0 Liver_high



Aass 55.9857 | 13.1003 0 0 Liver_high
Epb41I2 55.2706  3.14512 0 0 Liver_high
Itga9 55.269 3.20308 0 0 Liver_high
Atrnll 54,2188  3.1917 0 0 Liver_high
Plekhgl 53.8637 | 2.51238 0 0 Liver_high
Gm42418 53.7606  2.27875 0 0 Liver_high
Stabl 53.6683 | 2.98429 0 0 Liver_high
Mid1 53.5126  4.28431 0 0 Liver_high
Lgmn 52.9653 | 5.00369 0 0 Liver_high
Prkce 52.9443 | 2.4952 0 0 Liver_high
Slc43a2 52.737 6.97797 0 0 Liver_high
St3gal4 52.4055 | 2.72027 0 0 Liver_high
Cnksr3 52.0871 | 4.12472 0 0 Liver_high
Rasal2 51.933 2.09583 0 0 Liver_high
Lifr 51.9173 | 2.76717 0 0 Liver_high
Lamp2 51.8985 | 2.4309 0 0 Liver_high
lggap2 51.8899 | 9.95815 0 0 Liver_high
Dse 51.862 4.84749 0 0 Liver_high
Aplbl 51.836 4.47027 0 0 Liver_high
Arhgap23 51.5089 | 3.06993 0 0 Liver_high
Zswim6 515035 | 2.73752 0 0 Liver_high
Acer3 51.3271  4.52551 0 0 Liver_high
Tmcc3 51.2448 | 2.71827 0 0 Liver_high
Camkld 51.0513  3.23228 0 0 Liver_high
Nr2f2 51.0194 | 3.05006 0 0 Liver_high
Exoc6 50.6519 | 3.30139 0 0 Liver_high
Mtss1 50.3488 | 2.62206 0 0 Liver_high
Pard3b 50.3177 | 2.87719 0 0 Liver_high
Ankrd44 49.9853 | 2.89947 0 0 Liver_high
Myo10 49.6138 | 2.54961 0 0 Liver_high
Tfpi 49.6074 | 3.57503 0 0 Liver_high
Lhfpl2 48.9614 | 3.14431 0 0 Liver_high
Sh3rfl 48.8922 | 2.74715 0 0 Liver_high
Itga8 48.8147 | 6.17444 0 0 Liver_high
Bmp6 48.7777 | 3.70196 0 0 Liver_high
Fam222b 48.7207 | 3.14126 0 0 Liver_high
Manla 47.9905 | 3.01833 0 0 Liver_high
Sashl 47.7719 | 2.16832 0 0 Liver_high
Arhgap45 47.7439 | 4.57934 0 0 Liver_high
Mertk 47.6535 | 2.77773 0 0 Liver_high
Ppfia2 47.4692 | 4.47399 0 0 Liver_high
Tpbgl 47.4102 | 6.43107 0 0 Liver_high
Raphl 47.0886 | 2.87354 0 0 Liver_high
Gm15675 47.0306 | 10.6226 0 0 Liver_high
Msrb3 47.0263 | 2.64988 0 0 Liver_high
Semaba 46.9155 | 1.97636 0 0 Liver_high
Znrfl 46.8511 | 2.52132 0 0 Liver_high
Macfl 46.822 1.55433 0 0 Liver_high
Lpp 46.5342 | 2.19008 0 0 Liver_high
Hivep3 46.5185 | 2.90038 0 0 Liver_high
Anapcl5 46.3656 | 4.8541 0 0 Liver_high
Sh3bp5 46.2972 | 2.05377 0 0 Liver_high
Ago3 46.0788 | 2.84754 0 0 Liver_high
Masp1l 455662 | 10.9237 0 0 Liver_high
Mb21d2 452714 | 4.121 0 0 Liver_high
Cd36 44.8699 | 2.99516 0 0 Liver_high
Ap2a2 44.8328 | 2.89044 0 0 Liver_high
Tmem164 44,7543 | 2.74964 0 0 Liver_high
Pitpncl 44,5627 | 1.63955 0 0 Liver_high
Car8 44,2803 | 2.97436 0 0 Liver_high
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Gene Organ log2FoldChange padj baseMean
Sult2bl Adrenal 5.35152 7.4633e-10 4.28124
Angptl4 Adrenal 4.82087 4.08541e-13 5.00258
Aqp7 Adrenal 4.54089 4.17303e-05 5.94803
Lmtk3 Adrenal 4.20479 1.20406e-09 6.71205
Timp4 Adrenal 4.01369 0.00213715 4.84308
Hapinl Adrenal 3.85657 4.44691e-07 9.98624
Nup210 Adrenal 3.62647 1.87136e-08 3.9747
Adamtsl1 Adrenal 3.59986 1.60976e-08 7.2773
Sdk1 Adrenal 3.50512 3.61428e-07 17.8447
Npr3 Adrenal 3.44856 9.8079e-07 78.47
Gm35533 Adrenal 3.40215 2.42378e-08 57.5413
Zbtb16 Adrenal 3.35031 0.000695128 11.1017
Edil3 Adrenal 3.29081 0.00197126 54.882
Fkbp5 Adrenal 3.23285 1.06283e-11 35.9776
Rbfox3 Adrenal 3.1526 6.77912e-08 5.69403
D5Ertd615e Adrenal 3.08441 0.000714238 44.6248
Chst8 Adrenal 3.04842 0.000131863 14.111
Sdk2 Adrenal 2.92023 2.72548e-14 3.35971
Mettl24 Adrenal 2.8618 0.000237164 14.0145
Igf2bp2 Adrenal 2.85035 0.000138123 3.76589
Slc28a2 Adrenal 2.78786 0.00435837 3.75541
Clqtnf9 Adrenal 2.72863 1.49183e-06 4.45328
Car7 Adrenal 2.69565 4.20117e-12 8.79898
Tbxasl Adrenal 2.34799 3.14689e-05 12.2386
Cmkirl Adrenal 2.32333 0.000330682 3.93574
Deptor Adrenal 2.31194 5.68992e-15 16.341
1133 Adrenal 2.30229 0.0344329 9.0696
Adamts5 Adrenal 2.27347 3.642e-05 5.50167
Ablim3 Adrenal 2.26367 0.0150309 14.2789
Adamts6 Adrenal 2.26274 1.23123e-07 15.8034
Fabp4 Adrenal 2.22386 0.00507766 1056.61
Thrb Adrenal 2.20852 0.000110729 10.9394
Tnxb Adrenal 2.20683 9.84818e-05 8.52147
FIrt3 Adrenal 2.18871 0.0173297 5.79665
Hoxb7 Adrenal 2.15667 0.0486823 6.84869
Tmem26 Adrenal 2.10567 0.0366881 16.7035
Pf4 Adrenal 2.08887 2.59001e-11 5.63419
Gda Adrenal 2.06761 0.00780252 15.9691
Zbpl Adrenal 2.0179 0.000106114 4.85347
Fcerlg Adrenal 2.01192 0.000672227 23.586
Cebpb Adrenal 1.99039 4.73923e-47 12.503
Lancl3 Adrenal 1.94167 0.00307864 5.069
Itprip Adrenal 1.92235 5.19827e-19 8.6965
Itgb3 Adrenal 1.9176 1.07719e-08 5.11144
1fi206 Adrenal 1.91649 1.21689e-45 5.91534
Msmp Adrenal 1.90916 0.00176138 5.15475
Pparg Adrenal 1.90169 2.43838e-05 15.6198
Fam117b Adrenal 1.88115 1.01383e-09 148.756
Insr Adrenal 1.874 3.44825e-13 193.58
Apol9b Adrenal 1.84655 0.0102253 4.10353
Slit3 Adrenal 1.84323 0.0476661 39.894
Gprc5b Adrenal 1.84136 3.07186e-05 4.6569
Cd14 Adrenal 1.80816 0.000302193 3.13692
Hipk2 Adrenal 1.78962 0.0140393 203.025
Ifi44 Adrenal 1.77928 9.7173e-09 81.9262
Tnfrsflla Adrenal 1.77141 0.000286952 12.1234
Emidl Adrenal 1.76593 0.0313645 14.6018
Inpp4b Adrenal 1.76385 0.00528946 75.3409
Itgb5 Adrenal 1.7593 0.0309169 25.1481
Rftn2 Adrenal 1.75786 5.5719e-07 7.02598
AU021092 Adrenal 1.74186 0.00855915 94.3791
Pbx1 Adrenal 1.71902 0.0365094 1167.04
4833403J16Rik Adrenal 1.71882 1.2408e-56 15.4608

1fi213 Adrenal 1.70774 6.07377e-23 6.71851
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Tshz2 Adrenal 1.68899 9.72892e-11 380.061
Zdhhc15 Adrenal 1.67982 0.000343166 3.41316
Etfbkmt Adrenal 1.65095 0.00146092 6.40394
Vwa3a Adrenal 1.6317 0.021235 9.38897
Neurllb Adrenal 1.61915 0.00537949 7.47892
Lrgl Adrenal 1.60804 0.00398114 13.632

Lztsl Adrenal 1.60329 0.000129355 3.52707
Fabp5 Adrenal 1.58529 0.00297919 91.7039
Calml4 Adrenal 1.57719 0.00290033 12.5207
Serp2 Adrenal 1.55522 0.0299314 6.0826

Egrl Adrenal 1.54087 0.00611403 43.5901
Tpstl Adrenal 1.53183 5.60111e-06 8.01383
Gm43813 Adrenal 1.52753 0.00543806 6.18531
1115 Adrenal 1.52307 5.14954e-44 27.9209
Cecr2 Adrenal 1.50139 4.87989e-05 9.57399
Rhob Adrenal 1.45929 3.32097e-15 197.107
Ddit4 Adrenal 1.45176 1.94677e-16 10.1168
Fblim1 Adrenal 1.4485 0.0402892 4.54735
Gpr137b Adrenal 1.43621 4.74333e-08 7.53099
Plaur Adrenal 1.43426 0.00176302 14.9892
Procr Adrenal 1.41986 5.58695e-05 9.05428
Slc52a3 Adrenal 1.41676 0.00174958 4.86416
Ptk7 Adrenal 1.40778 8.60926e-09 3.10267
Gdpd5 Adrenal 1.40559 4.60827e-09 7.7948

Kalrn Adrenal 1.40406 2.85925e-21 46.911

Prkd1 Adrenal 1.40098 0.00439293 75.6333
Rsad2 Adrenal 1.39165 0.0404555 205.58

Tgfbr2 Adrenal 1.37109 2.31725e-18 174.687
Btnl9 Adrenal 1.36314 0.0239965 167.231
Gm4876 Adrenal 1.35043 3.04137e-06 8.50655
Junos Adrenal 1.34339 1.42334e-07 11.5364
Timp3 Adrenal 1.34318 8.67634e-09 686.297
Phidal Adrenal 1.34266 0.0129495 13.7914
Gimap5 Adrenal 1.34116 0.00108291 57.3367
Adora2a Adrenal 1.33239 8.03006e-05 5.53666
Fgfl Adrenal 1.33047 0.012061 26.5298
Arrdc2 Adrenal 1.33013 1.95248e-10 4.40845
B930036N10Rik Adrenal 1.32761 0.0007731 4.06499
Asph Adrenal 1.32264 0.0062873 19.1443
Cdc42ep4 Adrenal 1.32178 2.77453e-39 16.8746
Uggt2 Adrenal 1.31664 2.46993e-06 3.45135
Cxxc5 Adrenal 1.29978 1.27922e-06 6.25043
Zfhx3 Adrenal 1.28806 0.00809355 101.633
Pcdh17 Adrenal 1.28786 0.0460209 218.064
Sultlal Adrenal 1.28606 2.02336e-38 25.8255
Helz2 Adrenal 1.27757 2.69431e-08 20.3358
Cyp20al Adrenal 1.24952 2.05018e-05 33.1112
Nid2 Adrenal 1.2492 0.0164059 16.317

Zfp982 Adrenal 1.24573 0.00344203 3.63235
Col4asd Adrenal 1.23843 0.0329232 10.0997
Zfp827 Adrenal 1.23603 5.51313e-07 5.46477
Ifit3b Adrenal 1.22374 2.88818e-14 10.7263
Gimap4 Adrenal 1.22208 0.0468941 139.279
Rnf122 Adrenal 1.22141 4.97956e-13 6.91913
Phfllb Adrenal 1.2214 0.000953772 6.69095
Tspanl5 Adrenal 1.20749 8.89069e-05 55.2622
Cepl26 Adrenal 1.20389 0.0172023 3.40482
Limch1 Adrenal 1.20058 0.00161618 196.89

Epha2 Adrenal 1.19595 6.61518e-17 9.52506
Tead2 Adrenal 1.19411 3.16013e-22 9.63091
Cd9 Adrenal 1.19382 0.000801294 101.076
Snn Adrenal 1.18959 0.000117412 8.89206
mt-Nd3 Adrenal 1.18894 0.0436555 120.056
Rph3al Adrenal 1.18349 4.72132e-08 10.0871
Airn Adrenal 1.18234 0.00991103 72.8903
Nod2 Adrenal 1.18094 9.55073e-05 3.41643
Fam110a Adrenal 1.18069 0.00459583 14.8761

Macrod2 Adrenal 1.17478 0.0122276 19.0563
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Arhgap26 Adrenal 1.16911 4.45274e-08 125.324
Tes Adrenal 1.1666 0.00197516 12.0291
Cmpk2 Adrenal 1.16228 6.65737e-05 23.6038
N4bp3 Adrenal 1.16004 0.00191107 15.4672
Akapl7b Adrenal 1.15926 1.22155e-07 3.16934
Apobec3 Adrenal 1.14235 1.98682e-08 33.8693
BC052040 Adrenal 1.13238 6.8447e-09 17.1959
Inpp5d Adrenal 1.1302 4.69429e-09 48.3398
Oasl1 Adrenal 1.12784 0.00174371 6.49539
9630014M24Rik Adrenal 1.12175 0.028231 5.79939
Gm36660 Adrenal 1.11644 0.00184831 9.18933
Spirel Adrenal 1.10889 7.68529e-08 5.26472
Semadc Adrenal 1.10017 9.63093e-10 22.5987
Oasl2 Adrenal 1.09687 1.10197e-31 37.4945
Oasla Adrenal 1.09171 3.26829e-09 7.01563
Stk32c Adrenal 1.09044 1.29262e-06 5.57154
Ltbp3 Adrenal 1.08796 0.0351691 4.80655
Gba2 Adrenal 1.08448 1.54188e-09 5.47669
G630016G05Rik Adrenal 1.08136 0.000675299 5.64206
Uppl Adrenal 1.07295 0.0115907 27.6061
Irf7 Adrenal 1.07194 0.00748974 29.1939
Ift22 Adrenal 1.0685 1.47569e-08 3.18192
Sema6b Adrenal 1.06093 3.7244e-05 11.5167
Bckdha Adrenal 1.05427 0.000529658 9.54057
Elf4 Adrenal 1.05329 1.73223e-08 9.79473
Litaf Adrenal 1.04748 8.33732e-18 19.6976
Galnt15 Adrenal 1.04414 4.07392e-06 20.1561
Csrnpl Adrenal 1.04095 1.79852e-07 3.77485
Rps6ka5 Adrenal 1.04084 0.000169443 15.345

Perl Adrenal 1.04068 0.0186077 4.64913
Acsf2 Adrenal 1.03952 0.00224655 14.9265
F2r Adrenal 1.03553 0.0375964 78.5363
Itpr3 Adrenal 1.03265 8.5573e-06 10.1771
Dock6 Adrenal 1.03082 2.04709e-40 63.1536
Zfp703 Adrenal 1.02518 4.61278e-09 4.67285
Cdcl4a Adrenal 1.02012 0.000953069 74.4078
Paldl Adrenal 1.0181 0.00110393 16.6275
4930481A15Rik Adrenal 1.00754 5.37457e-08 5.02492
Smim8 Adrenal 1.0046 4.5761e-07 5.35574
Gpsml Adrenal 0.997129 6.51385e-05 4.98339
Mnl Adrenal 0.992247 0.000430011 6.96236
Pola2 Adrenal 0.983928 3.09022e-18 19.7258
Tmem120b Adrenal 0.983196 5.9582e-16 9.25584
F830016B08Rik Adrenal 0.981119 0.0118722 4.5655

Mmp28 Adrenal 0.979851 0.0271904 11.5883
Ifit3 Adrenal 0.972026 0.0015818 25.9476
Ifitl Adrenal 0.970062 0.0091519 28.0613
Fscnl Adrenal 0.963749 8.25266e-05 34.9848
Jup Adrenal 0.963403 0.0113933 113.001
Gstt2 Adrenal 0.960774 4.05676e-07 12.0402
Gasklb Adrenal 0.956758 0.0218944 21.2436
Gm33370 Adrenal 0.949757 0.0101283 3.0593

Neol Adrenal 0.949739 3.14242e-06 11.9639
Dchs1 Adrenal 0.948376 5.8619e-12 19.1866
Chchd4 Adrenal 0.947229 6.77534e-06 4.47003
ler2 Adrenal 0.94343 0.00384359 50.9564
Arhgap27 Adrenal 0.943289 0.00144471 20.9225
Pnp Adrenal 0.940175 2.69568e-13 44,8111
Rcsdl Adrenal 0.933929 9.99862e-07 45.9539
Nck2 Adrenal 0.925683 0.0175893 14.1755
Zerl Adrenal 0.924845 1.23652e-06 4.92345
Prex1 Adrenal 0.923629 0.0110447 25.883

Spryl Adrenal 0.923261 0.045182 22.3293
Cul7 Adrenal 0.920187 4.87989e-05 5.71734
Enpep Adrenal 0.917694 0.00991103 40.6216
Slc44a2 Adrenal 0.917617 6.66531e-08 47.6057
Ccnd3 Adrenal 0.917135 3.14034e-41 40.463

Ptprg Adrenal 0.915775 0.000977033 561.157
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Arrdc4 Adrenal 0.91403 1.16852e-09 10.4576
2410006H16Rik Adrenal 0.913292 0.00114473 22.7745
Cablesl Adrenal 0.900886 0.0147658 5.88113
Mob3a Adrenal 0.899017 3.39197e-05 3.08183
Resfl Adrenal 0.897422 3.33457e-13 41.9073
Sh2d4b Adrenal 0.897264 0.00413873 4.68401
Zc3hl2c Adrenal 0.896837 1.06283e-11 13.7903
Gramd4 Adrenal 0.895385 0.0497002 6.66567
Aigl Adrenal 0.895085 0.00820494 43.2636
1600014C10Rik Adrenal 0.894808 1.71801e-05 5.20558
Svil Adrenal 0.890376 1.73651e-05 64.4379
Lpar4 Adrenal 0.885095 0.0130553 12.139
Bmf Adrenal 0.881253 0.000252427 5.09672
Fam149a Adrenal 0.877876 0.0246438 3.01659
Pmp22 Adrenal 0.87778 0.0104009 33.4104
Gm12743 Adrenal 0.876906 5.63466e-09 6.25863
Tex14 Adrenal 0.871611 0.0115899 7.3782
Gfod2 Adrenal 0.860891 4.95945e-09 17.0095
Synpo Adrenal 0.858212 0.036831 13.4567
Slc35c2 Adrenal 0.858185 0.000145062 3.09166
Stxbp4 Adrenal 0.85463 0.00084156 5.99172
Ppp1r9b Adrenal 0.851514 1.64705e-07 23.5413
Gm16759 Adrenal 0.849914 0.0462445 3.07179
Mami3 Adrenal 0.848806 0.0359284 108.097
Tle3 Adrenal 0.844767 1.40233e-12 14.5095
Cepl9 Adrenal 0.841817 0.00350304 3.15568
Kic4 Adrenal 0.839721 0.000143801 3.73307
Lrwd1 Adrenal 0.839203 0.000667145 3.06011
Etl4 Adrenal 0.838579 0.0275569 246.321
Irak2 Adrenal 0.837886 6.38498e-12 18.5365
Fzd8 Adrenal 0.837465 0.00309361 5.4984
Adamts7 Adrenal 0.836399 4.87989e-05 4.143
Phcl Adrenal 0.836307 0.0309169 4.11689
Sh2d3c Adrenal 0.8361 2.19531e-10 44,3397
Tribl Adrenal 0.832236 0.0259189 14.0794
Wdr73 Adrenal 0.830535 4.57591e-07 6.76673
Lztrl Adrenal 0.827216 0.00363985 8.94251
Cep85 Adrenal 0.823184 8.26587e-05 5.13612
Amnl Adrenal 0.822216 3.90694e-07 13.9333
Mboat7 Adrenal 0.816592 6.37684e-05 4.89448
Pcnx3 Adrenal 0.815752 3.44825e-13 11.1001
Btgl Adrenal 0.815367 0.0132443 81.1393
Ahdcl Adrenal 0.813369 0.00201521 9.35538
Colgalt2 Adrenal 0.813353 0.0115907 37.2772
Ptprk Adrenal 0.813307 0.0142829 79.4407
Mknk2 Adrenal 0.812144 5.08193e-21 24.7762
Gimap6 Adrenal 0.811906 0.000296986 229.465
CdkI5 Adrenal 0.809881 0.0232175 5.87634
Pragl Adrenal 0.804783 6.4914e-05 10.4795
Sidt2 Adrenal 0.800471 1.73001e-06 7.58596
Tmem86a Adrenal 0.798211 0.000318774 4.5513
Sox4 Adrenal 0.796618 0.00832301 66.4954
Bik Adrenal 0.794161 1.00372e-07 27.0932
Chchd6 Adrenal 0.793286 0.0121755 3.44917
Micalll Adrenal 0.788214 0.0495964 31.9956
Stom Adrenal 0.78652 0.00566654 21.1521
1110051M20Rik Adrenal 0.786237 0.0108203 7.44668
Ankrd28 Adrenal 0.784545 0.000536214 50.1765
Snai2 Adrenal 0.784351 0.0241272 11.6746
Ppmij Adrenal 0.782895 0.0233499 3.19355
2610203C22Rik Adrenal 0.781046 0.0359284 21.4027
Acap3 Adrenal 0.77921 1.69265e-06 6.62926
Rinl Adrenal 0.778983 2.64953e-08 6.59282
Lman2| Adrenal 0.77895 0.00207142 5.06855
Trim30a Adrenal 0.778934 4.45274e-08 71.6437
Coro2b Adrenal 0.777288 0.0466529 26.2872
Prmt7 Adrenal 0.776341 5.02192e-06 6.00773

Rnf31 Adrenal 0.770381 4.40739e-06 7.87004
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Grb10 Adrenal 0.769719 1.52247e-08 66.837
Snhg5 Adrenal 0.763899 0.00222655 3.14067
1110065P20Rik Adrenal 0.76299 0.038136 4.3967
Ppmif Adrenal 0.762778 4.43835e-27 23.4377
Atp9a Adrenal 0.762623 1.6842e-13 17.0036
Fgdl Adrenal 0.762528 0.0206929 3.12951
NIrc5 Adrenal 0.761517 0.00069545 12.4985
Dgka Adrenal 0.760616 2.14e-07 12.6107
S100al10 Adrenal 0.759397 0.00920465 168.794
Tek Adrenal 0.752703 6.04122e-08 271.991
Zfp36 Adrenal 0.751762 0.00411927 32.8894
Gimap8 Adrenal 0.751082 2.75386e-08 40.5312
Plekha5 Adrenal 0.750254 5.97687e-13 21.4856
Slc25a25 Adrenal 0.749138 2.28583e-05 8.37971
Rmnd1 Adrenal 0.747117 0.0437577 3.59162
Slc25a27 Adrenal 0.746544 4.18012e-05 8.60521
Stnl Adrenal 0.745631 9.93718e-07 10.0156
Manlcl Adrenal 0.741852 0.046713 29.1655
Card6 Adrenal 0.741537 8.36004e-05 5.23956
Erccl Adrenal 0.741127 0.0112 9.35904
Smad5 Adrenal 0.739413 7.10227e-07 27.43
Kif3c Adrenal 0.734296 0.00489242 4.79177
4930402H24Rik Adrenal 0.731615 0.0115496 65.7522
E130307A14Rik Adrenal 0.725317 0.00689849 14.3092
Prdm11 Adrenal 0.723306 0.0272433 6.772
Notch4 Adrenal 0.721459 0.000664018 33.3965
Cyth2 Adrenal 0.721339 0.00660992 15.2811
Cyp4v3 Adrenal 0.720954 0.00736615 3.48652
Bcl2ll Adrenal 0.718888 0.0020421 51.36
Batf2 Adrenal 0.718165 0.0226146 3.19885
Ano6 Adrenal 0.718144 0.00358348 41.3586
Ketd17 Adrenal 0.71682 0.00100834 20.715
Slcolcl Brain 12.6079 2.1674e-208 127.968
Ccdc141 Brain 10.4551 1.5118e-237 51.6691
Spock2 Brain 10.3611 2.9953e-157 194.62
Pglyrpl Brain 9.94075 0 62.8149
Mfsd2a Brain 9.55008 5.9344e-101 17.4752
Slc38a5 Brain 9.52339 2.4835e-104 15.0652
Ndnf Brain 9.50256 3.9168e-156 26.9964
Tfrc Brain 9.46914 4.4155e-302 48.9651
Ptn Brain 9.41783 6.07549e-19 173.325
Ocln Brain 9.37028 4.9931e-128 18.5789
Gstad Brain 9.3512 2.52e-127 22.9599
Tnfrsf19 Brain 9.21465 2.51482e-98 13.1176
Frmd5 Brain 9.20715 3.9894e-234 32.5842
Slcola4 Brain 9.09008 9.08893e-13 228.838
Lsr Brain 9.07976 2.4787e-136 16.3185
Zic3 Brain 8.97361 2.70969e-89 10.2824
Foxql Brain 8.81304 3.04863e-41 33.1353
Slc22a8 Brain 8.76545 1.78559%e-17 22.5756
Lmntdl Brain 8.75628 8.6595e-109 12.1216
Fnl Brain 8.68395 4.38959¢-85 57.8708
Foxf2 Brain 8.67157 8.7049e-107 12.5013
Edn3 Brain 8.63536 2.80724e-75 8.111
Hmgcs2 Brain 8.6084 2.18346e-81 10.2679
Zic2 Brain 8.50185 7.28893e-62 7.43105
Slc19a3 Brain 8.47762 1.34525e-90 8.93307
Far2 Brain 8.46413 3.22573e-85 9.52726
Uncl3c Brain 8.39056 1.78529e-73 8.14994
Bche Brain 8.36824 1.16678e-52 7.04987
Gm9946 Brain 8.34961 1.3182e-57 7.59224
Lrp8 Brain 8.32833 6.1548e-109 10.7638
Rab1l1fipl Brain 8.32813 4.773e-69 8.10981
Wnt5a Brain 8.29916 8.35225e-34 7.0518
Elovl7 Brain 8.23567 3.4007e-53 21.9734
Adgri3 Brain 8.22164 2.87803e-09 16.0564
Tbx1 Brain 8.07628 1.49519e-85 7.92961

Plip Brain 8.05986 8.23424e-69 14.04
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Lrn3 Brain 7.95278 9.99679e-32 7.84461
Ddc Brain 7.95212 9.9619e-109 9.95132
Srarp Brain 7.87865 1.35016e-51 20.1948
Degs2 Brain 7.81878 6.71792e-73 10.5169
Carba Brain 7.81271 1.01527e-67 6.88606
Sgms2 Brain 7.7822 1.01982e-16 7.23182
Zic5 Brain 7.76769 4.23233e-11 451839
Proml Brain 7.75238 1.34107e-29 35.8048
lldr2 Brain 7.73252 6.29786e-49 5.02382
Tmc7 Brain 7.63749 9.78027e-31 4.79499
Slc16a4 Brain 7.53887 3.2306e-131 15.9703
Notum Brain 7.51222 6.04934e-43 5.00105
Slc38a3 Brain 7.31368 1.34606e-16 9.75199
1700018A04Rik Brain 7.18649 2.47071e-16 3.33831
Maob Brain 7.18248 3.21468e-40 4.06357
Slc35f2 Brain 7.07805 9.9786e-18 5.48408
Gm609 Brain 6.96516 1.878e-13 4.03227
Gkn3 Brain 6.81624 3.45933e-08 11.0183
Tpd52I1 Brain 6.79575 1.03896e-70 6.54631
Grb14 Brain 6.72515 1.6047e-83 18.3268
Paqr5 Brain 6.66441 4.99997e-12 17.2845
Sema3c Brain 6.52105 1.50814e-09 79.9654
Slc2al Brain 6.5034 4.95698e-53 68.7198
Tmeffl Brain 6.31067 1.11748e-48 5.92645
Sgpp2 Brain 6.29472 8.65078e-11 17.2494
Abcbla Brain 6.21434 4.54992e-23 110

Kep Brain 6.15532 3.87807e-41 3.56675
Gmb5127 Brain 6.1551 5.35867e-09 4.28362
Rad54b Brain 6.06131 3.22946e-20 5.34277
F5 Brain 5.99112 2.78253e-15 3.08054
Flver2 Brain 5.96063 1.07891e-17 5.20448
Rundc3b Brain 5.95933 4.25154e-14 36.3859
Cthrcl Brain 5.77844 1.81248e-14 3.45059
Ankrd37 Brain 5.70048 6.53883e-36 4.02776
Slc7al Brain 5.67296 8.0987e-129 52.7437
Dnah3 Brain 5.65625 2.04933e-25 4.2381
Bmx Brain 5.53915 9.50087e-25 5.04177
Lefl Brain 5.48468 2.65555e-15 75.8599
Ttyh2 Brain 5.45211 1.10225e-46 6.54273
Pdxk Brain 5.41596 1.14317e-73 10.7597
Slc16a9 Brain 5.36706 5.04717e-22 8.5923
Ctsh Brain 5.35555 3.15529e-37 24.5093
Abhd2 Brain 5.29726 0 77.9133
Axin2 Brain 5.23244 3.23886e-44 7.76224
Apcddl Brain 5.21775 1.77248e-11 23.9838
Usp53 Brain 5.16094 5.707e-131 29.2901
Cxcll2 Brain 5.12649 2.88783e-10 247.731
Cp Brain 5.08262 8.82473e-09 13.1593
Cobll1 Brain 5.02103 3.34314e-31 45.0774
Gstm7 Brain 4.95201 5.8597e-40 5.7158
Bsg Brain 4.93638 0 610.583
Foxcl Brain 4.92654 5.85115e-97 19.023
Synpo2 Brain 4.91593 0.000712687 8.20668
Gpcpdl Brain 4.91393 3.19788e-96 96.9715
Cdkn2b Brain 4.85827 1.53735e-39 4.84558
Atpl0a Brain 4.85715 7.6874e-44 40.6023
Netl Brain 4.82541 1.01678e-89 14.8205
Ptgfrn Brain 4.77902 9.3447e-14 4.36049
Agp1l Brain 4.68081 3.90078e-36 10.8319
Slc39a10 Brain 4.67361 1.0002e-216 97.2963
Wfdcl Brain 4.60794 1.20298e-09 22.4226
Ulk4 Brain 4.59021 8.09414e-28 6.02827
Nebl Brain 4.58586 7.15042e-14 53.5066
Ednl Brain 4.53985 7.10972e-12 24.7874
Itm2a Brain 4.4831 6.46284e-05 401.056
Slci6al Brain 4.46821 1.03214e-33 34.1492
Napepld Brain 4.46567 3.06924e-09 3.62865

