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Supplementary Figure S1. GenomeScope plot using PacBio HiFi from Olea europaea var. ‘Picual’. Estimated size of genome is 1.26 Gb, with 2.04% of heterozygosity. 










Supplementary Table S1. Comparison of different repetitive elements obtained with EarlGrey and TESorter.
	TE Classification
	Coverage (bp)
	Copy Number
	% Genome Coverage
	TE Family Count

	LTR
	507.248.616
	983.119
	41,018
	488

	DNA
	50.182.471
	106.684
	4,058
	122

	LINE
	10.675.591
	20.506
	0,863
	28

	SINE
	218.914
	1.667
	0,018
	1

	Other
	143.949.700
	225.404
	11,640
	6696

	Penelope
	43.487
	533
	0,004
	19

	Unclassified
	205.093.478
	584.684
	16,585
	785

	Non-Repeat
	308.784.868
	-
	24,969
	-

	Rolling Circle
	10.459.099
	16.163
	0,846
	20



















Supplementary Table S2: Genes that display haplotype differential expression in various organs (leaf, flower, stem, root, fruit) as well as in meristem tissue.
	Gene_ ID
	Base Mean
	Log2 Fold Change
	IfcSE
	stat
	pvalue
	padj
	Mean_hap1
	Mean_hap2
	annotation

	OleurPic101Chr01-_g1028
	899,09
	-0,37
	0,06
	-6,46
	1,1E-10
	8,5E-09
	1010,39
	787,80
	Cyclic nucleotide-gated ion channel 1

	OleurPic101Chr01-_g1222
	517,18
	-0,13
	0,04
	-3,23
	1,3E-03
	4,2E-02
	540,75
	493,61
	BTB/POZ and MATH domain-containing protein 3

	OleurPic101Chr01-_g359
	232,38
	-0,30
	0,07
	-4,34
	1,4E-05
	6,7E-04
	257,24
	207,53
	Brefeldin A-inhibited guanine nucleotide-exchange protein 5

	OleurPic101Chr01-_g456
	316,91
	-0,32
	0,07
	-4,75
	2,0E-06
	1,0E-04
	348,75
	285,07
	UDP-URONIC ACID TRANSPORTER 1

	OleurPic101Chr01-_g487
	7,50
	-4,96
	0,64
	-7,70
	1,3E-14
	1,3E-12
	14,78
	0,23
	UDP-glycosyltransferase 83A1

	OleurPic101Chr01-_g614
	8,66
	-0,99
	0,28
	-3,56
	3,7E-04
	1,4E-02
	11,65
	5,67
	Pentatricopeptide repeat-containing protein At3g49170, chloroplastic

	OleurPic101Chr01-_g622
	351,17
	-2,27
	0,11
	-20,10
	7,0E-90
	5,1E-87
	578,31
	124,04
	Glutamate synthase [NADH], amyloplastic

	OleurPic101Chr01-_g623
	91,65
	-3,74
	0,18
	-20,62
	1,7E-94
	1,4E-91
	170,27
	13,03
	Pentatricopeptide repeat-containing protein At3g49170, chloroplastic

	OleurPic101Chr01+_g1168
	28,39
	-1,42
	0,17
	-8,28
	1,2E-16
	1,4E-14
	41,56
	15,23
	Unknown protein

	OleurPic101Chr01+_g1301
	636,80
	-0,11
	0,03
	-3,18
	1,5E-03
	4,9E-02
	660,40
	613,21
	Serine/threonine-protein kinase STY13

	OleurPic101Chr01+_g1332
	10,18
	-1,95
	0,33
	-5,99
	2,1E-09
	1,5E-07
	16,14
	4,22
	GEM-like protein 4

	OleurPic101Chr01+_g625
	8,22
	-1,34
	0,37
	-3,60
	3,2E-04
	1,2E-02
	11,67
	4,77
	Unknown protein

	OleurPic101Chr01+_g737
	96,78
	-0,30
	0,08
	-3,91
	9,3E-05
	3,9E-03
	106,50
	87,06
	Phospholipase A1 PLIP2, chloroplastic

	OleurPic101Chr01+_g765
	387,28
	-0,49
	0,08
	-5,93
	3,1E-09
	2,2E-07
	447,55
	327,02
	4,5-DOPA dioxygenase extradiol

