Table S7 matK and ITS accession numbers of Paphiopedilum species used in phylogenetic analyses
	matK sequences

	No.
	Species
	Accession numbers

	1.
	P. agusii 
	PV247163

	2.
	P. bungebelangi
	PV247164

	3.
	P. dodyanum
	PV247165

	4.
	P. lunatum
	PV247166

	5.
	P. rohmanii
	PV247167

	6.
	P. glaucophyllum
	AY557205.1, JQ929375.1, KP312027.1, KP312028.1, KX755568.1, MT518609.1

	7.
	P. javanicum 
	GU120220.1, KP312068.1, MT518619.1, MT518620.1

	8.
	P. kolopakingii
	JQ929383.1, KP312013.1, MT518621.1

	9.
	P. liemianum
	JQ929385.1, KP312029.1

	10.
	P. primulinum  

	JQ929394.1, KP312030.1, KX755556.1, OR772084.1, OR772090.1

	11.
	P. primulinum var. purpurascens 
	JQ929395.1

	12.
	P. tonsum
	GU120216.1, JQ929403.1, KP312078.1, KP312079.1, MT518631.1

	13.
	P. victoria-regina
	JQ929404.1, KP312032.1, KP312034.1, KP312053.1

	ITS sequences

	No.
	Species
	Accession numbers

	1.
	P. agusii
	PV235287

	2.
	P. bungebelangi
	PV235288

	3.
	P. dodyanum
	PV235289

	4.
	P. lunatum
	PV739487

	5.
	P. rohmanii
	PV235290

	6.
	P. glaucophyllum
	AY643437.1,  EF156105.1, JQ929321.1, Z78476.1,

	7.
	P. javanicum
	AY643461, AY643461.1, EF156120.1, GU120210.1, Z78455.1

	8.
	P. kolopakingii
	AJ564359.1, EF156121.1, JQ929331.1, KX931036, KX931036.1, PV704821.1, PV704836.1, Z78474.1

	9.
	P. liemianum
	EF156123.1, JQ929333.1

	10.
	P. primulinum

	AY643438.1, EF156143.1, JQ929342.1, OR671175.1, OR671181.1, PV704809.1, Z78479.1

	11.
	P. primulinum var. purpurascens  
	AY643439.1, JQ929343.1

	12.
	P. tonsum 
	EF156150.1, GU120206.1, JQ929352, Z78456, Z78456.1

	13.
	P. victoria-regina
	AY643441.1, EF156157.1, JQ660870.1, JQ929353.1, Z78478.1


Notes: Genomic DNA sequences of chloroplast matK and nuclear ribosomal ITS regions were analyzed for 13 Indonesian Paphiopedilum species. Entries 1–5 represent sequences generated by the authors; entries 6–13 correspond to sequences retrieved from GenBank. Multiple accession numbers indicate inclusion of all available sequences per species. These datasets were used to infer Maximum Likelihood phylogenies (Fig. 9–10)