Gm20631 Brain 4.42913 6.49472e-11 6.09492
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Pcdh19 Brain 4.40208 6.42311e-11 11.9031
Ggact Brain 4.36143 6.65346e-41 6.39201
vwf Brain 4.14914 1.38175e-06 12.462
Synm Brain 4.07922 2.06064e-09 21.7002
Pir Brain 4.03179 6.32784e-19 11.6826
Cldn5 Brain 3.96549 3.29639%e-13 358.698
Maoa Brain 3.93121 9.71226e-32 33.89
Slc7a5 Brain 3.9166 0.000104619 22.8101
Plekhh2 Brain 3.87985 1.3889e-05 8.01457
Slclal Brain 3.86893 1.17305e-07 12.4779
Ccdc152 Brain 3.7947 3.88595e-09 7.1392
Nkd1 Brain 3.76113 6.60074e-06 19.2403
Tmem252 Brain 3.65932 6.92069e-05 8.25837
Arlda Brain 3.64422 3.14976e-51 44.3925
Alasl Brain 3.62929 1.61662e-42 21.9668
Kbtbd11 Brain 3.57127 0.000218071 4.78117
Slc40al Brain 3.55644 0.00696594 44,0787
Myrip Brain 3.52659 5.93112e-13 7.55912
Egflam Brain 3.49857 0.000297579 3.67462
Osbplla Brain 3.49343 1.15723e-31 21.6794
Itih5 Brain 3.46134 0.00245374 78.2973
Pltp Brain 3.45875 1.03499e-07 270.688
Lrrc49 Brain 3.44362 1.02012e-60 16.1041
Reck Brain 3.44185 2.96608e-13 12.7233
Tpd52 Brain 3.42449 4.58697e-12 19.8068
Runx1tl Brain 3.42363 3.08595e-05 5.72434
Sorbs2o0s Brain 3.39907 0.000898316 8.25735
Slc30al Brain 3.38749 5.1024e-162 31.9383
Igflr Brain 3.35231 1.37489%e-40 203.656
Fendrr Brain 3.34595 0.0295006 4.85488
Dach1l Brain 3.30402 0.000331442 39.8076
4430402118Rik Brain 3.29997 3.08959e-12 4.10132
Ptprr Brain 3.2864 9.28363e-09 24.1708
Mob3b Brain 3.26431 1.18342e-24 12.9184
Bhlhb9 Brain 3.24673 5.18942e-11 3.79941
Vwal Brain 3.18062 1.54288e-07 39.8003
Ldirad3 Brain 3.17824 2.32203e-27 28.3892
Car4 Brain 3.16635 0.0169737 101.656
Cd320 Brain 3.16156 9.85673e-25 9.90349
Isynal Brain 3.15975 3.94284e-10 15.8094
Fam13c Brain 3.11321 2.00886e-06 32.0712
Jcad Brain 3.10319 1.1288e-131 130.12
Afapll2 Brain 3.07392 3.91233e-06 16.001
Prnp Brain 3.04459 1.89582e-11 16.8703
Pcp4ll Brain 3.00755 0.000158757 96.5406
Sorbs2 Brain 3.00429 3.57759e-05 109.802
St8siab Brain 2.9994 8.74416e-05 8.8825
St6galnac2 Brain 2.99161 0.00159276 8.03396
Pard3 Brain 2.96359 0.0313337 20.2355
AV356131 Brain 2.93008 1.93857e-08 3.18146
Ly75 Brain 2.92335 2.77379e-05 6.79899
Esyt2 Brain 2.90499 2.7528e-108 116.547
Slc16a2 Brain 2.84649 1.92303e-12 40.2438
Slc6ab Brain 2.81479 2.798e-15 244.207
Slc52a2 Brain 2.80329 9.50333e-10 3.84774
Stxbp6 Brain 2.78308 0.00352721 23.123
Ablim1 Brain 2.7745 1.92217e-08 163.348
Sgtb Brain 2.76667 6.79406e-12 3.7425
Slc25a42 Brain 2.75805 7.64864e-10 3.45899
Myh10 Brain 2.75655 1.52486e-09 13.2874
Prdm5 Brain 2.73429 0.000194389 11.204
Fzd6 Brain 2.70961 4.40903e-43 30.3964
Al467606 Brain 2.70321 0.00148995 5.04649
Glccil Brain 2.69208 1.39529e-25 12.7583
Tgfb2 Brain 2.66201 6.21707e-06 22.492
Prorp Brain 2.66123 1.67438e-13 7.64058
St8siad Brain 2.63864 3.35141e-13 51.8033

Gpd2 Brain 2.63688 1.0381e-63 38.5144
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Glul Brain 2.61291 3.30853e-15 76.9741
Slc31al Brain 2.60781 1.98828e-09 20.6787
Tobl Brain 2.5892 6.74481e-11 15.9398
Rpgripl Brain 2.58408 1.194e-09 5.08052
Gm3848 Brain 2.57775 0.000572255 3.20369
Gm12758 Brain 2.57285 0.00421264 3.05891
Golim4 Brain 2.57038 1.5429e-111 57.2075
Tspanl3 Brain 2.55659 2.23657e-08 96.4358
Cyp4fl7 Brain 2.55051 1.04975e-07 3.00724
Pla2g4a Brain 2.52672 0.0156934 7.06511
Hmcnl Brain 2.52052 2.83478e-08 122.32

E330009J07Rik Brain 2.51925 9.25855e-10 5.23492
Cacnala Brain 2.51921 0.00741208 7.90195
Lmo7 Brain 2.51709 7.586e-13 20.8818
Efr3b Brain 2.51593 2.30842e-05 39.9204
Polk Brain 2.50767 7.85519e-64 39.5785
Sgms1 Brain 2.50698 1.63345e-24 174.143
Ddahl Brain 2.49399 0.000120992 16.4539
Gm16046 Brain 2.47692 7.63704e-05 5.18302
Gm44686 Brain 2.46939 0.00347593 3.1198

Cgnil Brain 2.46649 3.75838e-22 44.8848
Tspan5 Brain 2.46207 7.14701e-32 60.6606
Tmsb10 Brain 2.44192 3.14781e-24 191.187
Plpp5 Brain 2.42965 1.0034e-14 6.47641
Adk Brain 2.42142 6.4322e-07 18.2826
Hs3stl Brain 2.42099 2.37857e-06 8.34445
Fry Brain 2.42074 7.18952e-10 109.799
Capg Brain 2.41474 7.57888e-06 6.72154
Jagl Brain 2.39175 1.4668e-12 12.7608
Mecom Brain 2.39104 3.03198e-09 121.746
Nampt Brain 2.38805 8.96294e-32 39.6318
Gm16541 Brain 2.37266 3.57809e-05 4.38608
Actnl Brain 2.35495 8.68022e-14 14.2487
Rgs12 Brain 2.3103 5.23965e-18 27.2439
Xir Brain 2.29361 9.42967e-05 3.58422
Tiam1 Brain 2.28267 1.29283e-15 31.8596
Per3 Brain 2.2783 4.42484e-09 4.73866
Akricl4 Brain 2.2638 0.00366847 5.51365
Pgm5 Brain 2.26051 0.0153901 11.0225
Slc25al Brain 2.25857 7.94905e-11 8.5107

Nr4a2 Brain 2.25185 1.05771e-07 11.6306
Faim Brain 2.24988 1.28521e-16 20.1718
Lyrm1 Brain 2.21369 3.5675e-06 5.35976
Gm20275 Brain 2.20502 8.39111e-05 5.57325
Csrp2 Brain 2.19431 2.97205e-14 37.3662
Unc13b Brain 2.19051 4.82167e-06 20.5041
Palmd Brain 2.1799 0.000261735 80.2556
Eps8I2 Brain 2.16724 0.00148242 5.84779
Gm49417 Brain 2.16712 5.49111e-12 6.41671
Arl2bp Brain 2.16143 5.58807e-25 30.4272
Ssx2ip Brain 2.15296 0.00756503 8.02982
Rgs5 Brain 2.13807 0.00715924 22.9435
Mylpf Brain 2.13369 0.00215041 3.16456
Fam118a Brain 2.13142 4.13168e-08 4.72535
Layn Brain 2.12139 2.65272e-28 27.0353
Nrep Brain 2.11293 1.90016e-10 23.6236
Tjpl Brain 2.11198 5.06402e-76 195.704
Gm11808 Brain 2.11192 2.33208e-09 16.6165
2700054A10Rik Brain 2.11031 1.2497e-05 4.39993
Tmem98 Brain 2.09253 1.4668e-12 9.74782
Tofa Brain 2.08696 0.00270007 8.00656
1117rd Brain 2.08575 3.75944e-14 9.06007
Ifnarl Brain 2.07956 2.81409e-25 35.4559
Tpml Brain 2.06907 3.93557e-54 62.8281
Amd1 Brain 2.06339 2.84948e-14 10.5353
Shid1 Brain 2.05839 5.42855e-18 12.6362
Col4a3bp Brain 2.04981 1.13899%-74 97.0679

Rbpl Brain 2.0407 4.58997e-16 17.3342
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Skidal Brain 2.03632 0.000167364 3.4704

Dipkla Brain 2.03488 1.06123e-05 14.0575
Noct Brain 2.03438 2.56384e-05 4.68626
Slco2bl Brain 2.03278 0.00148904 16.6783
Def6 Brain 2.0271 0.00172885 4.98393
MIIt3 Brain 2.02699 1.08549e-29 34.1288
Fut8 Brain 2.02345 3.07974e-13 73.4633
Pradcl Brain 2.01699 4.08667e-06 7.62169
Mindy1 Brain 2.00747 7.11275e-24 29.8131
4930517019Rik Brain 2.00608 0.000689829 10.0753
Sestd1 Brain 2.00544 1.53862e-05 7.20695
Gnpnatl Brain 1.99682 1.80305e-07 5.70021
Rassf9 Brain 1.99391 0.00125848 35.9234
Rnf125 Brain 1.98578 9.30647e-07 15.5527
Gm15738 Brain 1.98522 0.00102181 11.3396
9630028HO3Rik Brain 1.98067 0.00243887 8.59503
Adgra2 Brain 1.96219 0.000923868 14.6833
St6gall Brain 1.96184 0.0464061 16.6319
Weel Brain 1.95665 0.00425766 4.0511

Stard13 Brain 1.9536 0.000132072 30.2411
Mfsd4a Brain 1.93998 9.39978e-05 10.9991
FbxI6 Brain 1.93142 7.17576e-07 5.70954
Dctppl Brain 1.92978 4.7243e-07 5.84847
Pop5 Brain 1.89827 4.86995e-09 41.0235
St3gal6 Brain 1.89288 4.32762e-22 74.1475
Abcg2 Brain 1.89105 3.53202e-05 194.758
1700016K05Rik Brain 1.8898 0.00965566 4.04648
Tmem216 Brain 1.88812 3.89874e-05 5.10419
Gm32250 Brain 1.88603 0.00382285 3.65629
Ndufa7 Brain 1.88483 1.0316e-32 122.092
Pik3ip1 Brain 1.8837 0.00172482 10.9769
Thbcld14 Brain 1.88241 5.11498e-09 13.2687
Nudt12 Brain 1.88189 0.000543809 3.02633
Dtwd2 Brain 1.87891 1.59378e-05 4.4474

C030006K11Rik Brain 1.87293 0.00187829 3.93843
Slc52a3 Brain 1.86321 0.000652205 4.86416
Btg3 Brain 1.86009 3.70866e-17 33.1695
Nomol Brain 1.85972 7.86991e-18 15.7113
1300002E11Rik Brain 1.84241 9.9257e-14 13.1509
Tmtc4 Brain 1.84083 1.36853e-07 6.40154
AI597479 Brain 1.84083 2.91907e-05 4.3306

Rnf144b Brain 1.8359 1.97155e-08 21.1416
1810037117Rik Brain 1.83535 5.97071e-29 114.72

Tdrp Brain 1.82644 6.77051e-24 23.6386
Faml6la Brain 1.8261 0.000318736 3.27353
Ndufaf7 Brain 1.82594 1.08661e-10 9.75901
Gm50240 Brain 1.81345 0.00010611 3.84436
Tmem123 Brain 1.80836 2.25406e-35 35.2346
Gltp Brain 1.80433 2.798e-15 20.107

Kiflc Brain 1.79482 4.44484e-21 22.3763
2510002D24Rik Brain 1.78966 1.93304e-08 12.7826
Rpl38 Brain 1.78831 3.7149e-169 379.46

Dipk2b Brain 1.78707 0.0130917 25.8388
Rbm15 Brain 1.77523 2.10686e-09 9.81142
Akapl2 Brain 1.7734 1.78593e-13 69.108

Ak3 Brain 1.76897 1.01084e-18 17.328

Dusp8 Brain 1.76896 0.013771 4.16329
Lzts1 Brain 1.76832 0.00530853 3.52707
Prkag2 Brain 1.76183 4.81842e-06 11.6972
B630019A10Rik Brain 1.75447 0.0246151 7.57071
Miox Kidney 7.98734 4.29728e-79 6.30768
Spink1 Kidney 7.53605 8.74404e-49 4.96821
Pil6 Kidney 6.69873 2.1275e-231 21.6396
Semaba Kidney 6.33433 4.82711e-11 12.7478
Epha6 Kidney 5.84824 2.74924e-07 16.4843
Olfmi2b Kidney 5.13699 5.52884e-38 3.66078
Ddit4l Kidney 4.45901 5.35631e-10 3.92267

Plac8 Kidney 4.38771 3.11576e-08 12.1007
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Col18al Kidney 4.37228 2.4974e-11 4.40191
Tspan8 Kidney 4.36605 2.06509e-05 4.84956
Atp8a2 Kidney 4.21719 6.02031e-23 5.23398
Dkk2 Kidney 4.0371 0.000126621 52.108
S100a4 Kidney 4.00204 4.05394e-08 4.69646
Atp2a3 Kidney 3.98809 8.44117e-32 3.72256
Kank4 Kidney 3.79674 2.71898e-11 11.487

3110099E03Rik Kidney 3.73117 0.00163795 12.3415
Gm6213 Kidney 3.70087 0.00283502 13.3176
Plat Kidney 3.67751 3.48703e-10 81.642

Gimap3 Kidney 3.35468 0.0136511 6.34541
Hoxa7 Kidney 3.22597 0.0207145 12.1046
Gm30382 Kidney 3.1652 1.15053e-06 18.4453
Speccl Kidney 3.06217 1.04852e-07 7.17254
Lpl Kidney 2.98908 0.000430491 18.9643
Lypd6 Kidney 2.82307 0.000290485 3.94258
Zbtb7c Kidney 2.79563 0.000180157 4.5973
Arhgef26 Kidney 2.63484 0.00222212 10.3665
Dram1l Kidney 2.56208 0.00455847 30.9785
Atpl3a3 Kidney 2.54245 1.55233e-11 23.4089
Mmp11 Kidney 2.52427 0.0113298 4.06486
Uchll Kidney 2.5035 0.00417876 11.7076
Cacnala Kidney 2.49465 0.0142518 7.90195
Mpped2 Kidney 2.4491 0.0198247 16.7914
S100a6 Kidney 2.4397 0.00712325 97.9902
Mapt Kidney 2.43521 0.00095507 21.029
Cldn15 Kidney 2.41335 0.0209957 17.2309
Ifi2712a Kidney 2.32931 0.000149866 17.1539
Ctnna3 Kidney 2.28647 0.00160588 36.2749
Thx3 Kidney 2.26581 0.0329325 19.43

Egin3 Kidney 2.19066 0.0119992 7.13754
Nuprl Kidney 2.13045 0.0072291 6.09911
Serpine2 Kidney 2.11926 0.0383678 8.95757
Crispld1 Kidney 2.09556 0.0233933 20.1046
Alpl Kidney 2.06784 0.0202329 19.6685
Thsd7a Kidney 2.06734 0.000150477 25.7927
Igfl Kidney 2.06003 0.01179 13.771

Plaat3 Kidney 2.03899 5.28833e-10 23.3657
Boc Kidney 2.01091 0.0257679 17.4116
Fgd4 Kidney 1.98847 0.0437991 9.57169
Emp3 Kidney 1.98395 1.32526e-08 24.5201
Ppmle Kidney 1.97864 0.000462171 17.5698
Cyp4b1l Kidney 1.96501 0.0275076 78.1398
Rflna Kidney 1.95151 0.00572149 11.9999
4930542D17Rik Kidney 1.90537 0.0011328 4.38527
KIk8 Kidney 1.90466 3.67208e-07 12.4545
Rsad2 Kidney 1.84477 0.00253066 205.58

Itga3 Kidney 1.80779 0.00167742 10.098

Pdlim2 Kidney 1.79757 0.000150477 4.07177
Slc27a3 Kidney 1.77011 0.0036617 3.05187
AU021092 Kidney 1.76778 0.00884712 94.3791
Cdkls Kidney 1.75962 1.60003e-05 5.87634
Fgfr3 Kidney 1.75191 0.000430491 3.36818
Ltcds Kidney 1.74743 0.001449 5.87259
Etfbkmt Kidney 1.70661 0.00697151 6.40394
5033406009Rik Kidney 1.69 0.0286797 3.00068
Mycn Kidney 1.67837 0.0135149 3.03664
Ccrl2 Kidney 1.63637 2.63944e-05 27.8783
Fgfl Kidney 1.62439 0.00151889 26.5298
Sncg Kidney 1.61293 0.0209172 22.9515
Plscrl Kidney 1.60585 0.00870062 46.4138
Sgk1 Kidney 1.52621 1.24284e-09 156.014
Coil Kidney 1.52329 3.94754e-08 6.54359
2700033N17Rik Kidney 1.52123 9.02006e-05 9.29892
Smpdi3a Kidney 1.51937 8.1409e-08 54.6223
2900052L18Rik Kidney 1.49194 1.15343e-06 5.47701
Mylk Kidney 1.48898 0.0061543 14.3543

Cacfdl Kidney 1.47092 0.0019912 3.38132
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Rtp3 Kidney 1.4586 0.0496038 10.3967
Inppab Kidney 1.45494 0.0431001 75.3409
Gimap5 Kidney 1.4537 0.000470471 57.3367
Gm49767 Kidney 1.45198 0.00444665 6.22557
Mospd2 Kidney 1.42996 1.66186e-07 30.8653
Trip6 Kidney 1.37867 0.00271427 3.91681
Plaur Kidney 1.37487 0.00967518 14.9892
Riox1 Kidney 1.36248 4.83419e-05 5.18852
Maged2 Kidney 1.33675 2.71075e-06 11.9107
Ankrd33b Kidney 1.3344 0.0003269 19.9996
Hoxb2 Kidney 1.31347 0.0109983 6.82079
4930554G24Rik Kidney 1.31041 0.0246244 7.46705
Nuak1 Kidney 1.3059 0.000309198 22.9137
Rpl10-ps3 Kidney 1.30576 0.000375446 3.68977
Rab4da Kidney 1.29289 0.000200975 9.24716
Fam110a Kidney 1.29243 0.00491151 14.8761
Metrnl Kidney 1.29068 0.00555596 4.63714
C430049B03Rik Kidney 1.29052 8.45071e-06 14.4617
Tmem237 Kidney 1.28523 2.97388e-06 7.54106
Phfllb Kidney 1.27242 0.0270235 6.69095
Srxnl Kidney 1.27166 0.0088976 3.4277
4930444A19Rik Kidney 1.27088 0.00788682 4.24489
9230114K14Rik Kidney 1.26543 0.00711328 3.19971
1110051M20Rik Kidney 1.26238 0.0015054 7.44668
Ldir Kidney 1.23544 0.000234232 6.97163
Mocos Kidney 1.23119 0.00155847 3.431
Phida3 Kidney 1.23014 0.0335014 5.19205
Bex3 Kidney 1.22036 0.00557588 14.1048
2700062C07Rik Kidney 1.21564 0.00172409 3.57685
Pradcl Kidney 1.20792 0.0307632 7.62169
Adgre5 Kidney 1.20782 3.05523e-38 59.177
Enho Kidney 1.20342 5.84706e-05 12.9193
Csfl Kidney 1.20214 1.74543e-06 27.2888
Asap2 Kidney 1.19989 8.60434e-08 44.9
4930599N23Rik Kidney 1.19935 0.000109494 13.514
Tmem218 Kidney 1.19916 0.0056019 4.17033
Gm19522 Kidney 1.19764 0.0384007 5.22627
Rfesd Kidney 1.19264 0.00257033 3.07979
Gchfr Kidney 1.19073 0.00517574 17.1405
Ephx1 Kidney 1.18985 0.00750443 17.9145
Comtdl Kidney 1.18219 0.000441308 5.35369
Sox17 Kidney 1.17349 2.41943e-05 55.3621
Anxal Kidney 1.17145 0.0120113 9.81002
4930549G23Rik Kidney 1.16269 0.00621419 3.6584
Hacd4 Kidney 1.16061 0.000310227 17.1063
Ift57 Kidney 1.15592 0.0100334 4.59041
C030034122Rik Kidney 1.1424 0.0211407 3.14989
Mras Kidney 1.13923 0.0130331 3.12918
Surf2 Kidney 1.13468 0.00217829 5.01938
Zc3h12b Kidney 1.13204 0.0197941 7.20402
Tmem71 Kidney 1.12744 0.00477594 5.57939
Tcim Kidney 1.12128 0.0173074 192.12
Ringl Kidney 1.11586 0.000457325 6.89267
Mtcpl Kidney 1.09807 0.0153583 3.83756
Cmc4 Kidney 1.09727 0.000176132 8.84133
Gm34574 Kidney 1.09391 0.0275076 3.33025
S100all Kidney 1.09369 4.61844e-06 75.9177
Rps19bp1 Kidney 1.09042 6.2238e-05 10.0194
Zfp697 Kidney 1.09022 1.48728e-05 9.79595
Nthi1 Kidney 1.09008 0.0439115 3.52954
Tmem86a Kidney 1.08443 0.0117378 4.5513
Gnptg Kidney 1.08086 0.014276 5.56741
Cdksrap3 Kidney 1.07291 0.0278688 5.9937
Ncoa7 Kidney 1.07275 0.0009192 52.4523
Cyp20al Kidney 1.07122 0.00705084 33.1112
Zdhhc12 Kidney 1.06914 0.0181887 4.39511
Wdr60 Kidney 1.06301 0.0161125 3.63417

Histlh4d Kidney 1.05954 0.0223711 4.18588
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Icam2 Kidney 1.05709 8.12284e-12 111.146
Tmem184c Kidney 1.05322 0.0327531 3.80848
Cd9 Kidney 1.04768 0.0107769 101.076
Abr Kidney 1.04432 0.000368189 13.031
Ttc32 Kidney 1.04422 0.00114791 7.58703
Spryd7 Kidney 1.03784 0.0215929 9.01992
Qsox2 Kidney 1.03401 0.000383692 6.99521
Phflld Kidney 1.03385 0.000728782 22.5219
Prr13 Kidney 1.0324 0.000878037 24.6118
Zkscanl4 Kidney 1.03149 0.0269493 3.30154
Usp50 Kidney 1.03055 0.0259212 45232
Yaeldl Kidney 1.0296 9.42365e-07 15.7825
Coq2 Kidney 1.02743 1.29129e-06 12.7418
Zfp593 Kidney 1.02611 0.0150165 4.72272
Cbrl Kidney 1.02551 0.00299541 12.8425
Malsul Kidney 1.02514 4.50012e-06 18.3973
Gm4070 Kidney 1.02364 0.00512551 7.82757
Fdps Kidney 1.02242 0.0137034 9.33916
Ctsf Kidney 1.0213 0.0100148 7.05977
Samd12 Kidney 1.02098 1.08389e-06 167.589
1700037H04Rik Kidney 1.02007 0.0209172 3.51628
4732440D04Rik Kidney 1.01973 0.0374004 3.86258
Zdhhc24 Kidney 1.01485 0.0290579 3.31497
Polr3d Kidney 1.01455 0.00717329 5.82902
S100a10 Kidney 1.00746 9.70415e-05 168.794
Gimap1 Kidney 1.00261 3.55647e-06 67.24
Apex1 Kidney 0.997585 0.0220327 3.47266
Cenpt Kidney 0.996458 0.0334684 4.78433
Tmed1 Kidney 0.99638 0.0408658 6.02732
1120rb Kidney 0.995308 0.000102818 62.9048
Traf3ipl Kidney 0.994441 0.0056682 4.424
Gngt2 Kidney 0.990701 0.0001102 83.6779
Cdk5rapl Kidney 0.989921 0.00214163 6.09843
G630016G05Rik Kidney 0.989618 0.0483327 5.64206
Cyb561d2 Kidney 0.986478 0.0260348 3.9623
Cmpk2 Kidney 0.983131 0.0132082 23.6038
Kenrg Kidney 0.982894 0.0355068 4.57465
Hint3 Kidney 0.981626 0.001108 19.6616
Mull Kidney 0.981146 0.00349757 6.05673
Zfp758 Kidney 0.980007 0.0193427 5.03172
Ifi44 Kidney 0.977638 0.0487226 81.9262
Bmyc Kidney 0.977625 0.00844174 11.1199
Tmem35b Kidney 0.976743 0.0414055 3.69869
Midlipl Kidney 0.969297 0.0450642 8.27978
Pts Kidney 0.962153 0.00349404 11.119
Wrap73 Kidney 0.961583 0.00928226 5.15172
Tmem230 Kidney 0.956614 0.00133945 6.82138
Wdr46 Kidney 0.95184 0.0296855 3.64063
Rrp8 Kidney 0.949239 0.0335873 6.33063
Exoc3l4 Kidney 0.94373 0.000775051 29.4946
Rppl4 Kidney 0.943028 0.000696605 7.80786
S100al Kidney 0.941489 0.0251289 58.9026
P4ha2 Kidney 0.940229 0.0013097 7.55608
Zfp866 Kidney 0.938333 0.00712325 6.47937
Hegl Kidney 0.937544 4.91699e-23 196.1
Aopep Kidney 0.936918 6.83495e-06 157.802
Ptpmtl Kidney 0.930467 5.78901e-06 13.4941
Znrd2 Kidney 0.929907 0.0213707 6.76182
Pwwp2b Kidney 0.923957 0.0156424 8.57654
Cptp Kidney 0.922287 0.0455913 3.48619
Asrgll Kidney 0.922077 0.0031569 5.98645
Smim27 Kidney 0.920829 0.00260604 11.6505
Ifit3 Kidney 0.918209 0.0138409 25.9476
Tm2d3 Kidney 0.915563 3.82504e-05 20.3628
Efnb2 Kidney 0.915551 0.00178407 101.705
Surfl Kidney 0.915301 0.000705131 11.9172
ll2rg Kidney 0.912607 0.000794246 11.4022

6430590A07Rik Kidney 0.912334 0.0137034 5.40895
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Prex1 Kidney 0.912249 0.0363733 25.883

Tmd4sfl Kidney 0.909105 0.000581283 470.426
Pde6d Kidney 0.908597 6.92744e-05 16.8468
Ppcdc Kidney 0.906804 0.0389165 3.93301
Gadd45a Kidney 0.905542 0.0240968 6.46539
Pcbp3 Kidney 0.904942 0.00189663 16.8782
Nipal3 Kidney 0.903008 0.00579245 9.29107
Cep63 Kidney 0.902145 0.0205974 6.85121
Tfdpl Kidney 0.899095 0.0379091 5.89402
Igf2r Kidney 0.894889 0.0293249 16.021

Histlh2be Kidney 0.892896 0.0409133 4.63102
1700084CO6Rik Kidney 0.891869 0.0445466 6.4003

Gtpbp8 Kidney 0.891766 0.00431183 8.33232
Mrpl36 Kidney 0.883314 9.66744e-05 23.7892
Ubl4a Kidney 0.881348 0.00220253 9.70561
Slc48al Kidney 0.877968 0.0185832 18.4234
Bbc3 Kidney 0.87643 0.0497169 4.54693
A130014A01Rik Kidney 0.876201 0.00240747 7.59501
Phf7 Kidney 0.875907 0.0088302 6.13864
Zfp961 Kidney 0.875203 0.00737145 5.89756
Ncald Kidney 0.870946 0.0420302 21.4573
Med30 Kidney 0.870028 0.0236421 11.4929
Katnal Kidney 0.868435 0.000186679 11.4699
2410006H16Rik Kidney 0.866807 0.0234469 22.7745
Binl Kidney 0.865689 0.00126436 13.3812
Dhps Kidney 0.864947 0.00228251 12.2261
Cep85 Kidney 0.859191 0.0386282 5.13612
2810013P06Rik Kidney 0.859115 0.00102487 11.7807
Ndell Kidney 0.85634 0.000891864 58.7166
Tm2d2 Kidney 0.85039 0.00240747 24.7761
Tmem170 Kidney 0.845821 0.0487226 4.22937
Dalrd3 Kidney 0.845404 0.0279735 5.59774
Gas6 Kidney 0.844933 3.55647e-06 125.997
Rnf123 Kidney 0.844028 0.0109143 5.89387
Erg28 Kidney 0.840536 0.000445427 14.2081
Histlhlc Kidney 0.837679 0.0132486 17.857

U2afll4 Kidney 0.836453 0.0103383 12.4421
Ddah2 Kidney 0.835248 2.05703e-10 41.9045
Tmed4 Kidney 0.834436 2.6014e-05 19.2415
Tmem175 Kidney 0.833631 0.00747871 9.73554
Mrpl2 Kidney 0.831288 0.00013565 16.5967
Endov Kidney 0.82398 0.0432714 4.28345
Mtrfll Kidney 0.823086 0.0254457 6.10153
Inpp5k Kidney 0.822582 0.00379128 27.8455
Gnl2 Kidney 0.8196 0.0168042 9.38989
BC052040 Kidney 0.818943 0.0288906 17.1959
Zfp606 Kidney 0.818528 0.0286797 5.45001
2810403D21Rik Kidney 0.817521 0.01907 7.88203
CAAA01118383.1 Kidney 0.817363 0.00212025 14.1597
Cd274 Kidney 0.814929 0.0290903 11.4503
Amnl Kidney 0.811445 0.00788682 13.9333
Emc4 Kidney 0.81062 0.00712325 18.8407
Akap9 Kidney 0.810442 1.32623e-10 48.0223
Gpatch4 Kidney 0.803564 0.0317824 7.29233
Trerfl Kidney 0.80305 0.0436105 18.7278
Tcta Kidney 0.802139 0.00459677 8.76881
Pola2 Kidney 0.799927 0.0234866 19.7258
Spg20 Kidney 0.799173 0.0152418 8.13421
Eif2b4 Kidney 0.798124 0.00441237 8.56134
Cep290 Kidney 0.797702 0.0494785 5.83587
E130102H24Rik Kidney 0.793448 0.00189663 9.02519
Zmat5 Kidney 0.792936 0.00167146 16.8962
Ankrd24 Kidney 0.792368 0.0383191 6.07776
Mrpl58 Kidney 0.788492 0.0010275 23.5854
Pgrmc2 Kidney 0.785798 6.46116e-05 21.9973
2810006K23Rik Kidney 0.783225 0.0483266 4.59158
Mtchl Kidney 0.779469 0.000246275 74.1977

Vdac3 Kidney 0.779299 5.57411e-11 58.3688
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Tmem219 Kidney 0.778455 0.0384007 11.2672
Trmt6 Kidney 0.778002 0.00238449 9.75878
9430038I01Rik Kidney 0.774646 0.0487226 6.75682
Zdhhc4 Kidney 0.774503 0.01179 8.42906
Usp18 Kidney 0.774138 0.0156534 13.8556
Tmem208 Kidney 0.773215 0.00240747 31.6887
Mkrn2 Kidney 0.773049 0.0126314 8.17604
Srgn Kidney 0.769919 4.16013e-05 347.26

Xab2 Kidney 0.764752 0.0234616 6.69632
Pigp Kidney 0.763182 0.000829877 24.3331
mt-Cytb Kidney 0.761232 0.000129282 1358.49
Otulin Kidney 0.760298 0.000227318 19.8962
Ddx27 Kidney 0.759996 0.0187638 14.0908
Sgf29 Kidney 0.756777 0.0141774 11.177

Rab11fip2 Kidney 0.756504 0.00646035 12.3456
Tspo Kidney 0.755869 0.025268 127.621
Thcld32 Kidney 0.754571 0.039076 8.75774
Plgrkt Kidney 0.754506 0.000166523 35.524