	OleurPic101Chr01+_g937
	50,87
	-0,49
	0,10
	-4,78
	1,8E-06
	9,3E-05
	59,36
	42,38
	Unknown protein

	OleurPic101Chr02-_g2146
	23,99
	-2,69
	0,49
	-5,44
	5,2E-08
	3,3E-06
	42,99
	4,98
	Unknown protein

	OleurPic101Chr02-_g2398
	331,95
	-0,41
	0,08
	-5,48
	4,3E-08
	2,7E-06
	380,45
	283,45
	Small ribosomal subunit protein eS17

	OleurPic101Chr02-_g2440
	130,02
	-0,75
	0,08
	-8,94
	3,8E-19
	4,8E-17
	163,49
	96,54
	UDP-glycosyltransferase 73C6

	OleurPic101Chr02-_g2757
	662,26
	-0,50
	0,05
	-9,23
	2,7E-20
	3,5E-18
	776,84
	547,69
	Large ribosomal subunit protein eL29

	OleurPic101Chr02-_g2883_1
	10,95
	-4,94
	0,51
	-9,70
	2,9E-22
	4,3E-20
	21,27
	0,63
	Unknown protein

	OleurPic101Chr02-_g2936
	207,64
	-1,34
	0,40
	-3,36
	7,8E-04
	2,8E-02
	312,94
	102,35
	AT-hook motif nuclear-localized protein 16

	OleurPic101Chr02-_g2984
	146,55
	-0,67
	0,13
	-5,15
	2,6E-07
	1,5E-05
	179,66
	113,44
	Unknown protein

	OleurPic101Chr02+_g2100
	99,12
	-3,25
	0,79
	-4,12
	3,8E-05
	1,7E-03
	153,08
	45,16
	Salicylate carboxymethyltransferase

	OleurPic101Chr02+_g2114
	282,02
	-2,17
	0,09
	-24,98
	9,0E-138
	1,1E-134
	461,35
	102,70
	Pyridine nucleotide-disulfide oxidoreductase domain-containing protein 2

	OleurPic101Chr02+_g2115
	16,65
	-1,33
	0,23
	-5,71
	1,1E-08
	7,7E-07
	23,90
	9,40
	Protein N-lysine methyltransferase METTL21A

	OleurPic101Chr02+_g2143
	458,50
	-3,98
	0,08
	-48,18
	0,0E+00
	0,0E+00
	862,77
	54,24
	Terminal uridylyltransferase 7

	OleurPic101Chr02+_g2586
	17,66
	-0,74
	0,20
	-3,76
	1,7E-04
	6,8E-03
	21,79
	13,53
	no full name available

	OleurPic101Chr02+_g2756
	658,18
	-0,41
	0,08
	-5,24
	1,6E-07
	9,4E-06
	747,82
	568,55
	Dihydrolipoyl dehydrogenase

	OleurPic101Chr02+_g3223
	153,22
	-0,65
	0,13
	-5,08
	3,7E-07
	2,1E-05
	193,56
	112,88
	one helix protein,PIGMENT DEFECTIVE 335

	OleurPic101Chr03-_g3740
	210,33
	-0,31
	0,07
	-4,34
	1,4E-05
	6,7E-04
	232,86
	187,80
	COP9 signalosome complex subunit 7

	OleurPic101Chr03-_g3825
	175,05
	-0,27
	0,08
	-3,48
	5,1E-04
	1,9E-02
	191,31
	158,79
	Unknown protein

	OleurPic101Chr03-_g3871
	294,13
	-0,69
	0,13
	-5,45
	5,1E-08
	3,2E-06
	355,93
	232,33
	Annexin D4

	OleurPic101Chr03-_g3993
	2039,96
	-0,16
	0,03
	-4,74
	2,2E-06
	1,1E-04
	2164,59
	1915,33
	Ubiquitin-ribosomal protein eL40 fusion protein

	OleurPic101Chr03-_g4149
	692,83
	-1,42
	0,05
	-29,11
	2,8E-186
	5,5E-183
	1008,15
	377,50
	Sulfite exporter TauE/SafE family protein 4

	OleurPic101Chr03-_g4467
	32,25
	-1,36
	0,14
	-9,88
	5,0E-23
	7,6E-21
	46,51
	17,99
	Gibberellin 2-beta-dioxygenase 1

