
	Table S1 The sequences of the primers

	Gene
	Primer
	Sequence (5'-3')

	U6
	Forward
	CGCTTCGGCAGCACATATAC

	
	Reverse
	AAATATGGAACGCTTCACGA

	homo GAPDH
	Forward
	TCAAGAAGGTGGTGAAGCAGG 

	
	Reverse
	TCAAAGGTGGAGGAGTGGGT

	Homo m6A
	Forward
	CTGAGCTGAACATGACCTTCC

	
	Reverse
	TGGAGCGAGTAGAGTGGATGT

	hsa_circ_0002089
	Forward
	ACCTGGCGAAGGAGATAATGAT

	
	Reverse
	CAGCCATCCGACAGATTAGGTC

	hsa-miR-130b-5p
	Loop primer
	GTCGTATCCAGTGCAGGGTCCGAGGTATTCGCA
CTGGATACGACGTAGTGCA

	
	Forward
	TGCGCACTCTTTCCCTGTTG

	Homo ARHGEF12
	Forward
	CAGTGCAGGAGAGTTCCACA

	
	Reverse
	TCTGCACAAGAGGAGGGACT

	Homo ALKBH5
	Forward
	CAAAGTCCCTGAGCAGCTCCGTGTT

	
	Reverse
	GCGCCGGTTCTCTTCCTTGTCCATC

	Homo LATS2
	Forward
	TTCATCCACCGAGACATCAA

	
	Reverse
	CTCCATGCTGTCCTGTCTGA

	Homo YAP
	Forward
	GCAGTTGGGAGCTGTTTCTC

	
	Reverse
	GCCATGTTGTTGTCTGATCG

	
	
	
























Table S2 The correlation of miR-130b-5p expression with clinicopathological 
characteristics of GC patients
	Variables
	Cases
(n)
	miR-130b-5p
	P value

	
	
	   High
	   Low
	

	Total
	368
	186
	182
	

	[bookmark: OLE_LINK2]Age (years)
	
	
	
	

	[bookmark: OLE_LINK4]≥60
	254
	119
	135
	

	<60   
	114
	67
	47
	0.042*

	Gender
	
	
	
	

	Male
	237
	123
	114
	

	Female 
	131
	63
	68
	0.514

	Pathological stage
	
	
	
	

	[bookmark: OLE_LINK1]      Ⅰ/Ⅱ
	169
	77
	92
	

	[bookmark: OLE_LINK5]      Ⅲ/Ⅳ
	199
	109
	90
	0.094

	[bookmark: OLE_LINK3]T stage
	
	
	
	

	      T1/T2
	93
	39
	54
	

	      T3/T4
	275
	147
	128
	0.056

	N stage 
	
	
	
	

	     Negative
	113
	47
	66
	

	     Positive
	255
	139
	116
	0.024*

	[bookmark: OLE_LINK8]M stage 
	
	
	
	

	     Negative
	331
	164
	167
	

	     Positive
	37
	22
	15
	0.299






















Table S3 Cox regression analysis of miR-130b-5p expression as survival predictor 
	  Variables
	[bookmark: OLE_LINK12]Univariate Cox regression analysis
	
	Multivariate Cox regression analysis

	[bookmark: OLE_LINK11]
	RR (95% CI)
	P value
	
	RR (95% CI)
	P value

	[bookmark: OLE_LINK14]Age (years) 
	
	
	
	
	

	<60 vs. ≥60 
	1.611 (1.105 to 2.351)
	0.013*
	
	1.898 (1.292 to 2.787)
	0.001*

	Gender
	
	
	
	
	

	Male vs. Female
	1.207 (0.853 to 1.708)
	0.288
	
	NA
	NA

	Pathological stage
	
	
	
	
	

	Ⅲ/Ⅳ vs.Ⅰ/Ⅱ
	1.996 (1.411 to 2.823)
	<0.001*
	
	1.489 (0.904 to 2.452)
	0.118

	T stage 
	
	
	
	
	

	T3+T4 vs. T1+T2
	1.650 (1.090 to 2.497)
	0.018*
	
	1.215 (0.760 to 1.943)
	0.417

	N staging 
	
	
	
	
	

	Positive vs. Negative 
	1.976 (1.316 to 2.968)
	0.001*
	
	1.410 (0.825 to 2.411)
	0.209

	M stage 
	
	
	
	
	

	Positive vs. Negative 
	1.710 (1.044 to 2.803)
	0.033*
	
	1.635 (0.993 to 2.691)
	0.053

	miR-130b-5p expression
	
	
	
	
	

	[bookmark: OLE_LINK16]High VS. Low
	1.500 (1.078 to 2.086)
	0.016*
	
	1.457 (1.044 to 2.034)
	0.027*


NA: not analyzed 