Zranb2 Kidney 0.751842 1.80793e-08 32.556

Ddal Kidney 0.750916 0.0326237 11.8004
Dnasell3 Liver 11.788 6.4944e-250 154.363
Stab2 Liver 11.5542 0 288.929
Clec4g Liver 11.5222 2.2312e-214 115.555
Fcgr2b Liver 11.2036 3.959%e-241 110.188
Adam23 Liver 10.7427 1.1354e-226 82.8348
Gata4 Liver 10.6893 3.9576e-184 64.8845
Pixncl Liver 9.66574 0 92.5714
Aass Liver 9.36205 3.8429e-151 27.7979
Lyvel Liver 9.27925 9.6322e-170 31.1154
Hof Liver 9.02196 4.2291e-129 20.4394
Msrl Liver 8.88381 2.6888e-204 30.1847
Maspl Liver 8.67124 4.0004e-134 17.8507
Gm15675 Liver 8.63589 3.8703e-142 18.6474
Hpgd Liver 8.61884 3.099e-171 22.3181
Slc9a9 Liver 8.45134 0 80.2365
Cd55 Liver 8.37324 0 70.2169
lggap2 Liver 8.35105 4.0568e-200 23.2583
ll1a Liver 8.12754 2.0329e-117 12.2578
Robol Liver 8.0317 2.8763e-162 17.0927
Fmnl Liver 8.01748 6.7022e-112 11.3808
C5ar2 Liver 7.80692 3.244e-104 9.52319
Rspo3 Liver 7.78279 8.5831e-106 14.2987
6030498E09Rik Liver 7.75442 1.27899e-97 8.82917
Greb1l Liver 7.54105 3.7523e-103 8.74555
Csmd1 Liver 7.40967 3.86617e-88 7.72013
Rerg Liver 7.32049 4.81799e-85 6.55929
Whnt2 Liver 7.31572 2.57228e-23 23.7907
Palld Liver 7.23051 9.41599e-32 68.0807
Tmem132e Liver 7.09712 7.43181e-78 5.38469
Cdg4 Liver 7.06569 2.4836e-161 11.593

Tfec Liver 6.91669 3.3321e-105 6.66209
Dpp4 Liver 6.84723 4.61581e-09 60.8445
Akrlb8 Liver 6.81661 2.89947e-86 5.48095
Slc43a2 Liver 6.74437 2.78517e-37 31.4512
Gnal4 Liver 6.73241 3.05988e-76 4.6325

Mrcl Liver 6.72097 3.78844e-10 155.815
Tnik Liver 6.69944 7.3593e-285 17.9339
Bmp2 Liver 6.55053 2.82079e-31 98.0877
Vstm4 Liver 6.52754 2.43502e-76 4.18976
Serpina3f Liver 6.41477 1.81657e-94 5.27822
Tpbgl Liver 6.33139 6.6525e-102 26.993

Gm12840 Liver 6.32181 7.222e-132 7.26352
1700047M11Rik Liver 6.30237 3.27055e-62 3.10129
Gm12648 Liver 6.29156 1.44806e-65 3.91074
Esrrb Liver 6.2152 5.59211e-62 3.03901
Flrtl Liver 6.21227 9.2919e-78 3.96472
Snx24 Liver 6.18618 1.11573e-78 32.3929

Egfem1 Liver 6.18475 3.30287e-12 5.07165
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Cntfr Liver 6.16158 1.26428e-68 3.53926
Npl Liver 6.12746 3.8593e-132 6.64997
Frrs1 Liver 6.04643 2.45731e-87 4.4151
Hpse Liver 5.91684 1.93108e-67 3.1694
Rgs7bp Liver 5.8511 2.9302e-284 14.6966
Cux2 Liver 5.78237 8.43204e-70 3.11919
Khdrbs3 Liver 5.60458 2.05091e-17 10.9335
Maf Liver 5.57555 5.82608e-28 246.731
Cleclb Liver 5.56611 1.1892e-221 10.9165
Ralgapa2 Liver 5.50262 0 154.128
B3galtl Liver 5.48817 2.74975e-10 69.8927
Itga8 Liver 5.45662 2.15716e-14 33.6726
1gsf3 Liver 5.37341 8.21508e-68 3.10224
Scamp5 Liver 5.34246 7.61408e-84 3.47729
Gm10605 Liver 5.32801 1.6911e-117 4.92476
Clqtnfl Liver 5.31345 1.5844e-178 8.08588
Ackr4 Liver 5.28031 1.30376e-75 3.1277
Mirl100hg Liver 5.23563 2.64087e-21 18.1043
Dennd2a Liver 5.21886 4.5182e-124 6.43046
Selp Liver 5.19976 8.00101e-20 3.97011
Ctnnall Liver 5.14621 3.13415e-85 3.37691
Rasgeflb Liver 5.14268 6.90406e-18 19.4764
Adgrg6 Liver 5.14091 1.72193e-08 8.37759
Qit3 Liver 5.13939 3.88253e-09 49.1706
Gm30938 Liver 5.051 8.71341e-82 3.14023
Serpina3g Liver 5.03964 1.802e-10 12.2322
Gm30648 Liver 4.94659 5.0257e-115 4.48757
Gm16083 Liver 4.92857 6.12598e-23 9.99873
Faml24a Liver 4.86746 1.64817e-90 39.8937
Dock7 Liver 4.84631 1.20571e-15 12.786
Gpr182 Liver 4.75128 7.92629e-21 99.2464
Dusp10 Liver 4.7255 1.3384e-105 4.83319
Pdelc Liver 4.71997 3.58707e-09 16.4054
Lgmn Liver 4.71499 3.5882e-131 44,5793
Zmynd15 Liver 4.68158 5.0994e-140 5.31462
Col27a1 Liver 4.67147 1.161e-80 3.16525
Anapcl5 Liver 4.56532 4.94273e-88 24.3606
Dse Liver 4.53145 1.1247e-68 30.276
Zfpm2 Liver 4.52125 2.94976e-13 29.3556
Olfm1 Liver 4.42297 2.1109e-210 10.0921
N4bp2I1 Liver 4.41176 1.12016e-28 5.1798
Kit Liver 4.3934 1.81934e-17 30.3712
Rab3b Liver 4.38347 1.99119e-25 3.39498
Zeb2 Liver 4.33952 1.80947e-09 69.4235
Susdl Liver 4.30058 1.01512e-12 3.3993
Pdk4 Liver 4.29442 3.29118e-19 8.68148
Arhgap45 Liver 4.24415 3.9361e-12 23.17
Morrbid Liver 4.1944 0 19.7222
Hdc Liver 4.17079 3.12307e-31 6.34975
Shisa9 Liver 4.1355 2.9744e-10 5.17799
Gpri155 Liver 4.12675 1.916e-201 10.9863
Abat Liver 4.1157 1.97051e-33 5.16608
Arrb2 Liver 4.08343 1.957e-290 11.0018
Itsnl Liver 4.04474 2.4493e-169 41.7457
Mical2 Liver 4.04457 1.37057e-17 5.87385
Acer3 Liver 4.04002 1.0313e-174 37.1328
Plxdc1 Liver 4.03783 1.20584e-49 3.6395
Hs3st3bl Liver 4.03551 5.44137e-51 23.1584
Tspan? Liver 4.03336 8.3695e-09 120.721
Ptch2 Liver 3.967 1.95322e-18 3.9455
Agpl Liver 3.96391 9.44427e-14 182.432
Tmem106a Liver 3.96073 0 23.3689
Cadps2 Liver 3.95518 1.00834e-17 19.384
Aplbl Liver 3.94326 4.82965e-58 32.244
Mb21d2 Liver 3.85531 1.04854e-74 27.0659
Gm46565 Liver 3.85172 1.18283e-55 10.2285
A830082K12Rik Liver 3.83033 4.7282e-09 7.28134

Lrmp Liver 3.81791 1.65088e-08 4.81908
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LoxI2 Liver 3.81548 6.1562e-103 4.13291
Mid1 Liver 3.78234 4.4241e-126 52.2325
Cnksr3 Liver 3.74142 0 45,2237
Sntbl Liver 3.73864 1.5553e-05 91.5245
Ppfia2 Liver 3.7269 3.18505e-12 37.8179
Cxcl9 Liver 3.70413 0.000676547 17.5562
Cxcl16 Liver 3.70031 3.95362e-46 16.5745
Gnpdal Liver 3.69115 3.76857e-47 6.70635
Agfg2 Liver 3.67629 1.02709e-12 9.95832
Gsap Liver 3.67048 6.02098e-82 4.55316
Gm26885 Liver 3.65906 9.48182e-97 4.4287

Rab27a Liver 3.65634 2.50395e-43 9.48257
Pabpc4l Liver 3.64663 2.91186e-47 3.73004
Snx8 Liver 3.63649 7.05074e-43 17.0817
Ccdc80 Liver 3.59472 2.0743e-12 19.7261
Fign Liver 3.5919 1.39086e-07 8.98112
Lcp2 Liver 3.59093 3.54414e-07 3.33428
l16st Liver 3.53185 8.3985e-260 112.024
Selenop Liver 3.5269 2.8883e-106 610.031
Vcaml Liver 3.50652 5.2107e-10 17.2226
Gramdlc Liver 3.47846 2.49339%e-14 3.01908
Mmpl4 Liver 3.46534 9.42449e-18 16.7747
Meisl Liver 3.45244 4.31562e-22 34.7673
Cemip2 Liver 3.44935 5.07409e-89 138.874
Cxcl10 Liver 3.39953 1.42023e-06 12.5828
Psd3 Liver 3.39824 1.33808e-73 196.746
lgfbp4 Liver 3.39096 5.12324e-16 117.721
Pricklel Liver 3.38727 1.49873e-21 129.943
Gatm Liver 3.37375 0.00167143 109.129
Hidl Liver 3.32674 4.3906e-10 3.95916
Tfpi Liver 3.29899 1.7414e-162 47.0683
Cdh4 Liver 3.29217 2.47032e-10 16.0444
Celf4 Liver 3.27955 1.69357e-05 7.6721

Sema4b Liver 3.27239 8.12098e-29 3.51358
Dmd Liver 3.27197 7.05686e-10 32.9384
Cdh13 Liver 3.26044 6.5006e-07 77.5516
Sirpa Liver 3.23813 0.00088567 17.489

F8 Liver 3.23675 1.00818e-06 153.323
Bmp6 Liver 3.23273 7.62755e-33 74.9884
Slc38a6 Liver 3.22122 2.0237e-184 28.1774
Pletlos Liver 3.19987 1.12426e-05 10.115

Prelp Liver 3.18417 1.09987e-11 4.65859
KlhI3 Liver 3.1596 1.5854e-114 14.6063
Tmem51 Liver 3.12673 1.84242e-07 9.96923
Arhgdib Liver 3.12547 1.4607e-130 24.3049
Slc39a8 Liver 3.11908 5.02393e-05 27.0204
Pdlim1 Liver 3.1138 5.50612e-05 23.7003
B130024G19Rik Liver 3.08887 3.10457e-06 13.7442
Klhi13 Liver 3.08798 4.4727e-22 5.65548
Dab2 Liver 3.07176 1.08096e-49 113.148
Lgalsl Liver 3.06243 4.76779e-22 24.1594
Adgrg3 Liver 3.04772 3.07117e-15 16.9272
Jak1 Liver 3.04589 3.45095e-54 175.064
Xkré Liver 3.03259 3.0201e-196 12.9469
Bmper Liver 3.0119 0.000341168 5.40882
Rhod Liver 3.01131 4.85661e-90 5.56974
Man2al Liver 2.99767 1.2216e-283 100.438
Cnr2 Liver 2.99648 3.77403e-13 7.07813
Snx18 Liver 2.9936 7.4359e-240 15.8536
Wdr59 Liver 2.98034 1.79729e-90 11.5678
Shroom2 Liver 2.97028 1.79593e-18 32.4214
Fam49a Liver 2.95452 2.94347e-20 6.60434
Ehd3 Liver 2.93952 9.70155e-05 404.825
Exoc6 Liver 2.93416 2.632e-222 65.4468
Myzap Liver 2.91387 1.29248e-37 9.46292
Itga9 Liver 2.90217 3.95098e-31 89.1965
Prkn Liver 2.8833 3.98348e-23 21.6867

Agpat5 Liver 2.88312 2.7742e-134 30.3623
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Psen2 Liver 2.87286 1.6162e-244 17.6513
Tns3 Liver 2.83907 1.44553e-16 27.8182
Kcnké Liver 2.83739 2.6173e-125 7.76382
Lrmda Liver 2.82852 2.19242e-14 355.835
Stabl Liver 2.82211 1.19083e-22 110.447
Uaplll Liver 2.7875 2.54627e-35 3.6345
Hmga2 Liver 2.7827 0.0143736 4.48872
Fam222b Liver 2.76574 8.7961e-220 59.7776
Myo7a Liver 2.76224 5.26948e-09 16.0264
Dpy1914 Liver 2.74703 8.2122e-161 27.6199
Arhgap23 Liver 2.74661 9.11102e-97 69.4808
Gypc Liver 2.7463 7.54341e-15 7.13956
Rnasel Liver 2.72509 5.23466e-09 6.18873
Ifi207 Liver 2.71484 6.74549e-15 11.0953
Creb3l1 Liver 2.71315 5.47139%e-14 3.18258
Slc25a37 Liver 2.70805 3.4826e-205 12.8158
Smad6 Liver 2.70796 3.66336e-18 48.9442
Snx5 Liver 2.68632 7.0275e-171 33.0252
Manla Liver 2.67656 8.71002e-64 77.7288
Mgmt Liver 2.67382 8.0899e-106 14.8016
Ccn4 Liver 2.66712 4.69287e-07 6.42307
Cotll Liver 2.66652 1.66401e-17 32.587
P2ryl Liver 2.65847 0.000338726 7.34199
Tspan2 Liver 2.65435 6.16769e-29 9.59374
Clen5 Liver 2.65422 1.53808e-22 8.33856
Epb4112 Liver 2.65035 2.70017e-77 78.2986
Mertk Liver 2.64588 2.19223e-25 79.192
Atrnll Liver 2.63936 8.1547e-104 109.067
Slc7a7 Liver 2.61327 3.65589e-85 20.8387
Appl2 Liver 2.60915 3.29122e-38 7.24622
St3gal4 Liver 2.59634 8.11746e-31 133.257
Arrbl Liver 2.57844 2.21304e-18 21.2943
Slco2al Liver 2.56735 3.28802e-11 52.3793
Ifitm10 Liver 2.55959 2.70959e-10 8.4916
Col5a2 Liver 2.55676 4.59695e-24 7.5397
l113ral Liver 2.53681 5.94537e-45 18.4677
Raphl Liver 2.53606 1.17073e-29 64.5672
Ikzf2 Liver 2.53558 1.50684e-11 6.69619
Ap2a2 Liver 2.5226 1.84266e-92 47.461
Taok3 Liver 2.5203 6.7103e-40 20.7752
Rfk Liver 2.51952 1.69936e-38 30.7331
B4galt6 Liver 2.51438 5.13023e-24 3.50463
Catspere2 Liver 2.5118 6.40663e-62 4.5969
Arhgap32 Liver 2.5116 2.96697e-40 20.1888
Cfh Liver 2.50584 0.00541775 23.9477
Armcx4 Liver 2.50448 1.43494e-52 4.11758
Ago3 Liver 2.50427 3.069e-110 60.4699
Fam102b Liver 2.49898 6.99647e-18 10.1055
Car8 Liver 2.48999 1.03704e-07 59.6588
Mest Liver 2.48491 5.01286e-14 8.61792
Ankrd44 Liver 2.47908 1.1222e-20 108.015
Lhfpl2 Liver 2.47617 1.3784e-19 71.5968
Me2 Liver 2.47578 6.2734e-133 12.2596
Tmcc3 Liver 2.46601 1.49467e-11 148.776
Hivep3 Liver 2.4659 1.71959e-08 64.4773
Nr2fl Liver 2.46583 5.05862e-08 5.65539
Fbnl Liver 2.45872 2.48196e-14 4.42365
Spats2 Liver 2.45023 8.4214e-132 28.8563
Slc26a10 Liver 2.44765 6.70836e-14 14.1382
Kyat3 Liver 2.43755 2.77819e-69 6.34935
Tex2 Liver 2.4359 6.89186e-39 18.6708
Zswim6 Liver 2.43348 2.75608e-34 121.503
Tmem164 Liver 2.42641 1.79693e-36 62.4079
Pnpla7 Liver 2.42442 8.23816e-15 4.814
Camkld Liver 2.41769 1.00328e-08 141.837
Tmcc2 Liver 2.41616 4.96302e-49 24.3322
Nr2f2 Liver 2.40883 7.24456e-08 123.722

Ntng2 Liver 2.40693 3.02481e-13 15.9541
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Ernl Liver 2.40664 1.7681e-38 10.1103
Fyn Liver 2.37637 5.26621e-33 161.873
Snx30 Liver 2.36849 2.79874e-20 7.09273
Arrdc3 Liver 2.35733 7.78761e-10 6.30439
Slc9a3rl Liver 2.35278 2.38149e-26 6.61851
Lonrfl Liver 2.34864 5.6526e-84 6.03108
Ntn4 Liver 2.34799 5.84353e-17 76.0861
Lepr Liver 2.34673 8.97677e-23 17.2415
Thbx2 Liver 2.33953 1.53546e-66 8.04642
Degsl Liver 2.33255 1.56551e-20 68.8135
DpyslI3 Liver 2.32905 2.2261e-06 34.9274
Herc3 Liver 2.32469 1.31384e-89 10.1463
SIf2 Liver 2.32053 1.2789e-233 26.5801
Gstm2 Liver 2.3188 2.70764e-17 12.2706
Rab3ill Liver 2.31671 7.8595e-119 8.59789
Ssx2ip Liver 2.30849 0.000297365 8.02982
Sfil Liver 2.30596 1.43633e-41 13.6508
Lifr Liver 2.30557 6.22295e-39 137.767
Slc12a5 Liver 2.30336 2.84422e-36 4.49943
Trmt9b Liver 2.29864 2.23021e-07 4.54142
lI31ra Liver 2.29632 1.38064e-08 4.59046
Parp8 Liver 2.28695 4.67917e-21 16.9716
Sh3rfl Liver 2.28492 8.49796e-48 110.255
Tmem131l Liver 2.28223 6.27029e-18 10.0084
Pard3b Liver 2.26933 9.99693e-16 153.376
St6gall Liver 2.26645 0.0050245 16.6319
Snx2 Liver 2.25608 9.9462e-147 48.7938
Lamp2 Liver 2.25451 2.9332e-26 124.289
Ngo2 Liver 2.24629 1.7943e-190 21.3186
Apafl Liver 2.23561 6.6587e-108 25.37
Daaml Liver 2.23156 5.2063e-106 27.3699
Ulbpl Liver 2.23048 7.41903e-20 3.1203
Cd59a Liver 2.22436 7.13117e-16 53.6254
Casp4 Liver 2.22357 9.10038e-16 11.2416
Znrfl Liver 2.22279 1.6155e-276 95.7058
Slc24a5 Liver 2.21334 6.42047e-08 9.87071
Crppa Liver 2.21258 9.38772e-26 5.59653
Enox2 Liver 2.20931 1.18475e-94 67.5503
Plekhgl Liver 2.20761 3.09329e-75 210.841
Snx29 Liver 2.20566 2.96883e-11 30.6781
Nt5c3 Liver 2.20141 6.48869e-94 19.7772
Sox12 Liver 2.19596 1.31252e-11 3.14312
l11r1 Liver 2.19253 4.00851e-18 25.1831
Fam189a2 Liver 2.18619 3.84236e-25 13.2449
Mbd4 Liver 2.18012 2.68761e-14 6.56373
Srgapl Liver 2.17833 4.70833e-31 65.4684
Etvl Liver 2.17718 5.11287e-10 9.96721
Bace2 Liver 2.16991 1.6988e-16 34.2031
Cga Pituitary 10.6708 1.1102e-166 43.0958
Robo2 Pituitary 7.29126 3.38251e-19 24.3438
Pcdh7 Pituitary 7.26881 4.05392e-21 58.0444
Mmrnl Pituitary 7.02754 4.20089e-09 12.0697
Gsta3 Pituitary 6.51407 3.36501e-28 8.07474
G0s2 Pituitary 6.49139 3.46957e-14 10.6875
Tmem200a Pituitary 6.06659 5.48106e-05 6.54134
Gm15261 Pituitary 6.02649 1.0557e-14 5.51301
Lipc Pituitary 6.00015 1.67011e-58 5.75207
Wdr17 Pituitary 5.85873 6.78827e-94 6.68344
Cdh2 Pituitary 5.65529 3.38348e-05 8.79716
Gm266 Pituitary 5.42367 9.03872e-18 3.06121
Kirrel3 Pituitary 5.29909 2.04155e-23 47.3905
Gm35853 Pituitary 5.26343 1.99012e-22 4.7988
Rgs4 Pituitary 5.12773 0.0002958 3.68172
A730049H05Rik Pituitary 5.0061 7.79248e-66 3.18741
Hspb8 Pituitary 4.21041 0.000148792 6.56776
Nkd2 Pituitary 4.14989 4.08568e-37 6.8183
A430090L17Rik Pituitary 4.04675 3.22955e-17 3.7879

Pard3bos1 Pituitary 3.993 1.49368e-11 5.29807
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Krt80 Pituitary 3.973 3.37125e-05 9.25669
FoxI2 Pituitary 3.94985 0.0489053 9.28928
Gm43507 Pituitary 3.90434 2.02241e-33 5.28885
AY036118 Pituitary 3.86964 3.10654e-31 300.286
Has3 Pituitary 3.84191 1.29356e-13 6.49057
Robo3 Pituitary 3.81394 1.87073e-11 6.26838
Slc18a2 Pituitary 3.80651 1.25545e-11 7.49949
Mapkapk3 Pituitary 3.62666 1.05903e-35 4.50923
Ttc9 Pituitary 3.57763 1.09611e-07 4.5244
Gm15563 Pituitary 3.48206 6.85618e-15 3.05791
6530409C15Rik Pituitary 3.47239 1.27284e-07 3.24641
4931422A03Rik Pituitary 3.4644 1.182e-18 4.24002
Htral Pituitary 3.44106 7.81715e-12 4.82384
Arhgap6 Pituitary 3.42003 3.46957e-14 15.8713
HIf Pituitary 3.36905 2.84152e-10 8.86108
Ccn2 Pituitary 3.36879 3.5994e-32 21.9685
Noslap Pituitary 3.35165 1.24655e-26 25.9674
Prss23 Pituitary 3.34026 0.000168457 83.2142
Abcal Pituitary 3.31203 9.52388e-22 48.2108
Me3 Pituitary 3.30898 1.91334e-05 12.0018
Lbp Pituitary 3.22946 1.53684e-11 35.1363
Col25a1 Pituitary 3.20798 6.82402e-13 7.77495
Ppplrlda Pituitary 3.18287 0.00360587 9.39581
Creb5 Pituitary 3.17971 5.72229e-08 7.19234
Odcl Pituitary 3.01125 6.32035e-71 25.5483
Gm12758 Pituitary 3.00781 0.000252907 3.05891
Stambpll Pituitary 3.00236 5.63062e-10 4.91078
Cited2 Pituitary 2.92054 1.88412e-09 22.2656
Gm26749 Pituitary 2.91143 1.75788e-10 4.95648
1700085D07Rik Pituitary 2.87956 5.29613e-10 4.63158
Trp53i1l Pituitary 2.8688 3.57671e-21 79.6968
Klhi23 Pituitary 2.8237 4.49378e-16 3.89386
Sytl5 Pituitary 2.80256 1.36743e-05 7.26752
Gas7 Pituitary 2.77488 2.80865e-09 62.692
Zfp667 Pituitary 2.77216 2.53127e-21 10.6583
Scnlb Pituitary 2.7646 7.17983e-16 36.8871
FIrt2 Pituitary 2.75701 0.00016394 61.3015
Gfpt2 Pituitary 2.67719 2.76699e-17 3.32754
Sned1 Pituitary 2.6661 3.79121e-27 14.5943
FbIn5 Pituitary 2.66588 5.72229e-08 14.0366
Hspala Pituitary 2.62384 7.21731e-08 92.3346
Ccserl Pituitary 2.61844 1.17078e-15 22.89
Lysmd4 Pituitary 2.59656 1.89579e-19 9.58468
Arhgap28 Pituitary 2.55847 1.24334e-06 5.2582
Insyn2a Pituitary 2.55158 1.09699e-09 4.8653
Egflam Pituitary 2.54847 0.0416691 3.67462
Sema3d Pituitary 2.5288 0.00279865 19.6307
Cmssl Pituitary 2.46833 7.27405e-11 340.859
Tfpi2 Pituitary 2.46067 3.44799e-06 6.02751
Angpt2 Pituitary 2.43323 1.27891e-13 10.0116
Adamts9 Pituitary 2.42932 2.83343e-17 56.4538
Gli3 Pituitary 2.41526 0.00996003 3.08751
Bhlhe22 Pituitary 2.41324 8.1612e-06 3.39793
Rasd1 Pituitary 2.37578 3.55813e-10 8.44465
Col8al Pituitary 2.37323 6.75768e-05 10.0113
Fos Pituitary 2.34903 0.00015326 73.3885
Sulf2 Pituitary 2.32636 0.0328133 7.04378
Ltbpl Pituitary 2.30454 0.00729835 90.7125
Filip1l Pituitary 2.28238 2.31274e-07 27.4536
Tmem37 Pituitary 2.27684 1.72234e-10 4.27514
Syn3 Pituitary 2.27537 4.31442e-17 17.3527
Junb Pituitary 2.26667 8.96532e-51 87.3439
Kcnj8 Pituitary 2.2491 0.00432292 10.0271
Weel Pituitary 2.23896 6.13889e-05 4.0511
Bripl Pituitary 2.2327 1.28545e-06 7.90355
Auts2 Pituitary 2.19086 0.000325243 101.248
Ncehl Pituitary 2.17391 1.05903e-35 21.0691

Nectin2 Pituitary 2.15209 2.32318e-05 37.9255



Supplementary Table S9: Organotypic pseudobulk DEG results of cECs by organ. _—_—

Socs3 Pituitary 2.15161 5.73386e-07 15.8814
Cenl Pituitary 2.15053 3.58641e-14 15.7429
Apin Pituitary 2.13313 0.0135673 6.89322
Gm35188 Pituitary 2.1229 5.41537e-07 5.29044
Pdgfa Pituitary 2.12144 2.4583e-05 14.8147
Gm16599 Pituitary 2.10626 2.70187e-06 4.21302
Gm47405 Pituitary 2.08712 0.0165821 5.41155
Mgp Pituitary 2.07806 0.0366134 25.4639
Serpinb6b Pituitary 2.07728 2.72877e-05 18.4565
1600010MO7Rik Pituitary 2.07697 1.74579e-13 4.74349
Abi3bp Pituitary 2.07337 0.00161339 7.70658
Pdia5 Pituitary 2.06457 2.89104e-05 60.1517
Hmgn3 Pituitary 2.06151 0.00104898 20.0659
mt-Atp8 Pituitary 2.0486 1.05693e-06 9.72252
Rgs5 Pituitary 2.04521 0.0141906 22.9435
Rnd1 Pituitary 2.01152 1.03517e-09 7.8137
Phida3 Pituitary 2.00504 1.23134e-08 5.19205
Hspalb Pituitary 2.00401 0.000130001 77.8897
Gm15614 Pituitary 1.98659 1.7127e-17 13.9197
2610020C07Rik Pituitary 1.9613 3.38251e-19 6.37523
2610307P16Rik Pituitary 1.95843 0.0188182 48.6579
Gm26672 Pituitary 1.94019 4.71261e-06 5.87309
Tspan3 Pituitary 1.93734 1.41002e-11 20.5377
5330438D12Rik Pituitary 1.9333 2.84063e-07 13.5555
Nirc3 Pituitary 1.92161 0.000816873 7.34916
Col4ad Pituitary 1.90361 0.000115984 10.0997
Rasa4 Pituitary 1.89919 2.91047e-16 14.5804
Gm17106 Pituitary 1.8882 1.92899e-06 7.42149
Col4a3 Pituitary 1.88567 0.000252192 23.4376
Crnde Pituitary 1.88183 0.0341689 5.74935
Chek2 Pituitary 1.87476 1.55536e-22 8.66962
Adgalt Pituitary 1.87421 2.24332e-05 10.9298
Gm15283 Pituitary 1.86887 0.000511181 3.47465
Gm48678 Pituitary 1.86462 4.11248e-06 13.3085
2026-09-04 00:00:00 Pituitary 1.85997 2.86601e-15 57.5331
B430010123Rik Pituitary 1.84768 2.84011e-09 11.4502
Mafb Pituitary 1.81145 5.29613e-10 12.4534
Gmpr Pituitary 1.78632 0.0018798 15.9097
Smo Pituitary 1.78192 2.82696e-09 6.27988
Gng2 Pituitary 1.77075 4.09325e-06 34
Jund Pituitary 1.76822 7.31988e-58 177.415
Galkl Pituitary 1.75555 2.92597e-19 11.0921
Lratd2 Pituitary 1.73613 6.05172e-05 9.55204
Zfp521 Pituitary 1.73326 2.0591e-12 35.0066
L3mbtI3 Pituitary 1.73037 4.29821e-32 22.7877
Jun Pituitary 1.71764 2.71674e-20 257.902
Fkbp10 Pituitary 1.71644 0.00695715 4.39415
Thbsl Pituitary 1.71202 0.0419681 3.13195
Btg2 Pituitary 1.71117 4.9001e-14 60.7157
A930037HO5Rik Pituitary 1.69486 1.47637e-11 6.91486
A030001D20Rik Pituitary 1.69203 8.53279e-05 5.60676
Tanc2 Pituitary 1.68463 0.00106549 67.9453
Gjal Pituitary 1.65345 0.000148792 64.224
Ptpru Pituitary 1.6456 0.0308846 70.1141
Ctps Pituitary 1.6377 2.63122e-07 4.5128
Gm16541 Pituitary 1.63325 0.0099784 4.38608
Rps6kal Pituitary 1.63122 4.13776e-16 7.51232
FbxI2 Pituitary 1.62734 0.0102198 6.47122
Gm26724 Pituitary 1.62544 0.0101976 3.87874
lcaml Pituitary 1.62516 0.00219847 24.1309
Ralgps2 Pituitary 1.62307 0.0282377 34.165
Hsp90aal Pituitary 1.60906 8.04869e-59 94.7201
Egrl Pituitary 1.60037 0.00366567 43.5901
Lrgl Pituitary 1.59716 0.00713907 13.632
Mfsd4a Pituitary 1.59516 0.00185685 10.9991
Nhsl1 Pituitary 1.59438 2.04155e-23 47.0761
Gm37240 Pituitary 1.59246 5.78137e-05 18.3732

Usp50 Pituitary 1.58639 7.16118e-08 4.5232
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Gm31763 Pituitary 1.58072 4.02226e-05 5.72924
Nup210I Pituitary 1.57749 1.061e-05 3.64773
P2ry10b Pituitary 1.57467 2.89124e-09 7.78325
Vegfc Pituitary 1.57296 3.99594e-05 33.1026
Pycard Pituitary 1.57103 5.0869e-11 6.67418
Satl Pituitary 1.56042 1.78868e-69 50.569

Deupl Pituitary 1.55468 2.09451e-10 7.14464
Apoe Pituitary 1.54674 3.47806e-05 425.806
Twsgl Pituitary 1.5366 5.61998e-06 7.90772
St6galnac4 Pituitary 1.53144 0.000355941 13.5114
Smco4 Pituitary 1.53061 1.45471e-10 115.075
Elmol Pituitary 1.51971 0.0316108 75.5809
P3h4 Pituitary 1.5091 0.00804201 5.08543
Aphlb Pituitary 1.50829 7.8829e-06 4.2617

Mxra8 Pituitary 1.50673 1.32482e-05 25.7555
Lmo2 Pituitary 1.50391 2.43765e-07 134.131
Sipalll Pituitary 1.49247 2.55014e-21 32.0245
9330175M20Rik Pituitary 1.46959 0.000157396 5.15924
Ckb Pituitary 1.46549 0.00418419 25.4321
Spryd3 Pituitary 1.46341 6.38837e-07 17.5531
Gramdla Pituitary 1.45883 5.8444e-10 11.6482
Mamid1 Pituitary 1.45867 0.000538974 7.41154
Nudt4 Pituitary 1.45647 2.52217e-06 28.5018
Ccdc107 Pituitary 1.45201 9.57029e-10 9.90467
Gramd4 Pituitary 1.44975 0.000680373 6.66567
Laptm4b Pituitary 1.44908 1.15551e-08 23.9238
Scarbl Pituitary 1.44699 3.40588e-05 115.305
Lars2 Pituitary 1.43807 0.00327985 72.5854
Nt5dc3 Pituitary 1.42444 3.38993e-05 5.08529
Thllxrl Pituitary 1.42099 2.85307e-09 26.9328
Gm11476 Pituitary 1.41919 2.85934e-06 5.73289
Rnf220 Pituitary 1.40429 0.00037511 48.6847
3110021N24Rik Pituitary 1.39974 0.00556351 7.44821
Gm46367 Pituitary 1.38981 0.000474805 11.2349
Adm Pituitary 1.3895 0.0244596 3.66341
Tafdb Pituitary 1.38841 7.98011e-05 5.4682

Gm15738 Pituitary 1.38458 0.0416091 11.3396
Frmdé Pituitary 1.38375 0.000196208 7.20097
Iscal Pituitary 1.3809 4.92416e-06 4.0949

Prcp Pituitary 1.37283 0.00350125 23.4352
Ninj1 Pituitary 1.35945 4.73832e-09 25.2963
Tnfrsfl2a Pituitary 1.35704 0.0374364 4.5689

Cyp26b1 Pituitary 1.34486 0.0418489 65.0223
4930486L24Rik Pituitary 1.33705 0.000660945 3.07117
1110038B12Rik Pituitary 1.334 1.45743e-07 5.74803
Avl9 Pituitary 1.32698 1.87073e-11 24.7045
Cdk8 Pituitary 1.32439 0.00180502 88.7434
Plcdl Pituitary 1.31119 0.00170101 4.76437
Gm47167 Pituitary 1.30749 0.0233905 4.94716
Gm11713 Pituitary 1.30209 0.00985997 5.1937

Stk10 Pituitary 1.30041 0.00999449 25.9284
1110008P14Rik Pituitary 1.28919 0.027515 7.27029
Kcnglotl Pituitary 1.27491 1.54857e-13 33.4682
Micalll Pituitary 1.26864 0.000118664 31.9956
Gm49267 Pituitary 1.26797 0.0135585 4.13671
Ppat Pituitary 1.26123 3.26311e-07 8.05849
8430429K09Rik Pituitary 1.26098 0.000523977 3.15821
H2afy2 Pituitary 1.26097 0.0246374 6.44355
Endog Pituitary 1.25976 0.00113419 5.17709
Sh2b2 Pituitary 1.25972 0.0374943 6.32988
Phidal Pituitary 1.25921 0.0295935 13.7914
Ctsf Pituitary 1.24485 5.78137e-05 7.05977
Marcks Pituitary 1.24257 0.0305202 259.037
H2-Q7 Pituitary 1.23882 0.00104197 76.0647
OIfr56 Pituitary 1.23748 0.00104983 3.21214
Ipoll Pituitary 1.23316 4.55648e-14 61.0509
Neké Pituitary 1.23111 7.0847e-05 5.02494

Pank4 Pituitary 1.22977 3.51105e-08 6.76248
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Antxr2 Pituitary 1.22803 4.38834e-05 6.83172
Tex14 Pituitary 1.22343 0.00144089 7.3782
Pcdhbl4 Pituitary 1.219 0.0405629 3.07219
B4galt3 Pituitary 1.21888 5.10799e-06 8.79986
Gm10638 Pituitary 1.21761 0.0431426 5.17627
H2afx Pituitary 1.21507 9.39055e-05 4.84243
Caspl2 Pituitary 1.20885 1.0222e-06 7.51696
Chst2 Pituitary 1.20502 0.00071678 47.0301
Kctd12 Pituitary 1.20469 5.1405e-10 60.1852
Pitpnm2 Pituitary 1.20151 7.25245e-13 53.5883
Gm32688 Pituitary 1.19169 0.000290657 18.9142
Maplb Pituitary 1.18424 0.000188934 34.7787
Cxxc5 Pituitary 1.18063 0.0113663 6.25043
Gm26632 Pituitary 1.17766 0.00192624 9.17503
ler3 Pituitary 1.17715 0.000637121 23.2762
Abhd8 Pituitary 1.17644 0.00296991 7.01691
Nubpl Pituitary 1.16338 0.00882094 5.24126
Fam57b Pituitary 1.16102 0.018411 8.05726
Apol10b Pituitary 1.15325 0.0395676 5.68043
Trp53i13 Pituitary 1.1527 0.00379122 6.037
Hirip3 Pituitary 1.15176 0.0071002 3.80325
Pde8a Pituitary 1.14339 5.06704e-09 61.7018
Nfkbiz Pituitary 1.14163 0.0418906 20.9915
Ppplrl4b Pituitary 1.13988 6.46054e-16 19.2925
Ldirapl Pituitary 1.13508 7.81983e-11 12.3272
Slc38a2 Pituitary 1.12987 2.15091e-15 80.1715
Rpl9-ps6 Pituitary 1.12634 0.00159327 5.50586
Map3k20 Pituitary 1.12497 4.99746e-05 23.9309
Mtss2 Pituitary 1.12322 1.86777e-05 21.4805
Sestd1 Pituitary 1.11909 0.0373733 7.20695
Gm42418 Pituitary 1.11432 0.0177149 3572.54
Lrpapl Pituitary 1.11357 2.5015e-07 29.0525
Paldl Pituitary 1.10765 0.00177152 16.6275
Lcpl Pituitary 1.10224 1.02927e-05 15.9872
Tmem120a Pituitary 1.10147 0.000941023 4.93814
Myolb Pituitary 1.09824 0.0364061 39.3995
Stard6 Pituitary 1.09583 0.0049533 3.64886
2700033N17Rik Pituitary 1.09583 0.0112831 9.29892
Crlf2 Pituitary 1.09206 0.000159042 19.6401
Dbp Pituitary 1.08554 0.00405448 3.0342
Rab13 Pituitary 1.08233 6.43094e-08 28.8645
Mvb12b Pituitary 1.07848 1.87073e-11 15.259
Tmem35b Pituitary 1.07507 0.00505991 3.69869
Pde5a Pituitary 1.0637 0.0160965 8.47799
Slc12a2 Pituitary 1.0562 0.0184723 16.3361
Snhg12 Pituitary 1.05493 0.000256921 8.19974
4930444A19Rik Pituitary 1.05034 0.025966 4.24489
Cyba Pituitary 1.04699 1.37411e-07 79.5568
Bmf Pituitary 1.04668 0.005293 5.09672
Xrccé Pituitary 1.04634 0.00648455 4.39052
Itga2b Pituitary 1.04309 0.0318898 3.02862
2310001H17Rik Pituitary 1.04063 2.3207e-07 9.8437
Gadd45g Pituitary 1.03464 0.00734121 17.6015
Pdzd2 Pituitary 1.02963 0.000107298 48.0665
Vash1l Pituitary 1.029 0.0290358 5.11794
Tmem101 Pituitary 1.02696 0.000184362 5.58279
Zswim4 Pituitary 1.0206 0.00492044 3.76995
Rhoj Pituitary 1.01992 6.1851e-33 131.115
Zfp462 Pituitary 1.01504 7.01812e-05 41.5927
Borcs7 Pituitary 1.01146 5.67869e-05 5.90536
St6galnac6 Pituitary 1.0104 0.0405679 6.37402
Sac3d1 Pituitary 1.00792 0.0443776 3.5488
Prkag2 Pituitary 1.00559 0.0236976 11.6972
Zc3h12b Pituitary 1.00553 0.0295672 7.20402
Sh3d19 Pituitary 1.00057 8.95253e-06 51.1583
Zfp423 Pituitary 0.99688 5.62519e-05 18.5022
Etvé Pituitary 0.993361 6.7064e-06 83.7513

Nr2c2ap Pituitary 0.993238 0.0011967 6.08345
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Oaz2 Pituitary 0.990482 0.000276761 100.661
Thbxa2r Pituitary 0.990472 0.0313311 62.6742
Atp6v1g2 Pituitary 0.989454 0.0119503 3.15022
Zfp24 Pituitary 0.988029 6.26283e-11 14.9994
Tnfaip8I1 Pituitary 0.98749 0.00792272 13.1039
Kcnj2 Pituitary 0.986143 0.0173539 3.59709
H2-Q6 Pituitary 0.985279 0.000135245 30.4347
Fam210a Pituitary 0.982513 0.00993584 4.40974
Cpxm2 Thyroid 6.5883 1.46458e-80 3.85559
Rbp7 Thyroid 4.92572 1.63485e-06 62.6013
Tmem255b Thyroid 4.31921 9.4113e-18 4.54329
Ssu2 Thyroid 4.23287 9.21792e-11 5.12936
Ace Thyroid 4.13394 1.58335e-21 4.8695
Foxp2 Thyroid 3.91212 4.9829e-08 3.64305
Proser2 Thyroid 3.68804 0.00347856 8.18803
MIfl Thyroid 3.4898 3.58206e-27 3.47107
Chrm2 Thyroid 3.48119 0.00524085 4.91695
Sybu Thyroid 3.32405 0.000162724 12.4069
Stcl Thyroid 3.243 1.26228e-26 11.38
Cyb561 Thyroid 3.20669 2.22032e-08 4.75353
Fmo2 Thyroid 3.16948 2.59336e-05 12.844
Ebf3 Thyroid 3.1405 1.74351e-11 9.83206
Dynclil Thyroid 3.1098 8.07216e-09 3.49296
Ackr3 Thyroid 3.10153 3.5496e-15 23.1933
Lysmd2 Thyroid 3.07454 5.41564e-05 12.0334
Emp2 Thyroid 2.97624 0.000134119 36.3857
Cd24a Thyroid 2.90181 0.000456837 122.479
Foxfl Thyroid 2.875 0.032276 7.41786
Rtl8a Thyroid 2.76771 3.41484e-65 45.511
Msx1 Thyroid 2.72098 1.41069e-06 3.7753
Igfbp7 Thyroid 2.69981 6.86e-11 926.994
Rcan2 Thyroid 2.68726 0.000522584 8.8025
Ccn3 Thyroid 2.6258 0.00117303 3.79755
RhbdI2 Thyroid 2.62464 0.000622724 11.6599
Tnfrsf10b Thyroid 2.55341 1.2939e-10 6.03295
Enpp6 Thyroid 2.45808 0.000894533 19.9195
Heyl Thyroid 2.42633 5.56225e-08 8.25477
RtI8b Thyroid 2.38195 6.26191e-18 28.1263
Gm49980 Thyroid 2.37123 1.87951e-07 3.639
Cripl Thyroid 2.34652 6.14036e-08 148.513
Magix Thyroid 2.29295 2.16534e-09 5.28885
Eln Thyroid 2.23085 9.36936e-10 15.5222
Mall Thyroid 2.22715 2.85478e-05 4.46069
Tnfrsflb Thyroid 2.19681 1.70103e-05 3.24215
Fut4 Thyroid 2.19575 0.00436169 3.14636
Clqtnf2 Thyroid 2.19113 6.22668e-10 3.64558
Gzmk Thyroid 2.18102 2.51161e-05 8.70924
Kctd12b Thyroid 2.18041 6.53791e-68 80.5512
AW112010 Thyroid 2.17758 1.71471e-30 107.757
Enol Thyroid 2.16351 2.04694e-17 25.0265
Lama3 Thyroid 2.15344 4.55144e-19 47.4934
Alox12 Thyroid 2.13837 3.91014e-28 20.8089
Sh3bgrl2 Thyroid 2.13283 3.99212e-19 3.57831
Akrlcl4 Thyroid 2.09774 0.00292207 5.51365
Ces2e Thyroid 2.09734 9.27502e-15 29.6912
Kenk5 Thyroid 2.08315 8.88928e-06 5.90069
Deppl Thyroid 2.05447 1.16514e-06 12.7786
Sparcll Thyroid 2.02123 0.0120188 198.473
Pkn3 Thyroid 1.98553 1.41517e-17 5.49184
Cmyab Thyroid 1.98214 2.45997e-05 5.23063
Ttc39¢c Thyroid 1.95718 0.00118392 3.26699
Stmn2 Thyroid 1.95212 0.0195386 14.9542
Mfap2 Thyroid 1.94862 0.00880293 10.0649
Mgst3 Thyroid 1.94064 1.20949e-06 21.0533
Rrad Thyroid 1.93506 0.00524085 3.92545
Enpp3 Thyroid 1.93111 0.0173168 6.36049
Lipe Thyroid 1.92612 1.40086e-31 17.4688

Unc119b Thyroid 1.89104 1.35806e-05 14.322
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Hdac9 Thyroid 1.88719 5.78046e-07 15.3702
Atp8b1l Thyroid 1.87794 2.52644e-40 6.88486
Gstpl Thyroid 1.8753 1.38953e-09 7.95785
Esml Thyroid 1.87095 0.0190326 221.059
Jam3 Thyroid 1.8705 0.00048583 65.975

Displ Thyroid 1.85317 1.3479e-15 6.11993
Mfsd6 Thyroid 1.84758 4.37885e-08 14.7526
Col13al Thyroid 1.84738 0.000530389 91.5349
Lambl Thyroid 1.83022 0.0119181 11.5684
Cabpl Thyroid 1.82942 0.0292145 3.26058
Bmpl Thyroid 1.82148 0.00198937 6.23767
Nav2 Thyroid 1.78067 1.69187e-26 23.0102
Lmna Thyroid 1.77834 5.12706e-06 28.3847
Tcfl5 Thyroid 1.76771 0.00316838 25.6138
Ahr Thyroid 1.76352 8.80223e-09 40.5317
Gm28875 Thyroid 1.75514 0.00333875 3.61088
Plscr2 Thyroid 1.74172 0.0218095 168.877
B4galt4 Thyroid 1.72737 3.72701e-28 31.3732
HIx Thyroid 1.7126 1.24076e-15 29.6687
Bcam Thyroid 1.70911 2.68619e-08 54.5942
Atgda Thyroid 1.681 1.01154e-12 34.1095
Ints9 Thyroid 1.67702 1.24601e-92 21.9841
Prdm1 Thyroid 1.67104 5.04437e-05 22.9459
Adam12 Thyroid 1.66841 2.07675e-07 28.6122
Slco2bl Thyroid 1.66826 0.00728735 16.6783
Rnf152 Thyroid 1.65907 0.00221811 9.25468
Mall Thyroid 1.6587 8.01402e-05 210.079
Papss2 Thyroid 1.65479 0.000737387 10.7653
B3gnt2 Thyroid 1.64466 9.57383e-21 73.6343
Sox18 Thyroid 1.61185 1.64242e-27 184.136
Tubb6 Thyroid 1.60017 0.00122374 6.46075
Zfp979 Thyroid 1.58603 0.0108023 10.3594
Gm13889 Thyroid 1.56425 2.27422e-09 27.7305
Thrsp Thyroid 1.56163 0.0111888 65.8795
Ednrb Thyroid 1.54856 0.0110126 122.664
Rab3a Thyroid 1.54386 5.44216e-21 5.02648
Maplic3a Thyroid 1.53843 9.29529e-08 51.3644
OIfr1396 Thyroid 1.53726 5.01743e-05 9.31847
Hmgn5 Thyroid 1.52889 9.19093e-10 12.3689
Endod1 Thyroid 1.51581 0.0171727 28.7573
Sncg Thyroid 1.51192 0.0124382 22.9515
Tubb4b Thyroid 1.50886 1.2432e-32 56.7548
Thbs1 Thyroid 1.50628 0.0395513 3.13195
Fbin2 Thyroid 1.48244 0.000137227 10.7067
Cavl Thyroid 1.48026 0.00187527 89.7778
Clstn1 Thyroid 1.47865 0.0137279 33.7817
Impdh1 Thyroid 1.45838 1.91519e-11 38.0601
Ptpre Thyroid 1.45505 3.02409e-07 19.1318
Hilpda Thyroid 1.4508 8.44768e-08 10.2236
Anxal Thyroid 1.44445 8.30329¢e-10 9.81002
Gm15478 Thyroid 1.44398 0.000689427 6.10652
Plscrl Thyroid 1.44385 0.00905337 46.4138
Fxyd5 Thyroid 1.44115 4.56757e-08 102.361
Mmp15 Thyroid 1.44065 0.00378452 20.9926
Ilvnslabp Thyroid 1.42351 4.92048e-12 98.8238
Agrp Thyroid 1.4194 0.00297599 4.47494
Fmcl Thyroid 1.41572 6.08591e-10 10.3319
Ntf3 Thyroid 1.40786 3.87421e-12 31.7636
Plp2 Thyroid 1.40534 0.000835792 6.16639
Cx3cll Thyroid 1.37773 0.0497754 13.5341
Lrp3 Thyroid 1.35883 8.10978e-05 6.43053
4930545L.23Rik Thyroid 1.34303 0.0392424 3.67135
Timeless Thyroid 1.33969 3.93843e-22 9.15682
Evl Thyroid 1.33858 0.0100966 20.0357
Cngbl Thyroid 1.33269 0.00240728 3.33747
Ar Thyroid 1.329 0.0416691 29.6538
Acvrll Thyroid 1.32782 1.77054e-05 63.0926

Map3k5 Thyroid 1.31427 0.04125 23.4911



Supplementary Table S9: Organotypic pseudobulk DEG results of cECs by organ. _—_—

Piezo2 Thyroid 1.31297 0.0488189 126.037
Hspa2 Thyroid 1.31283 0.000479492 3.5038

Dok4 Thyroid 1.30774 5.63274e-06 22.7434
Ccdc28b Thyroid 1.3058 1.02513e-07 24.1883
Ucp2 Thyroid 1.30478 0.0015394 51.6371
Eeflakmtl Thyroid 1.29813 3.35699e-07 4.18004
Ccdcl112 Thyroid 1.29757 0.00609372 3.64239
Caszl Thyroid 1.29492 0.00446801 6.59469
Fam57b Thyroid 1.29385 0.000739467 8.05726
Lrrfipl Thyroid 1.28732 3.00707e-12 52.3562
Epb41l4a Thyroid 1.28521 5.93142e-05 10.3216
Eepdl Thyroid 1.27741 4.27655e-09 19.9628
Endou Thyroid 1.2723 1.21214e-18 10.7581
Arlé Thyroid 1.26929 9.1599e-05 3.60583
Sortl Thyroid 1.26712 2.00845e-12 20.2303
Gmnn Thyroid 1.26698 3.10344e-11 4.37908
Lmcd1 Thyroid 1.26492 0.000204049 40.3817
Nudt7 Thyroid 1.26448 7.55738e-07 4.78029
1110008P14Rik Thyroid 1.26286 0.00751475 7.27029
Mfge8 Thyroid 1.26278 0.00205446 84.3965
Nrarp Thyroid 1.2598 1.73065e-24 15.0919
Plcbl Thyroid 1.24936 1.25723e-06 413.09

Tubb2a Thyroid 1.2469 0.00571008 16.5088
Alyref Thyroid 1.24493 1.1535e-15 31.2714
Rnf220 Thyroid 1.22968 0.00136665 48.6847
Gpx8 Thyroid 1.2276 0.0318987 13.4736
Diaph2 Thyroid 1.21465 1.50426e-07 67.5346
Chr3 Thyroid 1.21266 6.29238e-05 4.56484
Smox Thyroid 1.20968 0.000157837 14.9411
Siprd Thyroid 1.20712 0.000305271 7.0014

Mpv17I2 Thyroid 1.20537 1.27729e-09 4.9848

Cd200 Thyroid 1.20262 0.045836 196.475
Crip2 Thyroid 1.19319 1.14934e-08 235.664
1500011B03Rik Thyroid 1.18333 0.000138873 4.27001
Bloclsl Thyroid 1.17532 0.000303974 6.31308
Gapdh Thyroid 1.17358 4.71084e-09 93.0543
Gask1b Thyroid 1.17199 0.000638641 21.2436
Aldh2 Thyroid 1.17196 6.07775e-06 73.8278
Btnl9 Thyroid 1.16313 0.0388786 167.231
Prickle3 Thyroid 1.15871 6.56946e-05 7.57803
Faml3la Thyroid 1.15839 0.00263012 4.40045
Ehd4 Thyroid 1.15805 0.0389174 275.132
Psme2 Thyroid 1.15734 5.68422e-17 62.4446
Rasgrf2 Thyroid 1.15641 0.00062362 33.3422
Mef2c Thyroid 1.14752 0.000363662 297.253
Ifngrl Thyroid 1.14611 3.40313e-05 53.5906
Gstml Thyroid 1.14532 7.78042e-10 43.8448
Polr2| Thyroid 1.14459 2.40763e-08 6.22232
Cactin Thyroid 1.13653 6.86e-11 13.6799
Col4a2 Thyroid 1.13312 4.89548e-07 225.575
Ceacaml Thyroid 1.13121 4.9406e-22 21.5291
Slc48al Thyroid 1.13016 1.56184e-10 18.4234
Slc43a3 Thyroid 1.12801 0.0229005 113.544
Meal Thyroid 1.12777 1.18841e-06 11.5129
N4bp2os Thyroid 1.12685 1.73521e-08 3.67651
Slc27a3 Thyroid 1.1156 0.0243311 3.05187
Gne Thyroid 1.11554 6.88912e-09 13.0318
Dynlt1f Thyroid 1.11398 0.00129545 4.1599

Lhfp Thyroid 1.11044 1.96523e-09 6.12418
Rdx Thyroid 1.10467 6.17097e-06 266.476
Fez2 Thyroid 1.1022 1.08502e-09 52.0451
Slc35b1 Thyroid 1.09893 1.80965e-12 24.376

Ly6a Thyroid 1.09193 0.00207358 730.647
Mcts2 Thyroid 1.08739 1.90901e-06 3.74357
Lxn Thyroid 1.08357 3.76855e-29 16.6058
Nagpa Thyroid 1.07995 1.76165e-12 7.21804
Uba52 Thyroid 1.07954 0.00398377 42.4208

Trim2 Thyroid 1.07834 1.77867e-05 27.7038
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Fosl2 Thyroid 1.0777 5.02209e-14 15.7255
Trim47 Thyroid 1.07539 3.62336e-08 40.761

Nop16 Thyroid 1.07315 2.36697e-07 5.87029
Cipc Thyroid 1.06893 1.43002e-13 6.83809
Calml Thyroid 1.06815 9.66268e-11 601.503
Eeflakmt2 Thyroid 1.06569 3.41924e-05 5.38384
Cfap20 Thyroid 1.06483 1.58425e-05 27.2022
Slc9a3r2 Thyroid 1.06461 6.14661e-05 278.391
Nr4a2 Thyroid 1.05799 0.0336434 11.6306
Pttgl Thyroid 1.05238 9.44447e-11 46.3001
Ehd2 Thyroid 1.05023 0.0205754 42.5231
Praf2 Thyroid 1.05013 1.27871e-07 7.02354
KIf13 Thyroid 1.04687 1.92689e-20 110.753
Tsc22d3 Thyroid 1.04535 1.63913e-17 53.0591
BC028528 Thyroid 1.04428 0.0119024 75.0728
Inkal Thyroid 1.0435 0.00516609 19.6939
Zfp524 Thyroid 1.0332 0.000141002 7.00536
Cox6al Thyroid 1.03221 8.71197e-05 69.8266
Smim19 Thyroid 1.02152 1.18919e-11 12.6861
Sral Thyroid 1.02093 3.71139e-08 17.2205
Tle2 Thyroid 1.01753 0.00184035 4.00512
Ddx39 Thyroid 1.01297 0.000128334 11.5445
Myl4 Thyroid 1.01294 0.00203994 3.55003
Tmem238 Thyroid 1.01175 0.0365221 9.49876
Hmbox1 Thyroid 1.00947 5.70027e-05 82.0471
Thbd Thyroid 1.00775 8.61529¢e-12 65.5703
Ethel Thyroid 1.00709 5.20785e-06 8.42091
Trpc3 Thyroid 1.00489 0.00635269 26.7942
Atp5md Thyroid 1.00415 0.000159897 36.111

Tmem88 Thyroid 1.00371 2.83533e-10 52.4867
Vps51 Thyroid 0.996431 1.28054e-05 3.6814

Plekhol Thyroid 0.991483 8.57863e-06 63.637

Glis2 Thyroid 0.991353 0.000404894 6.39817
Idi1 Thyroid 0.990789 0.00107111 3.77995
Slc25a17 Thyroid 0.99064 1.43002e-13 11.4162
Zdhhc12 Thyroid 0.989942 0.000161082 4.39511
Ube2l6 Thyroid 0.985833 3.01432e-05 9.38882
Gm49267 Thyroid 0.981105 0.0243617 4.13671
Sulfl Thyroid 0.980265 0.0291824 3.69056
Etv5 Thyroid 0.976687 0.0211608 5.52311
Apoo Thyroid 0.975393 0.00929961 4.00669
Gipc3 Thyroid 0.967777 1.21954e-11 7.31671
Coldal Thyroid 0.965471 5.05057e-07 391.149
Prdm16 Thyroid 0.965426 0.0168158 12.3104
Prps2 Thyroid 0.963868 0.000434829 4.71757
Sap30 Thyroid 0.961 0.000261413 5.2634

Anxa4 Thyroid 0.960716 1.0256e-05 13.5892
Sdhb Thyroid 0.959312 1.37676e-07 27.9134
1110012L19Rik Thyroid 0.958534 6.22811e-07 6.09865
2310039H08Rik Thyroid 0.958069 6.94647e-07 6.6345

Myctl Thyroid 0.957682 1.20949e-06 88.2489
Eeflel Thyroid 0.954749 0.000695884 3.50438
Shf Thyroid 0.953655 2.58226e-05 5.22266
Pfkp Thyroid 0.952678 9.95734e-10 11.5744
2300009A05Rik Thyroid 0.948778 8.52649e-05 7.13843
Rnf5 Thyroid 0.944888 0.00111881 7.68031
Trip10 Thyroid 0.94444 2.46143e-07 13.4024
Mrpl38 Thyroid 0.942976 4.10503e-09 9.29964
Cep85l| Thyroid 0.942972 8.60229e-07 40.2436
Arhgef9 Thyroid 0.939622 0.0157475 4.31113
Cdk5 Thyroid 0.934389 7.18664e-06 5.49942
Lpcatl Thyroid 0.933653 6.55481e-09 44.8334
Mtx2 Thyroid 0.932917 4.77544e-06 15.6021
Socs2 Thyroid 0.932419 0.00176186 26.6237
Gm11713 Thyroid 0.932043 0.0407622 5.1937

Sh3bp4 Thyroid 0.931609 0.0109313 9.61481
Tagln2 Thyroid 0.931347 1.06444e-23 157.746

Sosl Thyroid 0.931251 4.57243e-15 38.933
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Znhit3 Thyroid 0.931134 0.00146146 4.69576
Prim1 Thyroid 0.926278 9.49607e-06 4.25269
Emcn Thyroid 0.9247 0.0466441 1056.33
Ndufb6 Thyroid 0.923797 1.48186e-13 24.6193
Arhgap29 Thyroid 0.923422 2.18787e-35 196.844
Tbcld10a Thyroid 0.923239 0.000451288 4.85745
Fkbp3 Thyroid 0.922321 4.08213e-05 46.7089
Dnaselll Thyroid 0.921879 3.81106e-07 13.1216
Gm16740 Thyroid 0.92163 0.00101444 4.32561
Card19 Thyroid 0.920762 0.00195566 24.3868
Mthfsl Thyroid 0.919035 7.86826e-07 3.76692
C130074G19Rik Thyroid 0.918218 0.0351624 33.2414
Syne2 Thyroid 0.912825 2.37877e-05 61.1089
Caldl Thyroid 0.909405 0.00205446 208.703
0610009B22Rik Thyroid 0.908611 1.18829e-05 8.16034
Aldoa Thyroid 0.905488 3.54855e-08 63.7505
Pik3r3 Thyroid 0.902993 4.10221e-05 59.3823
Fdps Thyroid 0.90095 0.00365237 9.33916
Itm2b Thyroid 0.893553 4.72443e-05 895.015
Tnfsf13 Thyroid 0.893427 1.39949e-10 15.9377
Sertad3 Thyroid 0.890493 6.41144e-06 7.13859
Hcfclrl Thyroid 0.890451 3.27061e-08 33.4062
Cycs Thyroid 0.886268 6.87392e-42 28.0529
Mterf2 Thyroid 0.884735 0.00839449 3.24458
Fkbp4 Thyroid 0.88209 0.000100572 24.2182
Afapl Thyroid 0.881953 0.00213739 13.9767
Ube2a Thyroid 0.880456 1.0271e-25 18.8515
Pfnl Thyroid 0.87949 2.16773e-55 174.867
Stk38I Thyroid 0.877262 0.000564205 6.10884
Asnal Thyroid 0.874499 4.16845e-07 8.14544
PodxI Thyroid 0.873412 0.000130646 217.153
Tsenl5 Thyroid 0.871854 1.55065e-06 10.5269
Dhrs1 Thyroid 0.871518 9.63299e-05 7.45841
Ciao2b Thyroid 0.871225 0.00037 28.9285
Fam89b Thyroid 0.868594 8.11076e-05 15.4396

Elofl Thyroid 0.865236 1.30378e-05 12.5233
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Supplementary Table S10. Publicly available human normal datasets used in this study. _-

Organ Data
Adrenal Gland GSE167860
Pituitary Glnad GSE142653
Thyroid GSE191288
GSE193581
Kidney https://www.vascularcellatlas.org/
Brain

Liver
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Supplementary Table S11: ORA results for
organotypic cEC DEGs (Fig. 5 node terms)

Gene_set

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

Term

Positive Regulation Of Vasculature Development

Positive Regulation Of Transcription By RNA Polymerase
1l

Positive Regulation Of Angiogenesis

Positive Regulation Of Multicellular Organismal Process

Neutrophil Activation

Positive Regulation Of DNA-templated Transcription

Regulation Of Angiogenesis

Regulation Of Cold-Induced Thermogenesis

Cellular Response To Low-Density Lipoprotein Particle
Stimulus

Long-Chain Fatty Acid Transport

Vascular Transport

Transport Across Blood-Brain Barrier

Carboxylic Acid Transport

Amino Acid Import Across Plasma Membrane

Maintenance Of Blood-Brain Barrier

Positive Regulation Of Cellular Process

Mesenchymal Cell Differentiation

Regulation Of Cell Migration

Import Into Cell

Amino Acid Transmembrane Transport

Thyroid Hormone Transport

Regulation Of Epithelial Cell Migration

Overlap

6/104

17/938

6/119

10/387

2026-03-18
00:00:00

19/1243

7/205

6/146

2026-03-22
00:00:00

2026-03-23
00:00:00

1983-12-01
00:00:00

1985-12-01
00:00:00

1953-07-01
00:00:00

2026-05-27
00:00:00

2026-05-29
00:00:00

16/594

1954-06-01
00:00:00

13/434

1938-05-01
00:00:00

1942-05-01
00:00:00

2026-03-07
00:00:00

1950-05-01
00:00:00

P-value

4.862e-
05

7.541e-
05

0.0001
03

0.0001
613

0.0001
816

0.0002
575

0.0003
083

0.0003
139

0.0003
365

0.0003
852

1.38e-1
3

1.855e-
13

3.818e-
08

6.362e-
07

9.265e-
07

9.347e-
07

1.067e-

3.347e-

06
3.744e-

06
6.22e-0
8.19e-0

1.488e-

Adjusted
P-value
0.0368525

0.0368525

0.0368525

0.0389669

0.0389669

0.0401166

0.0401166

0.0401166

0.0401166

0.0413317

1.03502e-10

1.03502e-10

1.42042e-05

0.000170159

0.000170159

0.000170159

0.000170159

0.000464251

0.000464251

0.000694106

0.00083092

0.00138428

Odds Ra
tio
10.1751

3.23941

8.81773

4.49729

32.5574

2.73129

5.89535

7.10744

25.698

24.4119

29.6208

28.8064

25.5717

37.6004

34.4635

4.90067

20.8267

5.36355

25.053

22.3401

122.158

18.3611

Combined
Score
101.054

30.7504

80.9506

39.2703

280.443

22.5728

47.6612

57.3314

205.506

191.92

877.122

844.482

436.786

536.473

478.761

68.0359

286.375

67.6212

313.047

267.809

1430.78

204.087

Genes

LRG1;JUP;PRKD1;FGF1;RHOB;HIPK2

EGR1,;ZFHX3,CEBPB;THRB;JUP,;FGF1;LITAF,PBX1;HIP
K2;HELZ2;RPS6KAS5;IRF7;NCK2;PPARG;MAML3;PRKD1;
IER2

LRG1;JUP;PRKD1;FGF1;RHOB;HIPK2

CEBPB;LRG1;FABP4;FABPS5;IL15;ZBTB16;F2R;PPARG;
TNFRSF11A;TGFBR2

PREX1;FCER1G;IL15

EGR1,ZFHX3,CEBPB;THRB;JUP,ZBTB16;F2R;FGF1,LIT
AF;PBX1;HIPK2;HELZ2;RPS6KA5;IRF7;NCK2;PPARG;M
AML3;PRKD1;IER2

LRG1;JUP;PPARG;PRKD1;FGF1;HIPK2;RHOB

TLE3;CEBPB;FABP4;FABP5;IL15;NPR3

FCER1G;CD9;PPARG

FABP4;FABP5;PPARG

SLCO1C1;SLC7A5;SLC6A6;SLC16A1;TFRC;SLC1AL;SL
C2A1;SLC16A2;SLC22A8;SLC7A1;SLC38A5;MFSD2A

SLCO1C1;SLC7A5;SLC6A6;SLC16A1; TFRC;SLC1AL;SL
C2A1;SLC16A2;SLC22A8;SLC7A1;SLC38A5;MFSD2A

SLC7A5;SLC6A6;SLC16A1;SLC16A2;SLC7AL;SLC16A4;
SLC38A5

SLC6AG;SLC7A5;SLC1AL;SLC7AL;SLC38A5

CLDN5;0CLN;SLC1ALLSR;MFSD2A

TGFB2,;EDN1;LEF1;FN1,PTN;IGF1R;SLC6A6;CLDNS;FR
MD5;CXCL12;SPOCK2;PARD3;NAMPT;CTSH;AQP11;MF
SD2A

FOXC1;TGFB2;SEMA3C;FOXF2;LEF1;SLC39A10
EDN1;JAG1;SEMA3C;LEF1;NKD1;IGF1R;CLDN5;FRMD5;
CXCL12;DACH1;CTSH;TMSB10;RECK
SLC6A6;SLC7A5;SLC16A2;SLC7AL;SLC38A5
SLC6A6,SLC7A5,;SLC16A2;SLC7AL;SLC38A5

SLCO1C1;SLC7A5;SLC16A2

PTPRR;TGFB2;CTSH;PTN;GLUL

Organ

Adrenal

Adrenal

Adrenal

Adrenal

Adrenal

Adrenal

Adrenal

Adrenal

Adrenal

Adrenal

Brain

Brain

Brain

Brain

Brain

Brain

Brain

Brain

Brain

Brain

Brain

Brain



Supplementary Table S11: ORA results for
organotypic cEC DEGs (Fig. 5 node terms)

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

Hormone Transport

L-amino Acid Transport

Intracellular Monoatomic Cation Homeostasis
Amide Transport

Transition Metal lon Transport

Neutral Amino Acid Transport

Monocarboxylic Acid Transport

L-alpha-amino Acid Transmembrane Transport
Organonitrogen Compound Biosynthetic Process
Positive Regulation Of Stem Cell Differentiation
Amino Acid Transport

Positive Regulation Of Epithelial To Mesenchymal
Transition

Epithelial To Mesenchymal Transition

Positive Regulation Of Cell Migration

Tight Junction Assembly

Iron lon Transport

Membrane Lipid Biosynthetic Process

Positive Regulation Of Cell Motility

Negative Regulation Of Neural Precursor Cell Proliferation
Aromatic Amino Acid Transport

Response To Auditory Stimulus

Positive Regulation Of Cardiac Epithelial To Mesenchymal
Transition

Dendritic Spine Maintenance

Sulfur Amino Acid Transport

Positive Regulation Of Cell Population Proliferation

Regulation Of Cell Population Proliferation

2026-03-09
00:00:00

2026-04-26
00:00:00

8/190

1932-04-01
00:00:00

1932-04-01
00:00:00

1935-04-01
00:00:00

1973-05-01
00:00:00

1940-04-01
00:00:00

6/123

2026-03-17
00:00:00

1946-04-01
00:00:00

1947-04-01
00:00:00

1947-04-01
00:00:00

8/272

1953-04-01
00:00:00

2026-03-24
00:00:00

1957-04-01
00:00:00

7/221

2026-02-07
00:00:00

2026-02-07
00:00:00

2026-02-07
00:00:00

2026-02-07
00:00:00

2026-02-07
00:00:00

2026-02-07
00:00:00

10/483

13/766

1.948e-
05

1.954e-
05

2.61e-0
5

4.566e-
05

4.566e-
05
6.553e-
05

9.409e-
05

0.0001
116

0.0001
236

0.0001
52

0.0001
937
0.0002
107
0.0002
107

0.0003
15

0.0003
36

0.0004
382

0.0004
446
0.0004
842

0.0007
972

0.0007
972

0.0007
972

0.0007
972

0.0007
972
0.0007
972

0.0009
171

0.0010
205

0.00155766

0.00155766

0.00194188

0.00299737

0.00299737

0.00406262

0.00552679

0.00622974

0.00657061

0.00771099

0.00939704

0.00940407

0.00940407

0.0135222

0.0138881

0.0171101

0.0171101

0.0180139

0.0247144

0.0247144

0.0247144

0.0247144

0.0247144

0.0247144

0.0276608

0.0299701

81.4303

29.8317

7.39852

23.4321

23.4321

21.1613

12.1366

18.2176

8.51454

34.8847

15.6104

15.2466

15.2466

5.07925

13.3756

23.2482

12.3636

5.45014

64.6179

64.6179

64.6179

64.6179

64.6179

64.6179

3.56687

2.94757

883.215

323.466

78.0807

234.188

234.188

203.848

112.521

165.784

76.615

306.691

133.459

129.066

129.066

40.9532

106.983

179.774

95.4262

41.6005

461.007

461.007

461.007

461.007

461.007

461.007

24.9479

20.3013

SLCO1C1;SLC7A5;SLC16A2
SLC7A5;SLC1AL;SLC7A1;SLC38A5
PRNP;EDN1;CXCL12;TFRC;SLC40A1;SLC39A10;SLC30
Al1,CP

SLC1A1,AQP11;PLTP;SLC38A5
TFRC;SLC31A1;SLC30A1;,CP
SLC6AG;SLC7A5;SLC1A1;SLC38A5
SLCO1C1;SLC16A1;SLC16A2;SLC16A4;MFSD2A
SLC7A5;SLC1AL;SLC7A1;SLC38A5
ALAS1;SGMS1;DEGS2;ELOVL7,SGPP2;MFSD2A
FOXC1,TGFB2;PTN
SLC6AG;SLC7A5;SLC7A1;SLC38A5
FOXC1,TGFB2;JAG1,LEF1
TGFB2;FOXF2;LEF1;SLC39A10
TGFB2;EDN1;CXCL12;SEMA3C;LEF1;FN1;CTSH;IGF1R
CLDN5;0CLN;PARD3;LSR

TFRC;SLC40A1,CP

SGMS1,ELOVL7;DEGS2;SGPP2
EDN1;CXCL12;SEMA3C;SPOCK2;LEF1;,CTSH;IGF1R
PTN;SLC16A2

SLC7A5;SLC38A5

USPS3;PTN

TGFB2;JAG1

PRNP;IGF1R

SLC7A5;SLC1AL
CLDN5;TGFB2;EDN1;LEF1;NAMPT;FN1;CTSH;AQP11;P

TN;IGF1IR

TGFB2;EDN1;JAGL;TFRC;FN1;PTN;TOB1;IGF1R;CLDNS5;
DDAH1;NAMPT;CTSH;AQP11

Brain

Brain

Brain

Brain

Brain

Brain

Brain

Brain

Brain

Brain

Brain

Brain

Brain

Brain

Brain

Brain

Brain

Brain

Brain

Brain

Brain

Brain

Brain

Brain

Brain

Brain



Supplementary Table S11: ORA results for
organotypic cEC DEGs (Fig. 5 node terms)

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

Integrin Activation

Positive Regulation Of Notch Signaling Pathway
Sphingolipid Biosynthetic Process

Negative Regulation Of Cell Motility

Acidic Amino Acid Transport

Diol Metabolic Process

Positive Regulation Of Dendrite Development
Negative Regulation Of Vascular Permeability
Podocyte Differentiation

Sphingoid Metabolic Process

Regulation Of Dendrite Development

Positive Regulation Of Cell Adhesion

Ceramide Biosynthetic Process

Alanine Transport

Cardiac Right Ventricle Morphogenesis

Cellular Component Maintenance

Eye Photoreceptor Cell Differentiation
Receptor-Mediated Endocytosis

Endocytosis

Atrioventricular Valve Morphogenesis

Homophilic Cell Adhesion Via Plasma Membrane
Adhesion Molecules

Negative Regulation Of Canonical Wnt Signaling Pathway
Aortic Valve Development

Epithelial Cell Migration

Positive Regulation Of Cell Population Proliferation

Negative Regulation Of Wnt Signaling Pathway

2026-02-08
00:00:00

1933-03-01
00:00:00

1977-04-01
00:00:00

5/133

2026-02-10
00:00:00

2026-02-10
00:00:00

2026-02-10
00:00:00

2026-02-11
00:00:00

2026-02-11
00:00:00

2026-02-11
00:00:00

1941-03-01
00:00:00

1988-04-01
00:00:00

1942-03-01
00:00:00

2026-02-12
00:00:00

2026-02-12
00:00:00

2026-02-12
00:00:00

2026-02-12
00:00:00

9/122

9/189

2026-04-19
00:00:00

1960-05-01
00:00:00

6/114

1940-04-01
00:00:00

1946-04-01
00:00:00

11/483

6/140

0.0010
586

0.0011
339

0.0013
838

0.0014
952

0.0016
875
0.0016
875
0.0016
875

0.0020
541

0.0020
541

0.0020
541

0.0021
363
0.0022
621

0.0022
902

0.0024
548

0.0024
548

0.0024
548

0.0024
548
7.329-
08

2.959%-
06

5.241e-
06

3.65e-0
5

8.122e-
05

0.0001
116
0.0001
937

0.0002
271

0.0002
504

0.0302933

0.0316346

0.0376654

0.0397291

0.0418502

0.0418502

0.0418502

0.0477575

0.0477575

0.0477575

0.0486544

0.049811

0.049811

0.049811

0.049811

0.049811

0.049811

9.40319e-05

0.00189815

0.00224124

0.011708

0.0208417

0.0238732

0.0339927

0.0339927

0.0339927

53.8455

16.2664

8.96728

6.42806

40.3801

40.3801

40.3801

35.8916

35.8916

35.8916

12.8367

7.78867

12.5069

32.3008

32.3008

32.3008

32.3008

13.5687

8.48922

43.7686

15.0152

9.22829

18.2176

15.6104

3.96657

7.42794

368.883

110.321

59.0311

41.8178

257.807

257.807

257.807

222.094

222.094

222.094

78.9291

47.4443

76.0313

194.118

194.118

194.118

194.118

222.917

108.074

532.185

153.427

86.915

165.784

133.459

33.2804

61.5949

CXCL12;FN1

TGFB2;JAG1; TSPAN5

SGMS1,ELOVL7,DEGS2;SGPP2

CLDN5;FRMD5;DACH1;JAG1;RECK

SLC6A6;SLC1AL

DEGS2;SGPP2

PTN;LRP8

CLDN5;DDAH1

JAG1;PROM1

DEGS2;SGPP2

PTN;LRP8;MFSD2A

FRMD5;TGFB2;CXCL12;NDNF

SGMS1,;ST8SIA4;,DEGS2

SLC6A6;SLC7A5

TGFB2;,JAG1

PRNP;IGF1R

PROM1;NKD1

DPP4;MSR1;DAB2;MRC1;STAB1;STAB2;ARRB2;FCGR2

B;CXCL16
MSR1;EHD3;DAB2;SNX18;MRC1;STAB1;STAB2;,FCGR2

B,CXCL16

OLFM1;BMP2;GATA4;SMAD6
CD84,CDH4,PALLD;CDH13;ROBO1
PRKN;BMP2;DAB2;IGFBP4;PRICKLE1; TPBGL
BMP2;GATA4,SMAD6;ROBO1

DPP4;ZEB2;KIT;,CDH13
DPP4;BMP2;MEIS1;ACER3;CDH13;IL6ST;ZFPM2;WNT2;

BMP6;,AQP1;,LGMN
PRKN;BMP2;DAB2;IGFBP4;PRICKLEL; TPBGL

Brain

Brain

Brain

Brain

Brain

Brain

Brain

Brain

Brain

Brain

Brain

Brain

Brain

Brain

Brain

Brain

Brain

Liver

Liver

Liver

Liver

Liver

Liver

Liver

Liver

Liver



Supplementary Table S11: ORA results for
organotypic cEC DEGs (Fig. 5 node terms)

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

Regulation Of Cell Population Proliferation
Regulation Of Canonical Wnt Signaling Pathway
Regulation Of Cell Migration

Outflow Tract Septum Morphogenesis

Positive Regulation Of Vascular Endothelial Growth
Factor Production

Positive Regulation Of Cell Motility

Plasma Membrane Invagination

Regulation Of Vascular Endothelial Growth Factor
Production

Atrioventricular Valve Formation

Cellular Response To Hepatocyte Growth Factor Stimulus
Response To Hepatocyte Growth Factor

Regulation Of Pathway-Restricted SMAD Protein
Phosphorylation

Cellular Response To Lipid

Cell-Matrix Adhesion

Inflammatory Response

Cell-Cell Adhesion Via Plasma-Membrane Adhesion
Molecules

Regulation Of Nitric Oxide Metabolic Process
Regulation Of Oxidative Stress-Induced Cell Death
Cellular Response To Molecule Of Bacterial Origin
Phagocytosis, Engulfment

Negative Regulation Of Leukocyte Degranulation
Intestinal Epithelial Cell Differentiation

Negative Regulation Of Macromolecule Metabolic Process
Positive Regulation Of Secretion By Cell

Cellular Response To Amyloid-Beta

Positive Regulation Of Cellular Process

14/766

71207

10/434

2026-03-24
00:00:00

2026-03-24
00:00:00

7/221

2026-03-26
00:00:00

2026-03-26
00:00:00

2026-02-06
00:00:00

2026-02-06
00:00:00

2026-02-06
00:00:00

1961-04-01
00:00:00

71228

5/109

7/236

6/172

2026-02-07
00:00:00

2026-02-07
00:00:00

5/117

2026-03-30
00:00:00

2026-02-08
00:00:00

2026-02-08
00:00:00

6/186

1973-04-01
00:00:00

1934-03-01
00:00:00

11/594

0.0003
116

0.0003
269

0.0004
021

0.0004
382

0.0004
382
0.0004
842

0.0005
578

0.0005
578

0.0005
718

0.0005
718

0.0005
718
0.0005
762
0.0005
829

0.0006
12

0.0007
145

0.0007
476

0.0007
972
0.0007
972

0.0008
436

0.0008
553

0.0010
586

0.0010
586

0.0011
215
0.0011
345
0.0012
379

0.0012
623

0.0339927

0.0339927

0.0339927

0.0339927

0.0339927

0.0339927

0.0339927

0.0339927

0.0339927

0.0339927

0.0339927

0.0339927

0.0339927

0.034141

0.0378414

0.0378414

0.0378414

0.0378414

0.0378414

0.0378414

0.043814

0.043814

0.044108

0.044108

0.0462713

0.0462713

3.20733

5.83581

3.98913

23.2482

23.2482

5.45014

21.2245

21.2245

80.7764

80.7764

80.7764

11.4937

5.27563

7.92107

5.08926

5.98633

64.6179

64.6179

7.35231

18.0765

53.8455

53.8455

5.51681

9.48904

15.7409

3.19298

25.8956

46.8371

31.19

179.774

179.774

41.6005

159.003

159.003

603.136

603.136

603.136

85.7321

39.2904

58.6058

36.8661

43.0935

461.007

461.007

52.038

127.693

368.883

368.883

37.4763

64.3505

105.374

21.3127

CXCL9;SMADG6;BMP6;DPP4;CXCL10;IL1A;BMP2;MEIS1;

ACERS3;KIT,CDH13;IL6ST,WNT2;,LGMN

PRKN;BMP2;DAB2;ZEB2;|IGFBP4;PRICKLE1; TPBGL

ADGRG3;BMP2;DAB2;MMP14;HGF;KIT,CDH13;PLXNC1,;

CXCL16;ROBO1

SMADG6,ZFPM2;ROBO1

IL1IA;GATA4;IL6ST

BMP2;DAB2;MMP14;HGF;KIT;CDH13;CXCL16

MSR1;SNX18;FCGR2B

IL1A;GATA4;IL6ST

OLFM1,GATA4

HGF,LGMN

HGF,LGMN

BMP2;DAB2;SMAD6;BMP6

CXCL10;IL1A;CXCL9;SIRPA;TFPI,WNT2;AQP1

VCAML;ITGA8;LYVEL;PPFIA2;ITGA9

CXCL10;IL1A;BMP2;CXCL9;VCAMIKIT,FCGR2B

CD84,CDH4,VCAM1,PALLD;CDH13;ROBO1

SIRPA; TMEM106A

PRKN;GATA4

CXCL10;IL1A;CXCL9;SIRPA;FCGR2B

MSR1;FCGR2B;XKR6

CD84;FCGR2B

GATA4;IL6ST

PRKN;OLFM1;MSR1;BMP2;,LGMN;ROBO1

CADPS2;IL1A;BMP2;BMP6

VCAM1;FCGR2B;LGMN

DPP4;BMP2;MMP14;MEIS1;ACERS;IL6ST;FCGR2B;WNT
2;BMP6,CXCL16;LGMN

Liver

Liver

Liver

Liver

Liver

Liver

Liver

Liver

Liver

Liver

Liver

Liver

Liver

Liver

Liver

Liver

Liver
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Supplementary Table S11: ORA results for
organotypic cEC DEGs (Fig. 5 node terms)

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

GO Biological Process 2023

Transmembrane Receptor Protein Serine/Threonine
Kinase Signaling Pathway

Iron lon Transmembrane Transport

Aortic Valve Morphogenesis

Ventricular Septum Development

Positive Regulation Of Cell Migration

Regulation Of Dendritic Cell Differentiation

T Cell Chemotaxis

Positive Regulation Of Non-Canonical Wnt Signaling
Pathway

Positive Regulation Of Intracellular Signal Transduction
Integrated Stress Response Signaling

Positive Regulation Of Steroid Metabolic Process
Regulation Of Protein Modification By Small Protein
Conjugation Or Removal

Polyamine Metabolic Process

Positive Regulation Of Nitric-Oxide Synthase Activity
Positive Regulation Of Vascular Associated Smooth

Muscle Cell Proliferation
Negative Regulation Of Transcription From RNA

Polymerase Il Promoter In Response To Stress

Cellular Heat Acclimation

Heat Acclimation

Positive Regulation Of Tau-Protein Kinase Activity

Axon Extension

Positive Regulation Of Monooxygenase Activity
Regulation Of Nucleotide-Binding Oligomerization Domain
Containing 2 Signaling Pathway

Polyamine Biosynthetic Process

Regulation Of Nitric-Oxide Synthase Activity

Spermidine Metabolic Process

Positive Regulation Of Microtubule Nucleation

5/130

2026-02-09
00:00:00

1937-03-01
00:00:00

1937-03-01
00:00:00

71272

2026-02-10
00:00:00

2026-02-10
00:00:00

2026-02-10
00:00:00

10/525

2026-05-29
00:00:00

2026-03-06
00:00:00
2026-04-29
00:00:00
2026-03-11
00:00:00

2026-03-17
00:00:00

2026-03-20
00:00:00

2026-02-05
00:00:00

2026-02-05
00:00:00
2026-02-05
00:00:00
2026-02-05
00:00:00

2026-03-23
00:00:00

2026-03-26
00:00:00

2026-02-06
00:00:00

2026-02-06
00:00:00
2026-03-28
00:00:00
2026-02-07
00:00:00

2026-02-07
00:00:00

0.0013
515

0.0013
555

0.0015
856

0.0015
856

0.0016
251
0.0016
875
0.0016
875

0.0016
875

0.0017
085

9.265e-
07

4.702e-
06
3.06e-0
5

3.791e-
05

0.0001
52

0.0002
514

0.0003
828

0.0003
828
0.0003
828
0.0003
828

0.0003
852

0.0005
578

0.0005
718

0.0005
718
0.0006
965

0.0007
972

0.0007
972

0.0470044

0.0470044

0.0498183

0.0498183

0.0498183

0.0498183

0.0498183

0.0498183

0.0498183

0.000906153

0.00229904

0.00926902

0.00926902

0.0297329

0.0342476

0.0342476

0.0342476

0.0342476

0.0342476

0.0342476

0.039944

0.039944

0.039944

0.0454108

0.0458647

0.0458647

6.58333

46.151

14.3498

14.3498

4.38983

40.3801

40.3801

40.3801

3.26889

34.4635

162.885

26.2479

61.0666

34.8847

28.7242

107.707

107.707

107.707

107.707

24.4119

21.2245

80.7764

80.7764

19.5246

64.6179

64.6179

43.493

304.76

92.5098

92.5098

28.1924

257.807

257.807

257.807

20.8298

478.761

1998.22

272.837

621.676

306.691

238.083

847.451

847.451

847.451

847.451

191.92

159.003

603.136

603.136

141.933

461.007

461.007

BMP2;HPGD;ARRB2;SMAD6;BMP6

SLC25A37;SLC39A8

GATA4,SMADG6;ROBO1

GATA4;ZFPM2;ROBO1

BMP2;DAB2;MMP14;HGFKIT;CDH13;CXCL16

LGALS1;FCGR2B

CXCL10;CXCL16

DAB2;RSPO3

PRKN;BMP2;DAB2;WDR59;LGALS1;HGF;KIT,CDH13;BM

P6,TMEM106A

JUN;MAFB;MAP3K20;FOS;JUNB

APOE;CGA;LDLRAP1

EGR1;HSP90AAL;HSPA1B;HSPA1A

ODC1;SAT1;SLC38A2

SCARB1;NOS1AP;APOE

JUN;GJAL,LDLRAP1

JUN;CITED2

HSPA1B;HSPA1A

HSPA1B;HSPA1A

EGR1;HSP90AAL

HSP90AAL;AUTS2;MAP1B

SCARB1;NOS1AP;APOE

HSPA1B;HSPA1A

SAT1;SLC38A2

SCARB1;NOS1AP;APOE

SAT1;SLC38A2

HSPA1B;HSPA1A

Liver

Liver

Liver

Liver

Liver

Liver

Liver

Liver

Liver

Pituitar
y
Pituitar
y
Pituitar
y
Pituitar
y
Pituitar
y
Pituitar
y
Pituitar
y
Pituitar
y
Pituitar
y
Pituitar
y
Pituitar
y
Pituitar
y
Pituitar
y
Pituitar
y
Pituitar
y
Pituitar
y
Pituitar
y



Supplementary Table S11: ORA results for
organotypic cEC DEGs (Fig. 5 node terms)

GO Biological Process 2023 Negative Regulation Of Homotypic Cell-Cell Adhesion 2026-03-10 2.77e-0 1 0.0158037 69.7939 | 732.429 CEACAM1;RDX;ALOX12 Thyroid
00:00:00 5
GO Biological Process 2023 Regulation Of Neuron Death 1958-05-01 3.093e- | 0.0158037 15.5833 | 161.813 MEF2C;TRIM2;SNCG;CD200;MAP3K5 Thyroid
00:00:00 05
GO Biological Process 2023 Endodermal Cell Differentiation 1931-04-01 4.014e- 1 0.0158037 24.3012  246.001 COL4A2;MMP15;LAMA3;LAMB1 Thyroid
00:00:00 05
GO Biological Process 2023 Endoderm Formation 1935-04-01 6.553e- | 0.0193466 21.1613 203.848 COL4A2;MMP15;LAMA3;LAMB1 Thyroid
00:00:00 05
MSigDB Hallmark 2020 Interferon Gamma Response 10/200 5.222e-  1.93217e-05 9.00915  130.319 HELZ2;PNP;RSAD2;IL15;IRF7;IFI44;CMPK2;UPPL;IFIT1;l = Adrenal
07 FIT3
MSigDB Hallmark 2020 Interferon Alpha Response 1997-07-01 2.536e-  4.69091e-05 13.041 168.034 HELZ2;RSAD2;IL15;IRF7;CMPK2;IF144;IFIT3 Adrenal
00:00:00 06
MSigDB Hallmark 2020 Epithelial Mesenchymal Transition 9/200 4.699e- 5.79511e-05 7.99585 | 98.0948 ITGB5;IL15;PMP22;PLAUR;TIMP3;SLIT3;EDIL3;NID2;RH = Adrenal
06 OB
MSigDB Hallmark 2020 TNF-alpha Signaling via NF-kB 7/200 0.0002 | 0.00245475 6.04962 @ 49.8147 EGR1;CEBPB;PLAUR;PHLDA1L;LITAF;IER2;RHOB Adrenal
654
MSigDB Hallmark 2020 Cholesterol Homeostasis 1974-04-01 0.0011 ' 0.00883259 9.35301  62.9531 FABP5;PLAUR;CD9;PPARG Adrenal
00:00:00 936
MSigDB Hallmark 2020 Mitotic Spindle 6/199 0.0015  0.00976648 5.14181 33.1542 PREX1;CDC42EP4;FSCN1;NCK2;ARHGAP27;SYNPO Adrenal
838
MSigDB Hallmark 2020 UV Response Dn 5/144 0.0021  0.0112024 5.91607 36.4231 INPP4B;PMP22;PPARG;KALRN;TGFBR2 Adrenal
194
MSigDB Hallmark 2020 IL-2/STATS5 Signaling 5/199 0.0083  0.0348763 4.22702 | 20.2477 CCND3;PNP;PHLDA1;HIPK2;RHOB Adrenal
119
MSigDB Hallmark 2020 p53 Pathway 5/200 0.0084  0.0348763 4.20513 | 20.057 CCND3;ZBTB16;F2R;DDIT4;UPP1 Adrenal
834
MSigDB Hallmark 2020 Estrogen Response Early 10/200 5.222e-  2.08884e-05 9.00915 130.319 SLC7A5;ABLIM1;FOXC1;SLC16A1;CXCL12;ABHD2;SLC | Brain
07 1A1;SLC2A1;TOB1;IGF1R
MSigDB Hallmark 2020 Estrogen Response Late 9/200 4.699e- 9.39747e-05 7.99585 | 98.0948 SLC7A5;FOXC1;SLC16A1;CXCL12;TSPAN13;ABHD2;LS | Brain
06 R;HMGCS2;TOB1
MSigDB Hallmark 2020 Wht-beta Catenin Signaling 1942-03-01 0.0022  0.0305356 12.5069 @ 76.0313 JAG1;LEF1;NKD1 Brain
00:00:00 902
MSigDB Hallmark 2020 Interferon Alpha Response 1997-08-01 1.686e- 5.90075e-06 15.201 237.071 PLSCR1;CSF1;RSAD2;CCRL2;CMPK2;IFI44;NCOAT7;IFIT | Kidney
00:00:00 07 3
MSigDB Hallmark 2020 Cholesterol Homeostasis 1974-05-01 0.0001  0.0017572 11.9601  110.108 PLSCR1;PLAUR;LPL;CD9;S100A11 Kidney
00:00:00 004
MSigDB Hallmark 2020 Xenobiotic Metabolism 6/200 0.0016  0.0189528 5.11505 32.8516 CBR1;DDAH2;EPHX1;DHPS;IGF1;PTS Kidney
245
MSigDB Hallmark 2020 IL-6/JAK/STAT3 Signaling 1987-04-01 0.0021  0.0189843 7.8829 | 48.3474 CSF1;IL10RB;CD9;IL2RG Kidney
00:00:00 696
MSigDB Hallmark 2020 IL-2/STATS5 Signaling 5/199 0.0083 | 0.0371149 4.22702 | 20.2477 PLSCR1;CSF1;S100A1;SMPDL3A;IGF2R Kidney
119
MSigDB Hallmark 2020 TNF-alpha Signaling via NF-kB 5/200 0.0084  0.0371149 4.20513 | 20.057 DRAM1;CSF1;CCRL2;PLAUR;SGK1 Kidney
834
MSigDB Hallmark 2020 Interferon Gamma Response 5/200 0.0084  0.0371149 4.20513 | 20.057 PLSCR1;RSAD2;IFI44;,CMPK2;IFIT3 Kidney
834
MSigDB Hallmark 2020 p53 Pathway 5/200 0.0084  0.0371149 4.20513 | 20.057 DRAM1;EPHX1;KLK8;TM4SF1;S100A10 Kidney
834
MSigDB Hallmark 2020 Coagulation 4/138 0.0110  0.0430058 4.87011  21.9376 S100A1;CD9;PLAT;KLK8 Kidney
586
MSigDB Hallmark 2020 Complement 7/200 0.0002 ' 0.0049095 6.04962 | 49.8147 DPP4;MMP14;F8;CDH13;ZFPM2;CD55;LGMN Liver

654



Supplementary Table S11: ORA results for
organotypic cEC DEGs (Fig. 5 node terms)
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Supplementary Table S12
[ Supplemenay Table $12: Cel—cel ntraction resuls fornflammaon ~related LRpars

pair_direction pair_label Organ Ir_means cellphone_pvals
Capillary - T cell Angpt2|Tek Adrenal 0 1
Capillary - T cell Angpt2|Tek Pituitary 0.240469 0
Capillary - T cell Angpt2|Tek Liver 0 1
Capillary - T cell Angpt2|Tek Kidney 0 1
Capillary - T cell Angpt2|Tek Thyroid 0 1
Capillary - T cell Angpt2|Tek Brain 0 1
Capillary - T cell Cxcl10|Cxcr3 Adrenal 0 1
Capillary - T cell Cxcl10|Cxcr3 Pituitary 0 1
Capillary - T cell Cxcl10|Cxcr3 Liver 0.291314 0
Capillary - T cell Cxcl10|Cxcr3 Kidney 0 1
Capillary - T cell Cxcl10|Cxcr3 Thyroid 0 1
Capillary - T cell Cxcl10|Cxcr3 Brain 0 1
Capillary - T cell Cxcl16|Cxcré Adrenal 0 1
Capillary - T cell Cxcl16|Cxcré Pituitary 0 1
Capillary - T cell Cxcl16|Cxcré Liver 0.712616 0
Capillary - T cell Cxcl16|Cxcré Kidney 0 1
Capillary - T cell Cxcl16|Cxcré Thyroid 0 1
Capillary - T cell Cxcl16|Cxcré Brain 0 1
Capillary - T cell Gnai2|Ccr5 Adrenal 1.31031 0
Capillary - T cell Gnai2|Ccr5 Pituitary 0 1
Capillary - T cell Gnai2|Ccr5 Liver 1.02406 0
Capillary - T cell Gnai2|Ccr5 Kidney 1.05746 0
Capillary - T cell Gnai2|Ccr5 Thyroid 0 1
Capillary - T cell Gnai2|Ccr5 Brain 0 1
Capillary - T cell Gnai2|Cxcr3 Adrenal 1.24536 0
Capillary - T cell Gnai2|Cxcr3 Pituitary 0 1
Capillary - T cell Gnai2|Cxcr3 Liver 0.86236 0
Capillary - T cell Gnai2|Cxcr3 Kidney 0 1
Capillary - T cell Gnai2|Cxcr3 Thyroid 0 1
Capillary - T cell Gnai2|Cxcr3 Brain 0 1
Capillary - T cell Grn|Tnfrsfla Adrenal 0 1
Capillary - T cell Grn|Tnfrsfla Pituitary 0.301181 0
Capillary - T cell Grn|Tnfrsfla Liver 0.452825 0
Capillary - T cell Grn|Tnfrsfla Kidney 0 1
Capillary - T cell Grn|Tnfrsfla Thyroid 0 1
Capillary - T cell Grn|Tnfrsfla Brain 0 1
Capillary - T cell Grn|Tnfrsflb Adrenal 0.427367 0.001
Capillary - T cell Grn|Tnfrsflb Pituitary 0.393468 0
Capillary - T cell Grn|Tnfrsflb Liver 0.647539 0
Capillary - T cell Grn|Tnfrsflb Kidney 0 1
Capillary - T cell Grn|Tnfrsflb Thyroid 0 1
Capillary - T cell Grn|Tnfrsflb Brain 0 1



Supplementary Table S12: Cell—cell interaction results for inflammation - related LR pairs
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0

Capillary - T cell Vcaml|ltgb7 Kidney 1
Capillary - T cell Vcaml|ltgb7 Thyroid 0 1
Capillary - T cell Vcaml|ltgh7 Brain 0 1
T cell - Capillary Ccl5|Ccrl2 Adrenal 1.65824 0
T cell - Capillary Ccl5|Ccrl2 Pituitary 0.359763 0
T cell - Capillary Ccl5|Ccrl2 Liver 0 1
T cell - Capillary Ccl5|Ccrl2 Kidney 1.01645 0
T cell - Capillary Ccl5|Ccrl2 Thyroid 0 1
T cell - Capillary Ccl5|Ccrl2 Brain 0 1
T cell - Capillary Ccl5|Dpp4 Adrenal 0 1
T cell - Capillary Ccl5|Dpp4 Pituitary 0 1
T cell - Capillary Ccl5|Dpp4 Liver 1.79396 0
T cell - Capillary Ccl5|Dpp4 Kidney 0 1
T cell - Capillary Ccl5|Dpp4 Thyroid 0 1
T cell - Capillary Ccl5|Dpp4 Brain 0 1
T cell - Capillary Ccl5|Sdc4 Adrenal 0 1
T cell - Capillary Ccl5|Sdc4 Pituitary 0 1
T cell - Capillary Ccl5|Sdc4 Liver 0.882775 0
T cell - Capillary Ccl5|Sdc4 Kidney 0 1
T cell - Capillary Ccl5|Sdc4 Thyroid 0 1
T cell - Capillary Ccl5|Sdc4 Brain 0 1
T cell - Capillary Cd38|Pecaml Adrenal 1.27335 0
T cell - Capillary Cd38|Pecaml Pituitary 0.911842 0
T cell - Capillary Cd38|Pecaml Liver 0 1
T cell - Capillary Cd38|Pecaml Kidney 0 1
T cell - Capillary Cd38|Pecaml Thyroid 0 1
T cell - Capillary Cd38|Pecaml Brain 0 1
T cell - Capillary Egf|Nrpl Adrenal 0 1
T cell - Capillary Egf|Nrp1 Pituitary 0 1
T cell - Capillary Egf|Nrpl Liver 0 1
T cell - Capillary Egf|Nrpl Kidney 1.43592 0
T cell - Capillary Egf|Nrpl Thyroid 0 1
T cell - Capillary Egf|Nrpl Brain 0 1
T cell - Capillary Fasl|Fas Adrenal 0.467606 0
T cell - Capillary Fasl|Fas Pituitary 0 1
T cell - Capillary Fasl|Fas Liver 0.433162 0
T cell - Capillary Fasl|Fas Kidney 0.366049 0
T cell - Capillary Fasl|Fas Thyroid 0 1
T cell - Capillary Fasl|Fas Brain 0 1
T cell - Capillary Fgf1|Nrpl Adrenal 1.41136 0
T cell - Capillary Fgf1|Nrpl Pituitary 0 1
T cell - Capillary Fgf1|Nrpl Liver 0 1
T cell - Capillary Fgfl|Nrpl Kidney 0 1
T cell - Capillary Fgfl|Nrpl Thyroid 0 1
T cell - Capillary Fgf1|Nrpl Brain 0 1



Supplementary Table S12: Cell—cell interaction results for inflammation - related LR pairs

T cell - Capillary
T cell - Capillary
T cell - Capillary
T cell - Capillary
T cell - Capillary
T cell - Capillary
T cell - Capillary
T cell - Capillary
T cell - Capillary
T cell - Capillary
T cell - Capillary
T cell - Capillary
T cell - Capillary
T cell - Capillary
T cell - Capillary
T cell - Capillary
T cell - Capillary
T cell - Capillary
T cell - Capillary
T cell - Capillary
T cell - Capillary
T cell - Capillary
T cell - Capillary
T cell - Capillary
T cell - Capillary
T cell - Capillary
T cell - Capillary
T cell - Capillary
T cell - Capillary
T cell - Capillary
T cell - Capillary
T cell - Capillary
T cell - Capillary
T cell - Capillary
T cell - Capillary
T cell - Capillary
T cell - Capillary
T cell - Capillary
T cell - Capillary
T cell - Capillary
T cell - Capillary
T cell - Capillary
T cell - Capillary
T cell - Capillary
T cell - Capillary

Grn|Tnfrsfla
Grn|Tnfrsfla
Grn|Tnfrsfla
Grn|Tnfrsfla
Grn|Tnfrsfla
Grn|Tnfrsfla
Ifng|Ifngrl
Ifng|Ifngrl
Ifng|lfngrl
Ifng|lfngrl
Ifng|lfngrl
Ifng|Ifngrl
Ifng|lfngr2
Ifng|Ifngr2
Ifng|lfngr2
Ifng|lfngr2
Ifng|lfngr2
Ifng|lfngr2
Ltb|Tnfrsfla
Ltb|Tnfrsfla
Ltb|Tnfrsfla
Ltb|Tnfrsfla
Ltb|Tnfrsfla
Ltb|Tnfrsfla
Pigf|FIt1
Pigf|FIt1
Pigf|FIt1
Pigf|Flt1
Pigf|Flt1
Pigf|Flt1
Sema3f|Nrpl
Sema3f|Nrpl
Sema3f|Nrpl
Sema3f|Nrpl
Sema3f|Nrpl
Sema3f|Nrpl
Tnfsf14|Ltbr
Tnfsfl4|Ltbr
Tnfsfl4|Ltbr
Tnfsfl4|Ltbr
Tnfsf14|Ltbr
Tnfsfl4|Ltbr
VegfalKdr
VegfalKdr
VegfalKdr

Adrenal
Pituitary
Liver
Kidney
Thyroid
Brain
Adrenal
Pituitary
Liver
Kidney
Thyroid
Brain
Adrenal
Pituitary
Liver
Kidney
Thyroid
Brain
Adrenal
Pituitary
Liver
Kidney
Thyroid
Brain
Adrenal
Pituitary
Liver
Kidney
Thyroid
Brain
Adrenal
Pituitary
Liver
Kidney
Thyroid
Brain
Adrenal
Pituitary
Liver
Kidney
Thyroid
Brain
Adrenal
Pituitary
Liver

0
0.361428
0
0.412297
0
0
0
0
0.362129
0
0
0
0.241938

o

o O o o

0.797852
0
0.730255
0.777922
0.752952
0

1.6914
1.21305
0
1.49623
0

0

0
0.972843

0.231696

o

.48009

o O r O O O o

P P O PFrP PP PFP PP OPFPPFPPFRPORFRP P OP OOPFP OOOSPRFR OPR PR PFP PP OPPFPPFPOLFPR PR P PO PR O LR



Supplementary Table S12: Cell—cell interaction results for inflammation - related LR pairs

T cell - Capillary
T cell - Capillary
T cell - Capillary
T cell - Capillary
T cell - Capillary
T cell - Capillary
T cell - Capillary
T cell - Capillary
T cell - Capillary
T cell - Capillary
T cell - Capillary
T cell - Capillary
T cell - Capillary
T cell - Capillary
T cell - Capillary
T cell - Capillary
T cell - Capillary
T cell - Capillary
T cell - Capillary
T cell - Capillary
T cell - Capillary
T cell - Capillary
T cell - Capillary
T cell - Capillary
T cell - Capillary
T cell - Capillary
T cell - Capillary
T cell - Capillary
T cell - Capillary
T cell - Capillary
T cell - Capillary
T cell - Capillary
T cell - Capillary

VegfalKdr
VegfalKdr
VegfalKdr
Vegfa|Nrpl
Vegfa|Nrpl
Vegfa|Nrpl
Vegfa|Nrpl
Vegfa|Nrpl
Vegfa|Nrpl
Vegfa|Nrp2
Vegfa|Nrp2
Vegfa|Nrp2
Vegfa|Nrp2
Vegfa|Nrp2
Vegfa|Nrp2
Vegfb|FIt1
Vegfb|FItl
Vegfb|FItl
Vegfb|FItl
Vegfb|FItl
Vegfb|FIt1
Vegfc|Fltl
Vegfc|Fltl
Vegfc|Fltl
Vegfc|Fltl
Vegfc|Fltl
Vegfc|Flt1
Vegfc|Nrp2
Vegfc|Nrp2
Vegfc|Nrp2
Vegfc|Nrp2
Vegfc|Nrp2
Vegfc|Nrp2

Thyroid
Brain
Adrenal
Pituitary
Liver
Kidney
Thyroid
Brain
Adrenal
Pituitary
Liver
Kidney
Thyroid
Brain
Adrenal
Pituitary
Liver
Kidney
Thyroid
Brain
Adrenal
Pituitary
Liver
Kidney
Thyroid
Brain
Adrenal
Pituitary
Liver
Kidney
Thyroid
Brain

0.690621
1.43363
0

0
1.39035
0
0.453748
0.660716
0

0
0.355718
0

0

0
1.19452
0

0

0

0
1.68492
1.26891
0

0

0

0
0.651304
0.892005
0

0
0
0

o
o
=y

P P P P OO R PP PR OOR PR PELPOPRPPLPLOPR P OORrROLRrRPrPRoOOLRro



Supplementary Table S13
[ Supplementary Table S13- DEG for hyroid oEC DEGs i Odvsvoung ||| ||

names scores logfoldchanges pvals pvals_adj comparison
IGKC 26.4393  4.75771 4.841e-154 1.8689e-149 Old_high
IGLC2 19.5884 | 5.82648 1.94194e-85 1.87426e-81 Old_high
IGLC3 17.005 5.8433 7.54687e-65 3.23727e-61 Old_high
IGHG1 13.4896 | 4.65365 1.80018e-41 2.89574e-38 Old_high
TM4SF1 13.2962 | 2.02906 2.4358e-40 3.61679e-37 Old_high
IGHG3 12.4681 | 4.4373 1.11506e-35 1.19578e-32 Old_high
ENSG00000288765 11.724 1.93983 9.60068e-32 8.61962e-29 Old_high
HLA-DQB1 11.654 2.08085 2.19028e-31 1.87907e-28 Old_high
CXCL12 10.6372 | 1.7207 2.0014e-26 1.1707e-23 Old_high
HLA-DQA1 10.5688 | 2.35241 4.15618e-26 2.30306e-23 Old_high
IGHA1 9.47585 | 3.42981 2.646e-21 1.0114e-18 Old_high
CDKN1A 9.42534 | 1.59402 4.287e-21 1.57623e-18 Old_high
IGHG4 9.37101  3.17093 7.18427e-21 2.50061e-18 Old_high
SIK1 8.99997 | 1.81564 2.25769e-19 6.80942e-17 Old_high
IGHM 8.28036  28.35 1.22805e-16 2.85602e-14 Old_high
H4C3 8.2068 1.81377 2.27167e-16 5.09884e-14 Old_high
LINC00639 8.1413 6.29625 3.91066e-16 8.62714e-14 Old_high
SPINK5 7.77578 | 2.49757 7.49807e-15 1.44735e-12 Old_high
IGFBP7 7.66107  1.6107 1.84391e-14 3.40603e-12 Old_high
MIR99AHG 6.99083 | 2.35107 2.73264e-12 4.15339-10 Old_high
PNP 6.55083  1.91407 5.72181e-11 7.46271e-09 Old_high
RDH10 6.44099 | 2.29937 1.18696e-10 1.48778e-08 Old_high
SELE 6.065 1.5308 1.31954e-09 1.45134e-07 Old_high
GADD45A 5.82609 | 1.55768 5.67393e-09 5.71926e-07 Old_high
C2CD4B 5.45788  1.54759 4.81845e-08 4.22775e-06 Old_high
ARRDC3 5.44103 | 1.85592 5.29721e-08 4.58436e-06 Old_high
SPSB1 5.07238  1.51262 3.92873e-07 2.93371e-05 Old_high
SEMA4A 4.85508 | 1.56683 1.20339e-06 8.35574e-05 Old_high
ENSG00000291100 4.74379 | 1.52121 2.09757e-06 0.000141078 Old_high
FCN3 471021  1.59479 2.47458e-06 0.000163866 Old_high
FOSL1 4.68188  1.69378 2.84261e-06 0.000186635 Old_high
ICAM4 4.65926 | 1.95091 3.17342e-06 0.000207298 Old_high
ADAMTS4 4.63093  1.58039 3.64031e-06 0.000234524 Old_high
PLA1A 4.63032 | 1.92645 3.65096e-06 0.000234524 Old_high
IL6 456285 | 3.20375 5.04645e-06 0.000312718 Old_high
PLAUR 452963 | 1.53009 5.9086e-06 0.000360359 Old_high
NFIL3 4.41476  1.91372 1.01124e-05 0.000595119 Old_high
TNFAIP3 4.27618 | 1.80965 1.90129e-05 0.00105462 Old_high
ELOVLY 4.08334 157575 4.4392e-05 0.00227596 Old_high
RDH10-AS1 3.99406 | 2.13442 6.49504e-05 0.00320649 Old_high
IGHGP 3.86129  3.11375 0.00011279 0.00518996 Old_high
CCL2 3.8444 2.3247 0.000120847 0.00549522 Old_high
ENSG00000255202 3.83485 | 2.22276 0.000125642 0.00568645 Old_high
TMSB15A 3.82275 | 2.16008 0.000131969 0.00595074 Old_high
TMEM70 3.80192  1.56115 0.000143581 0.00638606 Old_high

SPHK1 3.68776 | 1.83106 0.000226233 0.00948312 Old_high



Supplementary Table S14
[ Supplementary Table 514  DEG for hyroid cEC DEGs i PTCvsYoung | | | | |

names scores logfoldchanges pvals pvals_adj comparison
IGFBP7 50.3437  5.54302 0 0 PTC_high
FN1 43.2214  8.53215 0 0 PTC_high
CLEC3B 38.9693  5.54251 0 0 PTC_high
PFN1 38.5708 | 2.80598 0 0 PTC_high
MMP2 38.264 7.28094 0 0 PTC_high
LMNA 37.8758 | 2.48122 0 0 PTC_high
GAPDH 36.6685 | 2.15542 2.3192e-294 3.1977e-291 PTC_high
ZFP36 36.415 2.7565 2.4691e-290 3.287e-287 PTC_high
SPARC 35.7008  1.66136 3.8418e-279 4.4944e-276 PTC_high
PPIA 35.5931 | 2.05781 1.7911e-277 2.0337e-274 PTC_high
EEF2 35.5855 | 2.15974 2.3441e-277 2.5857e-274 PTC_high
MT-ND4L 35.3739 | 1.87364 4.307e-274 4.4939%e-271 PTC_high
PNP 34.9633  4.24101 8.1336e-268 7.8502e-265 PTC_high
ACTB 34.8598 | 1.56335 3.0271e-266 2.8503e-263 PTC_high
CRIP2 34.4254  2.04047 1.0527e-259 8.8349e-257 PTC_high
FXYD5 33.7435 | 2.17177 1.3328e-249 1.072e-246 PTC_high
PMEPA1 33.4561 | 3.64988 2.0975e-245 1.5877e-242 PTC_high
TM4SF1 33.3533 | 2.76409 6.5322e-244 4.7581e-241 PTC_high
COL4A1 33.1188  1.68592 1.5935e-240 1.1185e-237 PTC_high
IFITM3 32.9891 | 1.78745 1.1655e-238 8.0351e-236 PTC_high
CFL1 32.174 1.82344 4.0787e-227 2.7625e-224 PTC_high
NR4A1L 32.1455 | 2.12565 1.0207e-226 6.7937e-224 PTC_high
PPP1R15A 31.8377 | 2.31906 1.9499e-222 1.2546e-219 PTC_high
AQP1 31.3791  2.41892 3.8992e-216 2.3894e-213 PTC_high
ANXA2 31.1241  1.96209 1.1373e-212 6.8602e-210 PTC_high
CACNA1C 30.7862 | 3.85964 4.0135e-208 2.2456e-205 PTC_high
CD99 30.6818  2.27122 9.9562e-207 5.4137e-204 PTC_high
RPLPO 30.561 1.76202 4.0382e-205 2.1653e-202 PTC_high
RPS3 30.3187  1.50614 6.4962e-202 3.3891e-199 PTC_high
CDKN1A 30.183 2.78191 3.9603e-200 2.0386e-197 PTC_high
SH3BGRL3 29.8066  2.22939 3.2072e-195 1.608e-192 PTC_high
HSPA8 29.7173 | 1.7215 4.5895e-194 2.2428e-191 PTC_high
LAMB1 29.5747  3.61274 3.1657e-192 1.5277e-189 PTC_high
MIR4435-2HG 28.6444 | 2.71254 1.8818e-180 8.3504e-178 PTC_high
TAGLN2 28.5405 | 1.99158 3.6835e-179 1.616e-176 PTC_high
EDIL3 28.4061 | 3.43787 1.7017e-177 7.3815e-175 PTC_high
TIMP1 28.1783  2.05769 1.0798e-174 4.5312e-172 PTC_high
TALAM1 27.0551 | 1.92258 3.3247e-161 1.2462e-158 PTC_high
CYTOR 26.77 3.29833 7.2292e-158 2.6329e-155 PTC_high
FOSB 26.7421 | 1.66417 1.5275e-157 5.5114e-155 PTC_high
PPDPF 26.7366 | 2.35913 1.7696e-157 6.3258e-155 PTC_high
HTRA1 26.6879 | 1.85371 6.5035e-157 2.2825e-154 PTC_high
S100A11 26.6629  1.69896 1.2691e-156 4.4138e-154 PTC_high
NFKBIA 26.544 1.87634 3.013e-155 1.0386e-152 PTC_high
RNASE1 26.492 1.71648 1.197e-154 4.0537e-152 PTC_high
S100A6 26.4611 | 1.72887 2.7168e-154 9.1205e-152 PTC_high
ROBO1 26.2836 | 4.43394 2.9542e-152 9.7478e-150 PTC_high
BAG3 25.8323 | 2.3756 3.8435e-147 1.2163e-144 PTC_high
RPL4 257593 | 1.7042 2.5334e-146 7.9514e-144 PTC_high
MT-ND6 25.4234  2.30266 1.39e-142 4.1599e-140 PTC_high
RHOB 25.3821  2.48891 3.9756e-142 1.1716e-139 PTC_high
PPIB 25.159 1.7077 1.1279e-139 3.1783e-137 PTC_high
FLNA 25.1067 | 2.30472 4.1979e-139 1.1744e-136 PTC_high
MCL1 25.1028 | 1.53248 4.6314e-139 1.2863e-136 PTC_high
COX4l1 25.0338  1.6277 2.6212e-138 7.177e-136 PTC_high
THY1 24.99 5.38715 7.8476e-138 2.1336e-135 PTC_high
SELENOW 249789  1.98341 1.0356e-137 2.7958e-135 PTC_high
HNRNPA1 249591 | 1.71721 1.7025e-137 4.5643e-135 PTC_high
CTSB 24.951 1.79865 2.0823e-137 5.544e-135 PTC_high
IFITM2 247835 | 1.55786 1.3497e-135 3.4507e-133 PTC_high
UPP1 245853  2.51558 1.8126e-133 4.5736e-131 PTC_high
SERPINH1 24.1457  1.83616 8.2821e-129 2.0109e-126 PTC_high
CDK2AP1 24.0277  2.43841 1.4274e-127 3.4016e-125 PTC_high

MIF 23.7583 | 1.52531 9.0287e-125 2.0998e-122 PTC_high



YWHAH 23.7186 | 1.62686 2.3179%-124 5.3585e-122 PTC_high
EMP1 23.7118  1.52167 2.7262e-124 6.2647e-122 PTC_high
SERPINE1 23.5842 | 2.8865 5.5988e-123 1.279e-120 PTC_high
RHOC 23.3841  1.63423 6.2034e-121 1.3843e-118 PTC_high
PINK1 23.355 2.07079 1.2251e-120 2.7181e-118 PTC_high
MAP1B 23.3408  3.41218 1.7098e-120 3.772e-118 PTC_high
ZFP36L1 23.3051 | 1.50021 3.9379e-120 8.6378e-118 PTC_high
ZYX 23.1829  3.35225 6.7724e-119 1.4606e-116 PTC_high
SOX4 23.1433 | 2.22376 1.6986e-118 3.5834e-116 PTC_high
NID1 23.0633 | 2.64418 1.0818e-117 2.2576e-115 PTC_high
PLEC 22.7481 | 1.85594 1.4968e-114 3.0255e-112 PTC_high
FSCN1 22.7055 | 1.79094 3.9555e-114 7.9535e-112 PTC_high
AGRN 22.6563 | 2.38058 1.2082e-113 2.4167e-111 PTC_high
GNG5 22.653 1.70051 1.3046e-113 2.5962e-111 PTC_high
GNB2 22.6517 | 1.83699 1.3422e-113 2.6573e-111 PTC_high
MARCKSL1 22.5373  1.63319 1.791e-112 3.4572e-110 PTC_high
ARPC1B 22.4934 | 1.70265 4.8118e-112 9.242e-110 PTC_high
SQSTM1 22.4503 | 1.50051 1.2707e-111 2.4166e-109 PTC_high
ALDOA 22.411 5.07738 3.0721e-111 5.8138e-109 PTC_high
EGR1 22.4023 | 1.59528 3.7358e-111 7.0353e-109 PTC_high
LAMA4 22.3333 | 1.58086 1.7567e-110 3.2295e-108 PTC_high
PCBP1 22.2432 | 1.7203 1.3117e-109 2.3774e-107 PTC_high
TPI1 22.16 1.61537 8.3574e-109 1.4937e-106 PTC_high
CST3 22.1491  1.71202 1.0649e-108 1.8946e-106 PTC_high
ARID5B 22.0385 | 2.38863 1.2317e-107 2.1517e-105 PTC_high
MPZL2 22.0172  3.17668 1.9699e-107 3.4256e-105 PTC_high
HSPB1 21.9918 | 1.50948 3.4512e-107 5.9747e-105 PTC_high
TNFAIP3 21.9014  3.52153 2.5214e-106 4.2322e-104 PTC_high
IFI6 21.8602 | 1.96685 6.2157e-106 1.0388e-103 PTC_high
BHLHE40 21.7805 | 1.59468 3.5521e-105 5.8353e-103 PTC_high
ARF5 21.73 2.53023 1.0688e-104 1.7337e-102 PTC_high
BGN 21.5943  5.90806 2.0324e-103 3.229e-101 PTC_high
NPC2 21.5454 | 1.69864 5.8439e-103 9.2086e-101 PTC_high
SAT1 21.4938  1.60941 1.7801e-102 2.7823e-100 PTC_high
SLC29A1 21.4356  4.21721 6.2258e-102 9.6527e-100 PTC_high
TAX1BP3 21.3469 | 2.52392 4.1646e-101 6.3549e-99 PTC_high
JUP 21.2723 | 2.02463 2.0504e-100 3.08001e-98 PTC_high
COL6A2 21.1525  2.12745 2.6192e-99 3.88915e-97 PTC_high
ATP5MC2 21.0649  1.51703 1.66838e-98 2.4678e-96 PTC_high
RAB31 20.9588 | 2.48996 1.55953e-97 2.28925e-95 PTC_high
PEA15 20.9148 | 1.7052 3.92321e-97 5.7371e-95 PTC_high
FOSL2 20.7568 | 1.81048 1.06455e-95 1.52215e-93 PTC_high
MYADM 20.6627 | 2.29412 7.5125e-95 1.06628e-92 PTC_high
PTPRE 20.5684 | 1.88304 5.26262e-94 7.30823e-92 PTC_high
SERPINAL 20.5611 | 7.93568 6.11787e-94 8.46546e-92 PTC_high
KDM6B 20.56 1.97654 6.26844e-94 8.64284e-92 PTC_high
CSRNP1 20.4649 | 1.9908 4.42835e-93 6.04102e-91 PTC_high
BDKRB2 20.414 2.80781 1.25487e-92 1.69985e-90 PTC_high
GABRD 20.1872 | 5.28291 1.26878e-90 1.6949e-88 PTC_high
PIEZO2 20.0002  2.29961 5.48943e-89 7.15963e-87 PTC_high
COL18Al 19.9235 | 1.55744 2.54448e-88 3.28536€e-86 PTC_high
SYNPO 19.8661 | 1.73935 7.99536e-88 1.01871e-85 PTC_high
CDH13 19.8324 | 1.61991 1.56423e-87 1.97996e-85 PTC_high
CSNK2B 19.7661 | 1.84964 5.83318e-87 7.35934e-85 PTC_high
NALF1 19.7236 | 5.94619 1.35221e-86 1.69491e-84 PTC_high
BSG 19.5703 | 1.56066 2.77001e-85 3.37348e-83 PTC_high
ARID5A 19.5046 | 1.84445 1.00252e-84 1.20571e-82 PTC_high
CD200 19.3643 | 1.57897 1.54453e-83 1.84607e-81 PTC_high
HIF1A 19.3335 | 1.88122 2.809e-83 3.33674e-81 PTC_high
MMP14 19.0279 | 3.70308 1.00126e-80 1.15043e-78 PTC_high
OAF 18.8142 | 2.88038 5.77896e-79 6.52347e-77 PTC_high
CCN1 18.7775 | 2.65719 1.15351e-78 1.28706e-76 PTC_high
PKM 18.7417 | 1.67422 2.26107e-78 2.51559¢e-76 PTC_high
ADAMTS1 18.6684 | 1.67029 8.95097e-78 9.81707e-76 PTC_high
TUBB 18.6658 | 1.63152 9.39705e-78 1.02771e-75 PTC_high
MYO1B 18.5875 | 2.1805 4.05765e-77 4.41267e-75 PTC_high
ITGA2 18.5239 | 2.4571 1.32438e-76 1.42421e-74 PTC_high

SLC25A5 18.2957 | 1.64021 8.94979e-75 9.26315e-73 PTC_high



SLC4A7 18.2523 | 2.30363 1.98243e-74 2.04636e-72 PTC_high
MYO1D 18.2207 | 1.61996 3.53313e-74 3.62766e-72 PTC_high
CDC42EP1 18.1758 | 1.91963 8.02423e-74 8.19533e-72 PTC_high
SEMA6B 18.0026 | 2.50168 1.85843e-72 1.87818e-70 PTC_high
KCNK5 17.8763 | 2.36531 1.80337e-71 1.79435e-69 PTC_high
SNTB1 17.84 2.00188 3.45757e-71 3.43143e-69 PTC_high
FSTL1 17.8032 | 1.97969 6.66849e-71 6.60112e-69 PTC_high
HNRNPL 17.4569  1.60119 3.04866€e-68 2.92051e-66 PTC_high
C11orf96 17.3731 | 2.0731 1.31935e-67 1.25147e-65 PTC_high
UCK2 17.3405 | 2.51101 2.32782e-67 2.1919e-65 PTC_high
LEF1 17.3322 | 6.07949 2.68964e-67 2.52643e-65 PTC_high
ADAM15 17.1485 | 1.50396 6.44489e-66 5.95243e-64 PTC_high
WDR1 16.8765 | 1.54996 6.69647e-64 6.01218e-62 PTC_high
BCL3 16.8281 | 1.69625 1.51836e-63 1.36004e-61 PTC_high
RAB11B 16.8174 | 1.7928 1.82121e-63 1.62754e-61 PTC_high
METRNL 16.7962 | 2.42056 2.60039e-63 2.31849e-61 PTC_high
PTP4A3 16.6483 | 1.87165 3.11228e-62 2.70006e-60 PTC_high
BBLN 16.5842 | 1.59539 9.06421e-62 7.7936e-60 PTC_high
DUSPS5 16.5415 | 1.59797 1.84362e-61 1.57815e-59 PTC_high
PPP2R1A 16.519 1.68824 2.67889e-61 2.28303e-59 PTC_high
OSBPL3 16.5136 | 2.35526 2.92851e-61 2.49026e-59 PTC_high
SHC1 16.4459 | 2.05947 8.96823e-61 7.55955e-59 PTC_high
RTL8C 16.3498 | 2.0554 4.36468e-60 3.65516e-58 PTC_high
THSD7A 16.1963 | 2.16273 5.35968e-59 4.41185e-57 PTC_high
SNRPD2 16.1844 | 1.50132 6.50127e-59 5.34017e-57 PTC_high
CA2 16.1091 | 1.58224 2.20035e-58 1.79592e-56 PTC_high
CAVIN3 16.1062 | 1.72096 2.30805e-58 1.87985e-56 PTC_high
PTOV1 15.958 2.17881 2.50771e-57 1.99613e-55 PTC_high
AP2S1 15.8877 | 1.51816 7.70728e-57 6.06003e-55 PTC_high
NREP 15.8174  1.89722 2.35941e-56 1.85137e-54 PTC_high
ANGPT2 15.7437 | 2.20355 7.58375e-56 5.89091e-54 PTC_high
SLC34A2 15.7311  8.99785 9.25384e-56 7.17377e-54 PTC_high
APLNR 15.7283 | 1.5365 9.67413e-56 7.48456e-54 PTC_high
SPSB1 15.5633 | 2.23075 1.2925e-54 9.70785e-53 PTC_high
COTL1 15.5441 | 1.7349 1.74506e-54 1.30815e-52 PTC_high
C4orf48 15.5355 | 3.63406 1.99357e-54 1.48866e-52 PTC_high
ANKRD28 15.5276 | 1.56324 2.25542e-54 1.68094e-52 PTC_high
PRRC2A 15.3538 | 1.76167 3.33911e-53 2.44147e-51 PTC_high
AUP1 15.338 1.70409 4.26216e-53 3.11049e-51 PTC_high
TRIM28 15.2375 | 1.71041 1.99354e-52 1.43053e-50 PTC_high
HCLS1 15.2278 | 2.25041 2.31076e-52 1.65203e-50 PTC_high
CCDC3 15.2095 | 4.8132 3.05785e-52 2.18209e-50 PTC_high
FOSL1 15.208 2.4052 3.12879e-52 2.2286e-50 PTC_high
ADAMTSL2 15.1789 | 1.52761 4.87607e-52 3.44772e-50 PTC_high
ARPC5L 15.1555 | 1.67867 6.96476e-52 4.9066e-50 PTC_high
SCHIP1 15.132 2.16177 9.95716e-52 6.93874e-50 PTC_high
GPR4 15.1195 | 1.93519 1.20396e-51 8.37479e-50 PTC_high
TAF10 15.0959 | 1.83297 1.72321e-51 1.19223e-49 PTC_high
PLSCR3 15.0061 | 2.1838 6.69436e-51 4.59862e-49 PTC_high
GPI 149301 1.8 2.10002e-50 1.42484e-48 PTC_high
NUTF2 14.8962 | 2.06607 3.49096e-50 2.35204¢e-48 PTC_high
PXDN 14.895 1.76397 3.5506e-50 2.38806e-48 PTC_high
CD52 14.8786 | 4.93133 4.53646e-50 3.04582e-48 PTC_high
ENSG00000234961 14.8398 | 4.79376 8.10269e-50 5.42136e-48 PTC_high
DUSP4 14.8358 | 2.71082 8.59641e-50 5.74174e-48 PTC_high
ZNF267 14.7953 | 2.06542 1.57026e-49 1.04161e-47 PTC_high
UBE2S 14.7927 | 1.57842 1.63294e-49 1.08132e-47 PTC_high
CRTAP 14.7466 | 1.55028 3.23357e-49 2.13029e-47 PTC_high
CD55 14.7391 | 1.84147 3.61705e-49 2.3708e-47 PTC_high
PPP4C 14.7363 | 1.73165 3.77151e-49 2.46784e-47 PTC_high
COMT 14.7167 | 1.58299 5.03597e-49 3.2841e-47 PTC_high
ARRDC3 145434 | 2.19219 6.42887e-48 4.08885e-46 PTC_high
ODC1 145157 | 1.76906 9.63369¢e-48 6.10703e-46 PTC_high
Clorf54 14.493 1.80997 1.34067e-47 8.44336e-46 PTC_high
EPN1 14.4103 | 1.55935 4.45826e-47 2.78504e-45 PTC_high
PGAM1 14.3854 | 1.69532 6.3933e-47 3.96817e-45 PTC_high
ALYREF 14.3367 | 2.10515 1.29087e-46 7.96501e-45 PTC_high

CDA 14.2972 | 2.09136 2.27918e-46 1.39667e-44 PTC_high



PIM1 14.1777 | 2.69236 1.25879e-45 7.60512e-44 PTC_high
DCHS1 14.1498  1.51148 1.87307e-45 1.1246e-43 PTC_high
H4C3 14.1303 | 1.7662 2.47059e-45 1.48105e-43 PTC_high
SYNGR2 14.0417 | 1.7107 8.66047e-45 5.11233e-43 PTC_high
HES4 14.0336 | 1.78826 9.71433e-45 5.72567e-43 PTC_high
STAB1 13.9922 | 1.76042 1.73946e-44 1.02213e-42 PTC_high
SOX17 13.9736 | 1.65371 2.25921e-44 1.3235e-42 PTC_high
UNCS5B 13.9225 | 2.18384 4.62619e-44 2.70195e-42 PTC_high
RCAN2 13.8033 | 3.89608 2.43486e-43 1.4009e-41 PTC_high
H2AX 13.7878 | 1.77919 3.01691e-43 1.72805e-41 PTC_high
DBN1 13.717 1.97145 8.02984e-43 4.55883e-41 PTC_high
CASC15 13.6876 | 2.56627 1.20388e-42 6.79487e-41 PTC_high
PFKL 13.6833 | 1.61506 1.2777e-42 7.20102e-41 PTC_high
CITED2 13.6688 | 1.67606 1.55939e-42 8.77578e-41 PTC_high
ARHGAP23 13.6675 | 1.52922 1.58851e-42 8.92667e-41 PTC_high
SF3A2 13.6336 | 1.97448 2.5288e-42 1.41283e-40 PTC_high
ADAMTS4 13.571 1.99126 5.95348e-42 3.28343e-40 PTC_high
CDC42EPS 13.5518  2.53803 7.73234e-42 4.25235e-40 PTC_high
SF3A1 13.4706 | 1.70825 2.33053e-41 1.2725%-39 PTC_high
NFIL3 13.4657 | 2.76423 2.48833e-41 1.35684e-39 PTC_high
ELOVL1 13.4484 | 1.8336 3.14579e-41 1.71051e-39 PTC_high
EFHD2 13.4363 | 1.91089 3.70512e-41 2.00617e-39 PTC_high
MIR22HG 13.2391 | 1.85813 5.21423e-40 2.76132e-38 PTC_high
GNPTG 13.2203 | 1.83261 6.70288e-40 3.53996e-38 PTC_high
APOE 13.1636 | 2.94264 1.42221e-39 7.4499-38 PTC_high
SNAI1 13.1633 | 2.07997 1.42648e-39 7.46214e-38 PTC_high
TWF2 13.0309 | 2.03765 8.16017e-39 4.18009e-37 PTC_high
STMN1 12,9941 | 1.93436 1.32197e-38 6.74185e-37 PTC_high
PPP1R14B 12.9091 | 1.7131 4.00044e-38 2.00313e-36 PTC_high
PFKFB3 12.906 1.54762 4.16273e-38 2.08169e-36 PTC_high
U2AF2 12.8562 | 1.85912 7.94283e-38 3.91623e-36 PTC_high
MEAL 12.8269 | 2.1976 1.15963e-37 5.69574e-36 PTC_high
CDC42EP2 12,8241 | 2.02952 1.20174e-37 5.89509¢e-36 PTC_high
PLEKHO1 12.8138 | 1.57198 1.3726e-37 6.7247e-36 PTC_high
CTDNEP1 12.8092 | 1.78224 1.45689e-37 7.11057e-36 PTC_high
RTL8A 12.6764 | 1.88942 7.9933e-37 3.82391e-35 PTC_high
SLC22A23 12.6695 | 1.64768 8.72312e-37 4.16788e-35 PTC_high
EHD2 12.6393 | 2.55034 1.28171e-36 6.0938e-35 PTC_high
BAX 12,6093 | 1.50067 1.87585e-36 8.8532e-35 PTC_high
FAP 12,5759 | 3.47838 2.8656e-36 1.33934e-34 PTC_high
CXCL2 12,5436 | 4.57788 4.30938e-36 2.00443e-34 PTC_high
EGR3 12.538 1.89646 4.62709e-36 2.14189e-34 PTC_high
SLC1A5 12,4795 | 2.11481 9.66032e-36 4.42929e-34 PTC_high
LDLRAD3 12.4263 | 2.32943 1.88246e-35 8.55999¢e-34 PTC_high
CFH 12.3725 | 2.41081 3.68246e-35 1.66081e-33 PTC_high
GOLM1 12.3638 | 1.60846 4.10181e-35 1.84778e-33 PTC_high
C2CD4B 12.2717 | 1.80247 1.28447e-34 5.69982e-33 PTC_high
LAPTMS5 12.2515 | 1.99 1.64816e-34 7.28851e-33 PTC_high
PLCL1 12.2504 | 1.78498 1.67206e-34 7.38578e-33 PTC_high
PDLIM7 12.2413 | 2.23737 1.8712e-34 8.24654e-33 PTC_high
CKS2 12,2249 | 1.76804 2.28955e-34 1.00558e-32 PTC_high
FBL 12.1866 | 1.64854 3.66386e-34 1.60008e-32 PTC_high
MAP1S 12.1497 | 1.88201 5.75894e-34 2.50371e-32 PTC_high
CDYL2 12.0381 | 1.83803 2.24022e-33 9.56702e-32 PTC_high
NR4A3 12.0319 | 1.70687 2.41526e-33 1.03031e-31 PTC_high
SLC39A8 11.9527 | 2.07274 6.2884e-33 2.64744e-31 PTC_high
CCDC124 11.9319 | 1.61442 8.07497e-33 3.38482e-31 PTC_high
LPCAT2 11.9317 | 3.16243 8.09349e-33 3.38891e-31 PTC_high
NT5E 11.8402 | 1.76684 2.41933e-32 1.00323e-30 PTC_high
ENSG00000273149 11.8317 | 7.65377 2.67643e-32 1.10865e-30 PTC_high
ABLIM1 11.759 2.31179 6.34816e-32 2.60998e-30 PTC_high
PLAUR 11.6782 | 1.97246 1.64791e-31 6.7038e-30 PTC_high
SEMA4A 11.6586 | 1.67815 2.07547e-31 8.40771e-30 PTC_high
TUBB3 11.6141  4.21308 3.49307e-31 1.40766e-29 PTC_high
TICAM1 11.5469 | 2.40234 7.65546e-31 3.05632e-29 PTC_high
FCN3 11.3987 | 2.41076 4.24315e-30 1.66137e-28 PTC_high
C150rf39 11.397 2.77701 4.3282e-30 1.69295e-28 PTC_high

FAM118A 11.3898 | 1.88722 4.69911e-30 1.83617e-28 PTC_high



R3HDM4 11.2252 | 2.12319 3.06716e-29 1.17705e-27 PTC_high
TACSTD2 11.2195  2.87229 3.27084e-29 1.25396e-27 PTC_high
CRISPLD1 11.1213 | 3.4912 9.8836e-29 3.72988e-27 PTC_high
VEGFC 11.1109 | 2.64723 1.11056e-28 4.17064e-27 PTC_high
CD109 11.0823 | 2.17162 1.52965e-28 5.72227e-27 PTC_high
MPV17 10.9924 | 1.62308 4.15821e-28 1.53033e-26 PTC_high
ANGPTL2 10.7955 | 2.15175 3.61605e-27 1.30713e-25 PTC_high
ADAMTSS 10.7839 | 1.99879 4.10019e-27 1.47936e-25 PTC_high
PDE1C 10.7747 | 1.58413 4.53439e-27 1.63297e-25 PTC_high
TMEM127 10.7487 | 1.50313 6.01134e-27 2.15482e-25 PTC_high
PLOD1 10.7061 | 1.55094 9.5264e-27 3.37409e-25 PTC_high
CRMP1 10.7044 | 2.61352 9.70956e-27 3.43581e-25 PTC_high
LRATD1 10.6671 | 2.0001 1.45086e-26 5.11525e-25 PTC_high
LGALS9 10.6115 | 1.83142 2.63572e-26 9.20857e-25 PTC_high
PRICKLE1 10.6013 | 1.61476 2.93818e-26 1.0256e-24 PTC_high
CST6 10.5803 | 4.81822 3.67944e-26 1.27972e-24 PTC_high
RASGEF1B 10.5617 | 3.45375 4.48338e-26 1.55373e-24 PTC_high
S100A1 10.5087 | 2.94908 7.87561e-26 2.70503e-24 PTC_high
CD276 10.4769 | 4.53868 1.103e-25 3.75838e-24 PTC_high
RNF167 10.4301 | 1.54505 1.80741e-25 6.13308e-24 PTC_high
CXCR4 10.4301 | 2.84244 1.80787e-25 6.13308e-24 PTC_high
MTA2 10.4022 | 2.0616 2.42297e-25 8.1624e-24 PTC_high
MLXIP 10.3875 | 2.08738 2.82568e-25 9.50245e-24 PTC_high
MET 10.3847 | 2.95671 2.90948e-25 9.76725e-24 PTC_high
MAFK 10.2249 | 1.61668 1.53388e-24 5.0099%-23 PTC_high
ESM1 10.1504 | 2.50925 3.29993e-24 1.06698e-22 PTC_high
SERTAD4-AS1 10.121 3.75274 4.45924e-24 1.43342e-22 PTC_high
SLC25A39 10.1094 | 1.55755 5.02104e-24 1.60732e-22 PTC_high
H1-4 10.0617 | 3.31524 8.15438e-24 2.58676e-22 PTC_high
OXALL 10.0542 | 1.59892 8.8047e-24 2.78618e-22 PTC_high
DHRS4 10.0421 | 2.2313 9.95314e-24 3.1393e-22 PTC_high
MICAL2 10.0362 | 2.79067 1.05703e-23 3.3231e-22 PTC_high
PHLDAL 10.0349 | 2.11341 1.07026e-23 3.36196e-22 PTC_high
TTYH3 9.94692 | 2.20422 2.60114e-23 8.05935e-22 PTC_high
NME1 9.93208 | 1.62724 3.01888e-23 9.32374e-22 PTC_high
IFFO2 9.92063 | 1.80612 3.38616e-23 1.04164e-21 PTC_high
ACOT7 9.91714  2.17926 3.5067e-23 1.07701e-21 PTC_high
HCFC1R1 9.8892 1.60981 4.63704e-23 1.41628e-21 PTC_high
THBS1 9.88019 | 4.69405 5.07347e-23 1.54591e-21 PTC_high
H19 9.85722 | 7.51143 6.37928e-23 1.93767e-21 PTC_high
SF3B4 9.83907 | 1.76924 7.64158e-23 2.31563e-21 PTC_high
TNFRSF12A 9.81199  3.49209 9.99755e-23 3.02008e-21 PTC_high
COPG1 9.80295 | 1.51054 1.09348e-22 3.29548e-21 PTC_high
DOCK8 9.73803 | 2.5519 2.07531e-22 6.18207e-21 PTC_high
H1-0 9.67279 | 1.5341 3.93514e-22 1.15969e-20 PTC_high
TP53INP2 9.66311  1.54465 4.3253e-22 1.27176e-20 PTC_high
LRRC59 9.62925 | 1.53507 6.01651e-22 1.75168e-20 PTC_high
SLC25A44 9.56361 | 1.82876 1.13716e-21 3.27131e-20 PTC_high
MDFI 9.53369 | 2.8437 1.51791e-21 4.34721e-20 PTC_high
AJAP1 9.519 2.9986 1.74861e-21 4.99312e-20 PTC_high
SH3TC1 9.45645 | 2.72094 3.18564e-21 9.05631e-20 PTC_high
IMPDH2 9.4538 1.82244 3.2676e-21 9.26883e-20 PTC_high
ZNF460 9.35498 | 1.87186 8.36164e-21 2.34259e-19 PTC_high
ACKR3 9.34008 | 1.85502 9.62592e-21 2.6851e-19 PTC_high
PAF1 9.20942 | 1.56584 3.27885e-20 8.99668e-19 PTC_high
YIF1B 9.17888 | 1.6548 4.35605e-20 1.18932e-18 PTC_high
MICALL2 9.1563 2.09978 5.37095e-20 1.45816e-18 PTC_high
FOLH1 9.14975  1.87575 5.7064e-20 1.54273e-18 PTC_high
LINC00486 9.12862 | 4.17077 6.93757e-20 1.86773e-18 PTC_high
MDK 9.11074  2.04118 8.18251e-20 2.19829e-18 PTC_high
TCN2 9.01093 | 1.51219 2.04318e-19 5.39159¢e-18 PTC_high
ENSG00000278996 8.92908 | 2.63082 4.29559¢e-19 1.11749e-17 PTC_high
AEBP1 8.89756 | 1.61298 5.70873e-19 1.47419e-17 PTC_high
MEDAG 8.87688 | 5.4523 6.87591e-19 1.76967e-17 PTC_high
QPCT 8.75578 | 3.53058 2.02693e-18 5.11784e-17 PTC_high
HYOU1 8.74854 | 1.65588 2.16138e-18 5.43951e-17 PTC_high
NET1 8.72457 | 1.7922 2.67192e-18 6.68084e-17 PTC_high

LY96 8.70114  1.76455 3.28562e-18 8.19409e-17 PTC_high



IL18BP 8.66416 | 2.04896 4.54844e-18 1.12634e-16 PTC_high
S100A4 8.6601 2.58794 4.71355e-18 1.16499%-16 PTC_high
GADD45G 8.65899 | 3.99875 4.7596e-18 1.17562e-16 PTC_high
CLDN1 8.65067 | 5.60749 5.11969e-18 1.26375e-16 PTC_high
ELFN1 8.63 2.03012 6.13541e-18 1.50869e-16 PTC_high
FIX1 8.60442  2.07021 7.67025e-18 1.87654e-16 PTC_high
ADGRA2 8.55967 | 1.54282 1.13189%-17 2.74482e-16 PTC_high
TMEM70 8.55174  1.56505 1.21251e-17 2.93113e-16 PTC_high
RAB24 8.50006 | 3.79034 1.89488e-17 4.55503e-16 PTC_high
FHL3 8.48778  2.51368 2.10629e-17 5.06007e-16 PTC_high
CNN2 8.38325 | 1.64132 5.14858e-17 1.20757e-15 PTC_high
SMIM29 8.32164 | 1.79745 8.67556e-17 2.00316e-15 PTC_high
PDGFA 8.30349  4.48726 1.01098e-16 2.32598e-15 PTC_high
CDK16 8.29614 | 1.72412 1.07553e-16 2.47154e-15 PTC_high
PSMD10 8.2881 2.20909 1.15069e-16 2.6411e-15 PTC_high
KCNMA1 8.28646 | 5.17844 1.1667e-16 2.67309e-15 PTC_high
PRKAG2 8.25687 | 1.9597 1.49544e-16 3.4101e-15 PTC_high
UBTD1 8.24297 | 2.0604 1.67984e-16 3.81481e-15 PTC_high
DDAH1 8.13156  3.20367 4.23804e-16 9.46209e-15 PTC_high
SHROOM2 8.11553  2.38933 4.83668e-16 1.07747e-14 PTC_high
MIR155HG 8.09743 | 2.49228 5.61332e-16 1.24904e-14 PTC_high
ITGB3 8.06989 | 2.21251 7.0363e-16 1.55669e-14 PTC_high
ABRACL 8.06743 | 1.85016 7.17918e-16 1.58467e-14 PTC_high
PPT2 8.03939 | 2.0202 9.02858e-16 1.98156e-14 PTC_high
SFXN3 8.03073 | 1.52269 9.68963e-16 2.12544e-14 PTC_high
RBM15B 8.02763 | 1.88291 9.93743e-16 2.17856e-14 PTC_high
INHBB 7.94203 | 1.7163 1.98902e-15 4.28984e-14 PTC_high
NRCAM 7.89219  8.05976 2.96929e-15 6.32978e-14 PTC_high
GJA4 7.83004 | 1.79692 4.87707e-15 1.02719e-13 PTC_high
NINJ1 7.81461 | 1.59017 5.51338e-15 1.15616e-13 PTC_high
TGIF1 7.81382 | 1.6512 5.54791e-15 1.16277e-13 PTC_high
LITAF 7.79186  1.87566 6.60303e-15 1.37347e-13 PTC_high
LUCAT1 7.78627 | 2.0568 6.90163e-15 1.43327e-13 PTC_high
TRAF4 7.76692 | 1.7104 8.04198e-15 1.66382e-13 PTC_high
ELF4 7.75562 | 1.72307 8.79136e-15 1.81303e-13 PTC_high
ALAS1 7.67807 | 1.65628 1.61498e-14 3.2971e-13 PTC_high
ZBED6 7.66731 | 5.42356 1.75637e-14 3.57729e-13 PTC_high
P3H1 7.57014 | 1.5372 3.72823e-14 7.51996e-13 PTC_high
RHOBTB3 7.54869 | 1.75259 4.39662e-14 8.84042e-13 PTC_high
NHERF1 7.53625 | 1.52653 4.83689%e-14 9.72062e-13 PTC_high
LYPD5 7.50811 | 2.43021 5.99868e-14 1.1993e-12 PTC_high
RASA4 7.50735 | 3.8788 6.03372e-14 1.20506e-12 PTC_high
MYOF 7.48256 | 2.44571 7.28885e-14 1.45123e-12 PTC_high
ENSG00000255202 7.46864 | 2.44604 8.10273e-14 1.60913e-12 PTC_high
ZC3H12A 7.4584 2.40258 8.75768e-14 1.73384e-12 PTC_high
CHN2 7.42947  1.70668 1.09034e-13 2.13949e-12 PTC_high
EIFAEBP1 7.37208 | 1.64556 1.67991e-13 3.26231e-12 PTC_high
ISYNA1 7.35689 | 1.80057 1.8824e-13 3.6427e-12 PTC_high
CABLES1 7.27415 | 1.90976 3.48603e-13 6.66906e-12 PTC_high
ARHGAP4 7.26927 | 1.94966 3.61446e-13 6.89766e-12 PTC_high
CIAO2A 7.26916 | 1.53579 3.61733e-13 6.89973e-12 PTC_high
SLC10A6 7.23273 | 1.57344 4.73387e-13 8.94108e-12 PTC_high
MCM7 7.21219 | 1.51445 5.50572e-13 1.03584e-11 PTC_high
YRDC 7.17158 | 1.5226 7.41366e-13 1.38669e-11 PTC_high
MMP28 7.15929 | 2.69373 8.10935e-13 1.51168e-11 PTC_high
PLP2 7.13575 | 1.92277 9.62638e-13 1.78671e-11 PTC_high
TMEM14A 7.13436 | 1.61772 9.72361e-13 1.80389%-11 PTC_high
LRRC70 7.09426 | 2.64345 1.30044e-12 2.39412e-11 PTC_high
BMP1 7.08484 | 1.78775 1.3921e-12 2.55798e-11 PTC_high
MFGES8 7.03431  1.84012 2.00254e-12 3.64187e-11 PTC_high
HAGLROS 7.00857 | 6.0249 2.40774e-12 4.35582e-11 PTC_high
SH3PXD2B 6.92219  2.01549 4.44716e-12 7.89365e-11 PTC_high
CYRIA 6.90732 | 2.47397 4.93906e-12 8.75469¢e-11 PTC_high
PDLIM4 6.90113  4.31745 5.15898e-12 9.14032e-11 PTC_high
IL1B 6.86975 | 3.64008 6.43128e-12 1.13166e-10 PTC_high
TAFAS5 6.83533 | 3.34541 8.18193e-12 1.42993e-10 PTC_high
TUBB2A 6.78797 | 1.932 1.13725e-11 1.9705%-10 PTC_high

SCD5 6.72795 | 2.8628 1.72069e-11 2.95897e-10 PTC_high



LDOC1 6.72317 | 2.16359 1.7781e-11 3.05498e-10 PTC_high
CRTC2 6.69965 | 1.86594 2.08923e-11 3.57679e-10 PTC_high
NR4A1AS 6.69667 | 2.20737 2.13225e-11 3.64882¢e-10 PTC_high
NDN 6.68953 | 2.93985 2.23888e-11 3.82622e-10 PTC_high
LDB1 6.65486 | 1.6456 2.83564e-11 4.81411e-10 PTC_high
SPHK1 6.63018  1.64769 3.35272e-11 5.66456e-10 PTC_high
C1QTNF5 6.59276 | 26.5128 4.31717e-11 7.23389e-10 PTC_high
ENSG00000287382 6.58179 | 2.14835 4.64828e-11 7.77857e-10 PTC_high
LCNG6 6.57908 | 1.60515 4.73363e-11 7.91111e-10 PTC_high
FBLIM1 6.57126 | 3.99774 4.989%-11 8.33068e-10 PTC_high
SDC4 6.56967 | 2.80867 5.0428e-11 8.41687e-10 PTC_high
MYC 6.52706  3.45246 6.70719e-11 1.10752e-09 PTC_high
WDR18 6.49045 | 1.63845 8.55785e-11 1.40529e-09 PTC_high
MRPL37 6.46129  1.62439 1.03813e-10 1.69177e-09 PTC_high
KCNJ2 6.44203 | 6.35306 1.17883e-10 1.91138e-09 PTC_high
HOTAIRM1 6.36771  2.11861 1.91876e-10 3.07368e-09 PTC_high
ENSG00000225032 6.34314 | 2.34348 2.25122e-10 3.58246e-09 PTC_high
RIMOC1 6.3226 1.74466 2.57199e-10 4.0778e-09 PTC_high
TAF6 6.31595 | 1.54689 2.68507e-10 4.25534e-09 PTC_high
RGS5 6.24451  1.90685 4.25142e-10 6.63957e-09 PTC_high
GDF15 6.22099 | 5.52477 4.94017e-10 7.67795e-09 PTC_high
CDKN2B 6.20886 | 2.00692 5.33698e-10 8.27467e-09 PTC_high
ENSG00000237356 6.19258 | 2.35086 5.91862e-10 9.13612e-09 PTC_high
BOP1 6.19047  1.69786 5.99838e-10 9.25553e-09 PTC_high
LYz 6.1814 2.55833 6.35338e-10 9.76817e-09 PTC_high
UBL7 6.18012  1.82345 6.4054e-10 9.84422e-09 PTC_high
P2RY6 6.13739 | 3.17214 8.3886e-10 1.27752e-08 PTC_high
EDIL3-DT 6.12723  3.46121 8.94228e-10 1.35862e-08 PTC_high
NBPF1 6.12005 | 1.80268 9.35432e-10 1.41899¢-08 PTC_high
NBL1 6.08478 | 1.55379 1.16652e-09 1.76191e-08 PTC_high
ZDHHC13 6.0755 4.53446 1.23605e-09 1.86329e-08 PTC_high
KLF16 6.06186  1.61677 1.34554e-09 2.01888e-08 PTC_high
MRC2 6.01754  2.26832 1.77084e-09 2.62237e-08 PTC_high
SLC35E4 5.91327 | 1.72295 3.35387e-09 4.84579e-08 PTC_high
CPSF1 5.91082 | 1.6197 3.404e-09 4.91638e-08 PTC_high
ARLAC 5.8914 3.19836 3.82939e-09 5.51426e-08 PTC_high
DUSP2 5.89122 | 3.11037 3.83353e-09 5.51817e-08 PTC_high
SCAMP5 5.86929 | 1.93366 4.37658e-09 6.27645e-08 PTC_high
SERINC2 5.83969 | 3.7107 5.22978e-09 7.47505e-08 PTC_high
HAPLN3 5.81609  2.81942 6.02384e-09 8.57509e-08 PTC_high
SMYD2 5.81408 | 1.76592 6.0968e-09 8.67576e-08 PTC_high
NRGN 5.81041  1.69226 6.232e-09 8.85508e-08 PTC_high
ANTXR1 5.78517 | 2.65401 7.24393e-09 1.02402e-07 PTC_high
GLMP 5.73507 | 1.56448 9.74724e-09 1.36549e-07 PTC_high
oIT3 5.73506 | 3.82922 9.74792e-09 1.36549e-07 PTC_high
MYOM3 5.72709  3.89048 1.02171e-08 1.42449e-07 PTC_high
DNAAF2 5.72492 | 1.72064 1.03485e-08 1.44229e-07 PTC_high
ENSG00000278607 5.72071  5.35672 1.0608e-08 1.47793e-07 PTC_high
TPD52L1 5.6912 2.24301 1.26148e-08 1.7468e-07 PTC_high
SH2B2 5.68545 | 1.92695 1.30471e-08 1.80408e-07 PTC_high
CAMK2N1 5.68335 | 5.15939 1.32082e-08 1.82504e-07 PTC_high
PMAIP1 5.67298  1.57537 1.40334e-08 1.93077e-07 PTC_high
SFTPB 5.66935 | 26.9284 1.43343e-08 1.97077e-07 PTC_high
THOC3 5.65316 | 2.22475 1.57522e-08 2.15649e-07 PTC_high
TRPT1 5.61758 | 1.97473 1.93653e-08 2.63338e-07 PTC_high
SLC22A4 5.5916 1.53114 2.24989e-08 3.04129e-07 PTC_high
FTSJ1 5.59093 | 1.62725 2.25855e-08 3.05193e-07 PTC_high
PDE3A 5.58895  4.39761 2.28443e-08 3.08474e-07 PTC_high
VIM-AS1 5.58339 | 2.71347 2.35879e-08 3.18181e-07 PTC_high
SLC38A1 5.56402 | 2.53674 2.63627e-08 3.54372e-07 PTC_high
CXCL8 5.56136 | 1.90465 2.67674e-08 3.59312e-07 PTC_high
EXOSC4 5.55445 | 1.80554 2.78483e-08 3.73562e-07 PTC_high
IGKV4-1 5.55398 | 8.3363 2.79244e-08 3.74453e-07 PTC_high
DOK5 5.53697 | 3.17634 3.07749e-08 4.11162e-07 PTC_high
ADPRH 5.53365 | 1.76556 3.13643e-08 4.18545e-07 PTC_high
GABRB2 5.50593  3.73678 3.67234e-08 4.86361e-07 PTC_high
TBC1D22A-DT 5.45108  1.51767 5.00641e-08 6.54956e-07 PTC_high

USP12-AS1 5.44039 | 2.5144 5.31632e-08 6.94088e-07 PTC_high



DCUN1D3 5.43683 | 1.94215 5.42369e-08 7.07389e-07 PTC_high
DUSP10 5.43289 | 1.77431 5.54501e-08 7.22236e-07 PTC_high
CCL4L2 5.38997 | 4.14337 7.0469e-08 9.09266e-07 PTC_high
CRTAC1 5.38806 | 4.50693 7.12205e-08 9.1835e-07 PTC_high
LMNB2 5.38774 | 1.87376 7.13481e-08 9.19196e-07 PTC_high
RELT 5.37779 | 2.12664 7.54049e-08 9.69714e-07 PTC_high
AREG 5.3645 3.3493 8.11719e-08 1.0411e-06 PTC_high
NPTX2 5.33975  8.73438 9.30737e-08 1.18588e-06 PTC_high
HOXD8 5.33939  3.60611 9.32575e-08 1.18782e-06 PTC_high
RBM38 5.32868 | 1.66427 9.89285e-08 1.25757e-06 PTC_high
VARS1 5.32587 | 1.63664 1.00472e-07 1.27634e-06 PTC_high
MMP1 5.31705 | 3.6971 1.05463e-07 1.33799e-06 PTC_high
MFAP2 5.30301  4.16103 1.13908e-07 1.44039%-06 PTC_high
CD44 5.28829 | 2.07512 1.23463e-07 1.55409e-06 PTC_high
KRT19 5.2856 1.93124 1.25293e-07 1.576e-06 PTC_high
STK17B 5.2621 1.78328 1.4242e-07 1.78573e-06 PTC_high
SLC45A4 5.19265  1.87199 2.07326e-07 2.56704e-06 PTC_high
IGKV3-20 5.18098  7.51709 2.20724e-07 2.72506e-06 PTC_high
ULBP2 5.17914 | 2.31443 2.22906e-07 2.75113e-06 PTC_high
TP53I3 5.16986  2.26898 2.34269e-07 2.88675e-06 PTC_high
APCDD1 5.16278 | 2.08581 2.43307e-07 2.99334e-06 PTC_high
PGF 5.15952  2.04093 2.47589e-07 3.04214e-06 PTC_high
ZCCHC12 5.14344 | 7.34593 2.69753e-07 3.30186e-06 PTC_high
AKR1C3 5.14045  1.67227 2.74083e-07 3.35168e-06 PTC_high
TBX1 5.09972 | 3.13583 3.40164e-07 4.12967e-06 PTC_high
LINC01943 5.07091 | 5.5041 3.95914e-07 4.78093e-06 PTC_high
NAB2 5.06332 | 2.09254 4.12016e-07 4.96141e-06 PTC_high
CHST14 5.05047 | 1.6656 4.40715e-07 5.28886e-06 PTC_high
DDX11 5.02969 | 1.72284 4.91272e-07 5.86821e-06 PTC_high
TYROBP 5.02924  3.44589 4.92434e-07 5.88027e-06 PTC_high
SHMT2 5.01359  2.07777 5.34237e-07 6.35781e-06 PTC_high
NOP16 5.01333  2.21328 5.34966e-07 6.36256€e-06 PTC_high
PANX1 5.00176 | 1.886 5.68103e-07 6.72767e-06 PTC_high
CERS6 4.98877 | 2.02022 6.0766e-07 7.17849e-06 PTC_high
MTSS2 4.98187 | 1.952 6.29738e-07 7.43022e-06 PTC_high
ADAMTS3 4.95082 | 3.98613 7.39005e-07 8.66121e-06 PTC_high
KLHL6 4.94657 | 1.56391 7.55334e-07 8.84721e-06 PTC_high
VCAN 4.94056  4.75896 7.78979e-07 9.09657e-06 PTC_high
TOP1IMT 4.9331 2.52648 8.09341e-07 9.44255e-06 PTC_high
ZNF385D 491511  2.53675 8.87342e-07 1.03245e-05 PTC_high
HAPLN1 490331  4.57323 9.42358e-07 1.09317e-05 PTC_high
ENSG00000289318 4.88848 | 4.1988 1.01616e-06 1.1756e-05 PTC_high
HOXB2 4.88028 | 4.50104 1.05933e-06 1.22408e-05 PTC_high
PERP 4.87959 | 1.95128 1.06305e-06 1.22801e-05 PTC_high
ARHGAP24 4.84882 | 1.55668 1.24196e-06 1.42446e-05 PTC_high
SYNDIG1 4.8325 2.69029 1.34831e-06 1.54094e-05 PTC_high
HOXB4 4.81901  4.17531 1.44275e-06 1.644e-05 PTC_high
EXOSC5 4.79285 | 1.7921 1.6443e-06 1.86301e-05 PTC_high
KCNG2 4.78314 | 3.68704 1.72582e-06 1.95044e-05 PTC_high
ARSG 4.75446  2.30722 1.98975e-06 2.23238e-05 PTC_high
ABCAl 4.75324 | 2.2606 2.00187e-06 2.24403e-05 PTC_high
HLA-L 4.74976  1.60211 2.03663e-06 2.28166e-05 PTC_high
MYD88 4.7437 1.62695 2.09848e-06 2.34891e-05 PTC_high
TIAM1 4.73002 | 1.69828 2.24497e-06 2.50707e-05 PTC_high
COL5A2 4.70258  2.07116 2.56901e-06 2.84915e-05 PTC_high
APOC1 4.686 2.53186 2.78599e-06 3.08094e-05 PTC_high
FBX032 4.65252 | 1.76367 3.27898e-06 3.60343e-05 PTC_high
ALAD 4.63989 | 1.63169 3.48594e-06 3.81565e-05 PTC_high
EXOC8 4.60496 | 1.8129 4.12542e-06 4.4788e-05 PTC_high
BCAT1 458462 | 4.66304 4.54816e-06 4.91866e-05 PTC_high
SIGMAR1 4.56865 | 1.91367 4.90877e-06 5.29351e-05 PTC_high
KIF5C 456613 | 5.82951 4.96799e-06 5.35588e-05 PTC_high
BCL10-AS1 455879 | 1.62842 5.14482e-06 5.53724e-05 PTC_high
MTHFD2 4.5347 2.32976 5.76861e-06 6.16258e-05 PTC_high
LPCAT4 453348 | 1.99084 5.80192e-06 6.19439e-05 PTC_high
BNC2 452961 | 2.49503 5.9093e-06 6.30379e-05 PTC_high
IGFBP3 4.507 1.90544 6.575e-06 6.97731e-05 PTC_high

ABCB4 4.50403  3.09331 6.66753e-06 7.07356€e-05 PTC_high



TBC1D7 450225 | 1.54562 6.72388e-06 7.13137e-05 PTC_high
PLPP2 450091 | 1.64349 6.76624e-06 7.1704e-05 PTC_high
DGKA 4.49802 | 1.89144 6.85904¢e-06 7.25878e-05 PTC_high
PRICKLE4 4.47079  2.08409 7.79328e-06 8.19802e-05 PTC_high
ARHGAP42 4.44932  3.01451 8.61415e-06 9.00753e-05 PTC_high
ST8SIA6 4.43437  1.93396 9.23434e-06 9.61696e-05 PTC_high
LINCO02725 4.43041  3.29679 9.4054e-06 9.78456e-05 PTC_high
EPB41L3 4.40634  3.82896 1.05133e-05 0.000109019 PTC_high
CYP1B1 4.3989 2.22977 1.088e-05 0.000112701 PTC_high
ZEB2 4.38943  1.57269 1.1365e-05 0.000117359 PTC_high
RABGGTA 4.3839 1.87134 1.16575e-05 0.000120173 PTC_high
APOL4 4.36071 | 2.3821 1.29643e-05 0.0001329 PTC_high
IGF2 4.3077 7.96535 1.64962e-05 0.000167109 PTC_high
ZNF574 4.29489 | 1.8328 1.74782e-05 0.000176455 PTC_high
COQ10A 4.29411  1.50073 1.75393e-05 0.000176933 PTC_high
GET4 4.28476  4.74742 1.82938e-05 0.000184015 PTC_high
TPBG 4.27811  3.15728 1.88488e-05 0.000189302 PTC_high
CDK5 4.27701  2.04408 1.89419e-05 0.000190187 PTC_high
RUNX1 4.27372  2.19999 1.92236e-05 0.000192916 PTC_high
BMAL2 4.26122  3.70445 2.03312e-05 0.00020345 PTC_high
ARMCX6 4.25653 | 2.80394 2.07628e-05 0.000207499 PTC_high
CSRNP3 4.21616 | 2.0955 2.48495e-05 0.000245732 PTC_high
CD68 4.19395 | 3.27456 2.7414e-05 0.000269093 PTC_high
HMCN2 4.17967 | 2.78973 2.9193e-05 0.000285034 PTC_high
SH3BP5-AS1 4.1767 1.63123 2.95762e-05 0.000288557 PTC_high
PTPRJ 4.1538 1.75331 3.26999e-05 0.000317349 PTC_high
CCL4 4.13565 | 2.24885 3.53951e-05 0.000342129 PTC_high
PHLDA2 413352 | 1.91365 3.57254e-05 0.000345063 PTC_high
HEPH 412295 | 3.3748 3.74057e-05 0.00036039 PTC_high
AFF2 4.06005  4.20057 4.90628e-05 0.000466761 PTC_high
SYNM-AS2 4.04819 | 6.938 5.16153e-05 0.00049032 PTC_high
NAGA 4.04029 | 1.63424 5.33855e-05 0.000506637 PTC_high
HEY2 4.02464 | 1.89549 5.70622e-05 0.000540549 PTC_high
ZDHHC16 4.02278 | 1.54678 5.75147e-05 0.000544485 PTC_high
C140rf132 4.01053 | 2.38448 6.05822e-05 0.000572263 PTC_high
RPS4Y1 4.00805 | 8.57129 6.12215e-05 0.000577877 PTC_high
IGSF1 4.00528 | 5.10896 6.19451e-05 0.000584279 PTC_high
MIR31HG 3.97284 | 26.2384 7.10216e-05 0.0006655 PTC_high
PLPPR2 3.95997 | 1.65305 7.49602e-05 0.000700706 PTC_high
GPR183 3.9441 3.57283 8.00986e-05 0.000746568 PTC_high
FCER1G 3.91465 | 3.42671 9.05371e-05 0.000836591 PTC_high
PDES5A 3.91233 | 1.7027 9.14085e-05 0.000844238 PTC_high
FN3K 3.8995 2.13633 9.6392e-05 0.000886448 PTC_high
RND3 3.89156  2.75112 9.96009e-05 0.000913565 PTC_high
NPAS2 3.88987 | 3.25278 0.000100298 0.000919522 PTC_high
GPRIN3 3.88507 | 4.08193 0.000102302 0.000936556 PTC_high
RP1 3.88036 | 4.29338 0.000104302 0.000953513 PTC_high
RTL6 3.86022 | 2.18557 0.000113285 0.00103051 PTC_high
C1QA 3.85855 | 3.30484 0.000114061 0.00103732 PTC_high
HLA-G 3.84102  2.01687 0.000122524 0.00110932 PTC_high
CCDC184 3.84091 | 2.61456 0.000122577 0.00110955 PTC_high
DPP3 3.82578 | 1.68289 0.000130359 0.00117585 PTC_high
ENSG00000280441 3.81482 | 2.1135 0.000136285 0.00122644 PTC_high
ENSG00000289412 3.80706  2.48301 0.00014063 0.00126377 PTC_high
IRF2BP1 3.77201 | 1.71456 0.000161939 0.00144651 PTC_high
SKIC2 3.77131  1.53628 0.000162396 0.00145025 PTC_high
GBAl 3.76693 | 2.68993 0.000165266 0.00147418 PTC_high
HOXB3 3.7594 3.1002 0.000170321 0.00151822 PTC_high
CTHRC1 3.75857 | 2.30938 0.00017089 0.00152294 PTC_high
NEK10 3.75693 | 2.97376 0.000172008 0.0015322 PTC_high
PCDHGC3 3.71914 | 2.40418 0.000199899 0.00176638 PTC_high
SAMDS 3.69846  4.45971 0.000216915 0.00191018 PTC_high
UCP2 3.69169 | 2.64723 0.000222772 0.00195729 PTC_high
GPX7 3.68954 | 1.64074 0.000224659 0.00197073 PTC_high
ABHD4 3.67942 | 2.10204 0.000233761 0.00204547 PTC_high
STEAP3 3.66792 | 3.53272 0.000244528 0.00213146 PTC_high
UQCRHL 3.65961 | 3.73113 0.000252604 0.00219888 PTC_high

CORO1A 3.65545 | 3.35741 0.000256735 0.00223031 PTC_high



RGS2 3.65164 | 2.47748 0.000260566 0.00226309 PTC_high
LMNB1 3.64509 | 1.62754 0.000267298 0.00231894 PTC_high
LCP1 3.6048 3.57701 0.000312395 0.00268067 PTC_high
COL1A1 3.59712 | 3.2863 0.000321756 0.00275304 PTC_high
NOX5 3.55802 | 3.68377 0.000373656 0.0031725 PTC_high
RASD1 3.5542 1.50736 0.000379134 0.00321195 PTC_high
RNASEH2A 3.5518 4.10264 0.000382602 0.00323706 PTC_high
BMAL1 3.54905 | 1.55409 0.000386624 0.00326751 PTC_high
COL13A1 3.54326 | 1.74972 0.000395216 0.00333867 PTC_high
FAM89A 3.53815 | 2.68398 0.000402948 0.00339804 PTC_high
CXCL14 3.53129 | 4.77504 0.000413533 0.00347894 PTC_high
CHAC1 3.52661  3.01808 0.000420917 0.00353566 PTC_high
PSPH 3.52589 | 1.7574 0.000422055 0.00354445 PTC_high
LONRF3 3.52468 | 1.6825 0.000423996 0.00355998 PTC_high
LGI2 3.52262 | 3.79728 0.000427308 0.00358623 PTC_high
CCL5 3.51919 | 2.14652 0.000432874 0.003629 PTC_high
NHS 3.5146 2.78365 0.000440422 0.00368907 PTC_high
TMEM37 3.50819  1.88856 0.000451174 0.00377259 PTC_high
ENSG00000259945 3.47053 | 4.5028 0.000519438 0.00431349 PTC_high
F3 3.46943 | 2.52532 0.000521562 0.00432927 PTC_high
LINC00324 3.45489 | 1.84363 0.000550514 0.00455392 PTC_high
BOK 3.44883 | 1.91274 0.000563029 0.00464948 PTC_high
LEF1-AS1 3.43537 | 5.13302 0.000591742 0.004872 PTC_high
ZNF703 3.43526  1.65537 0.000591976 0.00487289 PTC_high
ENSG00000289293 3.43397 | 4.34824 0.00059482 0.0048936 PTC_high
Clorf198 3.42593 | 1.65145 0.000612691 0.00502839 PTC_high
ZNF513 3.41788 | 1.7113 0.000631116 0.00516643 PTC_high
RITAL 3.39528 | 1.63998 0.000685579 0.00558975 PTC_high
EOLA2 3.37543 | 1.80799 0.00073701 0.00597752 PTC_high
PLEKHAG 3.37459  1.58289 0.000739247 0.00599441 PTC_high
SLIT2 3.36127 | 2.08758 0.000775848 0.00627275 PTC_high
CAPN11 3.34604 | 2.39326 0.000819745 0.00660139 PTC_high
ENSG00000288755 3.34583 | 1.59162 0.00082038 0.00660512 PTC_high
LSP1 3.33531 | 3.96578 0.000852029 0.00684424 PTC_high
CCL3 3.31458 | 3.09895 0.000917813 0.00733605 PTC_high
NOVA1 3.30668 | 3.0458 0.000944095 0.00753208 PTC_high
EDN1 3.30602 | 3.33789 0.000946306 0.00754816 PTC_high
IGLV2-14 3.29689  6.81859 0.000977605 0.00778013 PTC_high
C1QTNF6 3.29557 | 2.43733 0.000982219 0.00781363 PTC_high
PTPRC 3.29189 | 1.97641 0.000995171 0.00790689 PTC_high
SEPTINS 3.28874 | 1.92251 0.00100636 0.00798594 PTC_high
TSPYL4 3.27141  1.50867 0.00107011 0.00845357 PTC_high
APLN 3.26891 | 4.37213 0.00107962 0.00851998 PTC_high
ENSG00000251143 3.24267 | 3.48156 0.00118415 0.00926349 PTC_high

PROX1 3.22316 | 1.84075 0.00126784 0.00987216 PTC_high



Supplementary Table S15

Supplementary Table S15: ORA results for
thyroid cEC DEGs in Young vs Old

Gene_set Term Overlap P-valu | Adjusted Odds Combined | Genes cluster_n | comparis ' -log10(Adjusted

e P-value Ratio Score ame on P-value)

MSigDB_Hallmark_2020 TNF-alpha Signaling via NF-kB 11/200 7.4534 1.93787e-11 32.867 917.808 FOSL1;SPSB1;IL6;CDKN1A;NFIL3;GADD45A;SP  Old Young_v | 10.7127
e-13 HK1;PLAUR;TNFAIP3;CCL2;SIK1 s_Old

GO_Biological_Process_2023 B Cell Receptor Signaling Pathway 1946-07-01 1.0561 | 6.94919e-09 | 91.653 | 2316.44 IGHG3;IGHM;IGHG4;IGHG1;IGKC;IGLC3;IGHAL | Old Young_v | 8.15807
00:00:00 e-11 5 s_Old

MSigDB_Hallmark_2020 Inflammatory Response 7/200 3.4629 4.5018e-06  18.377  273.382 IL6;CDKN1A;SPHK1;PLAUR;CCL2;ICAM4;SELE  Old Young_v | 5.34661
e-07 4 s_Old

GO_Biological_Process_2023 Antigen Receptor-Mediated Signaling 7/134 2.2282 | 7.33083e-06 | 28.021  493.719 IGHG3;IGHM;IGHG4;IGHG1;IGKC;IGLC3;IGHAL | Old Young_v | 5.13485
Pathway e-08 2 s_Old

MSigDB_Hallmark_2020 Interferon Gamma Response 6/200 6.2275 5.39717e-05 15.278  183.134 IL6;CDKN1A;PNP;TNFAIP3;CCL2;HLA-DQA1 Oold Young_v  4.26783
e-06 4 s_Old

MSigDB_Hallmark_2020 Hypoxia 5/200 9.3444 | 0.000485909 12.357 114.651 IL6;CDKN1A;NFIL3;PLAUR;TNFAIP3 old Young_v | 3.31345
e-05 1 s_Old

MSigDB_Hallmark_2020 Epithelial Mesenchymal Transition 5/200 9.3444 | 0.000485909 12.357  114.651 IL6;CXCL12;GADDA45A;PLAUR; TNFAIP3 ol Young_v | 3.31345
e-05 1 s_Old

MSigDB_Hallmark_2020 p53 Pathway 4/200 0.0011  0.00494077 | 9.6005 | 65.059 CDKN1A;GADD45A;SPHK1;TM4SF1 old Young_v | 2.30621
4018 8 s_Old

GO_Biological_Process_2023 Retina Homeostasis 1939-03-01 9.8192  0.0173335 38.600 @ 356.231 IGHG3;IGKC;IGHAL old Young_v | 1.76111
00:00:00 e-05 8 s_Old

GO_Biological_Process_2023 Positive Regulation Of T Cell Activation 4/107 0.0001  0.0173335 18.355 167.938 IL6;PNP;CCL2;HLA-DQA1 old Young_v | 1.76111
0628 1 s_Old

GO_Biological_Process_2023 Positive Regulation Of Chondrocyte 2026-02-10 0.0001 | 0.0313007 142.53 | 1256.48 ZBTB16;SOX5 Young Young_v @ 1.50445
Differentiation 00:00:00 4846 6 s_Old

GO_Biological_Process_2023 Positive Regulation Of Cartilage Development | 2026-02-17 0.0004 | 0.0313007 75.992 586.461 ZBTB16;SOX5 Young Young_v | 1.50445
00:00:00 4503 4 s_Old

GO_Biological_Process_2023 Regulation Of Cartilage Development 2026-02-17 0.0004 | 0.0313007 75.992 586.461 ZBTB16;SOX5 Young Young_v | 1.50445
00:00:00 4503 4 s_Old

MSigDB_Hallmark_2020 Estrogen Response Early 3/200 0.0059 | 0.0327824 8.8530 @ 45.3509 TFF3;PAPSS2;FKBP5 Young Young_v | 1.48436
6044 9 s_Old

MSigDB_Hallmark_2020 Estrogen Response Late 3/200 0.0059 | 0.0327824 8.8530  45.3509 TFF3;PAPSS2;FKBP5 Young Young_v | 1.48436
6044 9 s_Old

GO_Biological_Process_2023 Regulation Of Chondrocyte Differentiation 2026-02-25 0.0009  0.0513041 49.540  343.59 ZBTB16;SOX5 Young Young_v | 1.28985
00:00:00 7259 4 s_Old

GO_Biological_Process_2023 Regulation Of Dendrite Morphogenesis 1931-02-01 0.0014  0.0526453 39.278  255.48 HECW?2;IL1IRAPL1 Young Young_v | 1.27864
00:00:00 9702 8 s_Old

GO_Biological_Process_2023 Negative Regulation Of Chemotaxis 1931-02-01 0.0014 | 0.0526453 39.278 | 255.48 ROBO2;SEMA6D Young Young_v | 1.27864
00:00:00 9702 8 s_Old

GO_Biological_Process_2023 Connective Tissue Development 1938-02-01 0.0022  0.0676674 31.630 192.915 ZBTB16;SOX5 Young Young_v | 1.16962
00:00:00 4489 2 s_Old

GO_Biological_Process_2023 Regulation Of Synapse Assembly 1951-02-01 0.0040 | 0.0976697 23.223 | 128.166 ROBOZ2;IL1RAPL1 Young Young_v | 1.01024

00:00:00 1043 3 s_Old



Supplementary Table S16

Supplementary Table S16: ORA results for
thyroid cEC DEGs in PTC vs Young

Gene_set Term Overlap P-value | Adjusted Odds Combined | Genes cluster_n = comparis | -log10(Adjusted
P-value Ratio Score ame on P-value)
MSigDB_Hallmark_2020 TNF-alpha Signaling via NF-kB 54/200 2.29698  1.07958e-32 11.856  918.321 CDKN1A;SERPINE1;TNFAIP3;LITAF,AREG;SAT | PTC PTC_vs_ 31.9667
e-34 1;CXCL2;PANX1;ZFP36;MYC;ZC3H12A;PMEPA Young
1;CCN1;PHLDA2;PHLDAL;DUSP4;KDM6B;TGIF
1;DUSP5;DUSP2;EDN1;SPHK1;PLAUR;F3;RHO
B;TUBB2A;IL1B;NINJ1;FIX1;SQSTM1;CD44;PP
P1R15A;PFKFB3;SDC4;NFIL3;CCL5;CCL4;MCL
1,ABCA1;EGR1;EGR3;FOSL2;FOSL1;NFKBIA;N
R4A1;YRDC;PTPRE;SPSB1;NR4A3;GPR183;BH
LHE40;BCL3;FOSB;ACKR3
MSigDB_Hallmark_2020 Epithelial Mesenchymal Transition 47/200 4.06413 9.5507e-26 | 9.7297 | 591.25 SPARC;CXCL8;SDC4;MCM7;ITGB3;SERPINE1; | PTC PTC_vs_  25.02
e-27 HTRAL;TNFAIP3;THY1;PLOD1;AREG;FSTL1;SA Young
T1,THBS1;NT5E;SERPINHL;FLNA;PMEPAL;TIM
P1;SLIT2;CCN1;EDIL3;PDLIM4;CTHRC1;TNFRS
F12A;MMP1;IGFBP3;MMP2;ITGA2;FN1;BGN;PL
AUR;P3H1,VEGFC;GPX7;RHOB;COL1A1;MMP1
4;VCAN;BMP1;FAP;COL4A1;COL6A2;COL5A2;P
PIB;CD44;SNTB1
MSigDB_Hallmark_2020 Hypoxia 30/200 3.01194 4.71871e-11 5.4320 144.104 PPP1R15A;GPI;CDKN1A;PFKFB3;SDC4;CITED @ PTC PTC_vs_  10.3262
e-12 6 2;SERPINE1;CXCR4;TNFAIP3;ZFP36;NFIL3;PIM Young
1;CCN1;TPI1;ANXA2;CAVIN3;IGFBP3;TPBG;BG
N;PLAUR;MIF;F3;PGF;FOSL2;PFKL;BHLHE40;A
CKR3;S100A4;ALDOA;GAPDH
MSigDB_Hallmark_2020 Coagulation 23/138 1.21381 | 1.42623e-09  6.1054  139.399 C1QA;SPARC;SERPINAL;CFH;WDR1;S100A1;M | PTC PTC_vs_  8.84581
e-10 MPZ1;ITGB3;MMP2;ITGA2;SERPINE1;HTRAL;FN Young
1;,CRIP2;F3;THBS1;MMP14;BMP1;GNB2;APOC1;
TIMP1;SH2B2;CTSB
MSigDB_Hallmark_2020 Inflammatory Response 24/200 4.13973 | 3.89134e-07 4.1561 | 70.655 ABCAL;,CDKN1A;EDN1;CXCL8;SPHK1;ITGB3;T A PTC PTC_vs_  6.4099
e-08 6 PBG;SERPINEL;PLAUR;HIF1A;F3;NFKBIA;PTP Young
RE;MMP14;MYC;GPR183;IL1B;CCL5;STABL;AP
LNR;TIMP1;MET;CD55;KCNJ2
MSigDB_Hallmark_2020 Apoptosis 21/161 6.86916 = 5.38084e-07  4.5586 | 75.1883 IFITM3;CDKN1A;EGR3;TNFRSF12A;MMP2;,LEF | PTC PTC_vs_  6.26915
e-08 2 1;BGN;HSPB1;EMP1;SAT1;H1-0;RHOB;IL1B;PE Young
A15;LMNA;PMAIP1;BAX;TIMP1;SQSTM1;CD44;
MCL1
MSigDB_Hallmark_2020 Complement 23/200 1.73271 1.01796e-06 3.954  61.5574 CDA;DUSP5;C1QA;SERPINAL,FCER1G;CFH;S | PTC PTC_vs_  5.99227
e-07 ERPINEL;FN1;PLAUR;TNFAIP3;F3;MMP14;PPP Young
4C;CA2;GNB2;CCL5;APOC1;PIM1;CDH13;TIMP
1;PFN1;CD55;CTSB
MSigDB_Hallmark_2020 p53 Pathway 23/200 1.73271 | 1.01796e-06 3.954  61.5574 PPP1R15A;CDKN1A;CDKN2B;STEAP3;ABHD4; | PTC PTC_vs_  5.99227
e-07 SPHK1;DGKA;PDGFA;INHBB; TPD52L1;SAT1;T Young
M4SF1;ZFP36L1;PTPRE;TCN2; TRAF4;PERP;NI
NJ1;CDH13;BAX;TAX1BP3;S100A4;UPP1
MSigDB_Hallmark_2020 Estrogen Response Late 22/200 6.90956 = 2.95227e-06 3.7546 | 53.2608 KCNK5;DUSP2;EGR3;SERPINAL;RNASEH2A;IG | PTC PTC_vs_ 5.52984
e-07 8 SF1;TPBG;MYOF;NAB2;TPD52L1;AREG;CXCL1 Young
4;TIAM1;KRT19;ZFP36;RAB31;CA2;MDK;PERP;
SLC29A1;NBL1;CD44
MSigDB_Hallmark_2020 Apical Junction 22/200 6.90956 | 2.95227e-06 | 3.7546 | 53.2608 JUP;SHC1;ITGA2;MMP2;SHROOM2;THYL,ACT | PTC PTC_vs_  5.52984
e-07 8 B;CNN2;ADAMTS5;VCAN;PTPRC;BMP1;,ADAM1 Young
5;MDK;ZYX;FSCN1;SLIT2;PFN1;CD99;MPZL2;C
D276;YWHAH
GO_Biological_Process_2023 Response To Zinc lon 2026-06-25 5.46817 | 0.00499464 | 16.778 § 203.301 MTIM;MT1F;MT1G;MT1X;D2HGDH;MT1E Young PTC_vs_  2.3015
00:00:00 e-06 8 Young



Supplementary Table S16: ORA results for
thyroid cEC DEGs in PTC vs Young

GO_Biological_Process_2023 Cellular Response To Zinc lon 2026-05-15 5.80434 0.00499464 | 26.506 @ 319.589 MTIM;MT1F;MT1G;MT1X;MT1E Young PTC_vs_ | 2.3015
00:00:00 e-06 8 Young
GO_Biological_Process_2023 Cellular Response To Copper lon 2026-05-20 2.77377 0.0159122 17.666 185.371 MTIM;MT1F;MT1G;MT1X;MT1E Young PTC_vs_  1.79827
00:00:00 e-05 7 Young
GO_Biological_Process_2023 Response To Manganese lon 2026-03-05 6.35871  0.0246072 79.125 | 764.593 PRKN;LRRK2;D2HGDH Young PTC_vs_  1.60894
00:00:00 e-05 Young
GO_Biological_Process_2023 Response To Copper lon 2026-05-24 7.1491e 0.0246072 13.944 | 133.114 MT1IM;MT1F,MT1G;MT1X;MT1E Young PTC_vs_  1.60894
00:00:00 -05 5 Young
MSigDB_Hallmark_2020 Fatty Acid Metabolism 9/158 0.00301 | 0.0743032 3.2142 | 18.6508 CBR1;HPGD;MAOA;CA4;AQP7;D2HGDH;XIST; | Young PTC_vs_  1.12899
971 1 CD36;INMT Young
MSigDB_Hallmark_2020 Estrogen Response Late 10/200 0.00461 ' 0.0743032 2.8024 15.0715 UNC13B;SCUBE2;PCP4;DNAJC1;SLC24A3;FAB  Young PTC_vs_  1.12899
723 5 P5;TFF3;CKB;PAPSS2;FKBP5 Young
MSigDB_Hallmark_2020 UV Response Dn 8/144 0.00586 | 0.0743032 3.1237 | 16.0516 NRP1;PLCB4;NFIB;PRKCE;LDLR;ADGRL2;MT1 | Young PTC_vs_  1.12899
604 4 E;SYNE1 Young
GO_Biological_Process_2023 Immunoglobulin Production Involved In 2026-04-19 0.00037 ' 0.108113 14.095 111.111 SHLD1;HLA-DRA;HLA-DQA2;HLA-DRB1 Young PTC_vs_  0.966121
Immunoglobulin-Mediated Immune Response 00:00:00 716 2 Young
GO_Biological_Process_2023 Positive Regulation Of Vasculogenesis 2026-03-09 0.00050 ' 0.108113 26.369 200.168 CEACAM1;RAPGEF2;RIN2 Young PTC_vs_  0.966121

00:00:00 504 6 Young



Supplementary Table S17
[ Supplementay Table S17: Cel—cel ntracton resuls fornflammation-reated LRpas | | |

pair_label ligand receptor source target axis_super context condition Ir_means cellphone_pvals
CXCL12-CXCR4 (Capillary — T cell) CXCL12 CXCR4 Capillary T cell Infiltration PTC PTC 1.78709 0
CXCL12-CXCR4 (Capillary — T cell) CXCL12 CXCR4 Capillary T cell Infiltration PTC Oold 1.61401 0
CXCL12-CXCR4 (Capillary - T cell) CXCL12 CXCR4 Capillary T cell Infiltration PTC Young 1.36846 0
HLA_DRA-CD4 (Capillary - T cell) HLA_DRA | CD4 Capillary T cell Antigen Presentation ol PTC 0.520469 1
HLA_DRA-CD4 (Capillary — T cell) HLA_DRA | CD4 Capillary T cell Antigen Presentation ol Old 1.03459 0
HLA_DRA-CD4 (Capillary — T cell) HLA_DRA | CD4 Capillary T cell Antigen Presentation Old Young 0.829481 0
HLA_DRB1-CD4 (Capillary — T cell) HLA_DRB1  CD4 Capillary T cell Antigen Presentation Old PTC 0.556158 1
HLA_DRB1-CD4 (Capillary — T cell) HLA_DRB1 CD4 Capillary T cell Antigen Presentation Old Oold 1.18321 0
HLA_DRB1-CD4 (Capillary - T cell) HLA_DRB1 CD4 Capillary T cell Antigen Presentation Old Young 0.99818 0
ICAM1-ITGAL (Capillary — T cell) ICAM1 ITGAL Capillary T cell Retention ol PTC 0.81448 0
ICAM1-ITGAL (Capillary — T cell) ICAM1 ITGAL Capillary T cell Retention ol Old 0.886497 0
ICAM1-ITGAL (Capillary — T cell) ICAM1 ITGAL Capillary T cell Retention Old Young 0.615665 0
MIF-ACKR3 (T cell - Capillary) MIF ACKR3 T cell Capillary Angiogenesis PTC PTC 0.898445 0
MIF-ACKRS3 (T cell - Capillary) MIF ACKR3 T cell Capillary Angiogenesis PTC Oold 0.692784 1
MIF-ACKR3 (T cell - Capillary) MIF ACKR3 T cell Capillary Angiogenesis PTC Young 0 1
SELE-CD44 (Capillary — T cell) SELE CD44 Capillary T cell Retention ol PTC 1.22222 0
SELE-CDA44 (Capillary — T cell) SELE CD44 Capillary T cell Retention ol Old 1.36632 0
SELE-CD44 (Capillary — T cell) SELE CD44 Capillary T cell Retention Old Young 1.00107 0
TGFB1-ENG (T cell - Capillary) TGFB1 ENG T cell Capillary Angiogenesis PTC PTC 1.90068 0
TGFB1-ENG (T cell - Capillary) TGFB1 ENG T cell Capillary Angiogenesis PTC Oold 1.30225 0
TGFB1-ENG (T cell - Capillary) TGFB1 ENG T cell Capillary Angiogenesis PTC Young 1.24839 0
TGFB1-ITGBL (T cell - Capillary) TGFB1 ITGB1 T cell Capillary Angiogenesis PTC PTC 1.55533 0
TGFB1-ITGBL (T cell - Capillary) TGFB1 ITGB1 T cell Capillary Angiogenesis PTC Old 1.29455 0
TGFB1-ITGBL (T cell - Capillary) TGFB1 ITGB1 T cell Capillary Angiogenesis PTC Young 1.0883 0
TNF-TNFRSF1A (T cell - Capillary) TNF TNFRSF1A | Tcell Capillary Pro-inflammatory Common | PTC 0.392264 0
TNF-TNFRSF1A (T cell - Capillary) TNF TNFRSF1A | Tcell Capillary Pro-inflammatory Common | Old 0.294138 0
TNF-TNFRSF1A (T cell - Capillary) TNF TNFRSF1A | Tcell Capillary Pro-inflammatory Common | Young 0.255061 0
TNF-TNFRSF1B (T cell - Capillary) TNF TNFRSF1B | Tcell Capillary Pro-inflammatory Common | PTC 0.295157 1
TNF-TNFRSF1B (T cell - Capillary) TNF TNFRSF1B | T cell Capillary Pro-inflammatory Common | Old 0.21518 1
TNF-TNFRSF1B (T cell - Capillary) TNF TNFRSF1B | Tcell Capillary Pro-inflammatory Common | Young 0.17059 1