	OleurPic101Chr03-_g4572
	54,97
	-0,87
	0,23
	-3,77
	1,6E-04
	6,5E-03
	68,20
	41,74
	F-box protein PP2-B15

	OleurPic101Chr03+_g3532
	210,08
	-1,50
	0,19
	-7,83
	4,9E-15
	5,0E-13
	304,47
	115,70
	UDP-glycosyltransferase 85A8

	OleurPic101Chr03+_g3534
	913,02
	-0,98
	0,15
	-6,42
	1,4E-10
	1,1E-08
	1208,38
	617,66
	7-deoxyloganetin glucosyltransferase

	OleurPic101Chr03+_g3571
	2881,02
	-0,45
	0,04
	-12,70
	5,7E-37
	1,3E-34
	3333,74
	2428,29
	Ankyrin repeat domain-containing protein 2A

	OleurPic101Chr03+_g3585
	79,12
	-0,43
	0,13
	-3,25
	1,2E-03
	4,0E-02
	90,04
	68,21
	Cleavage and polyadenylation specificity factor 73

	OleurPic101Chr03+_g3851
	129,47
	-0,65
	0,20
	-3,19
	1,4E-03
	4,8E-02
	165,50
	93,44
	Sigma factor binding protein 1, chloroplastic

	OleurPic101Chr03+_g3872
	839,26
	-0,65
	0,15
	-4,44
	8,8E-06
	4,2E-04
	1153,35
	525,17
	Annexin D3

	OleurPic101Chr03+_g3875
	2315,46
	-0,52
	0,06
	-7,98
	1,5E-15
	1,6E-13
	2724,66
	1906,27
	Calmodulin binding protein PICBP

	OleurPic101Chr03+_g4147
	646,78
	-0,16
	0,05
	-3,18
	1,5E-03
	4,9E-02
	683,53
	610,02
	N-alpha-acetyltransferase 11

	OleurPic101Chr03+_g4173
	64,99
	-0,43
	0,11
	-3,84
	1,2E-04
	5,0E-03
	74,07
	55,92
	G-type lectin S-receptor-like serine/threonine-protein kinase LECRK3

	OleurPic101Chr03+_g4209
	67,84
	-0,70
	0,20
	-3,57
	3,6E-04
	1,4E-02
	85,96
	49,72
	Unknown protein

	OleurPic101Chr03+_g4310
	57,37
	-1,24
	0,14
	-8,94
	3,8E-19
	4,8E-17
	80,55
	34,20
	Gamma aminobutyrate transaminase 2

	OleurPic101Chr03+_g4332
	66,43
	-1,42
	0,24
	-5,95
	2,7E-09
	1,9E-07
	95,94
	36,92
	tRNA (guanine(10)-N(2))-methyltransferase homolog

	OleurPic101Chr03+_g4436
	601,42
	-0,16
	0,05
	-3,32
	8,9E-04
	3,1E-02
	635,03
	567,82
	no full name available

	OleurPic101Chr03+_g4480
	409,27
	-0,27
	0,06
	-4,65
	3,2E-06
	1,6E-04
	447,76
	370,77
	Transcription factor bHLH121

	OleurPic101Chr03+_g4577
	338,13
	-0,15
	0,04
	-3,47
	5,2E-04
	1,9E-02
	356,50
	319,76
	Single-stranded DNA-binding protein, mitochondrial

	OleurPic101Chr03+_g4639
	164,58
	-1,81
	0,11
	-16,32
	7,7E-60
	2,8E-57
	258,99
	70,17
	Heavy metal-associated isoprenylated plant protein 39

	OleurPic101Chr04-_g5303
	20,21
	-1,42
	0,19
	-7,47
	8,1E-14
	7,6E-12
	29,41
	11,02
	Epoxide hydrolase 2

	OleurPic101Chr04-_g5396
	15,14
	-1,44
	0,33
	-4,44
	9,2E-06
	4,4E-04
	22,06
	8,23
	Chaperone protein dnaJ 20, chloroplastic

	OleurPic101Chr04-_g5471
	1920,26
	-0,38
	0,04
	-10,42
	2,0E-25
	3,4E-23
	2166,45
	1674,07
	Large ribosomal subunit protein uL4

	OleurPic101Chr04-_g5528
	61,00
	-2,95
	0,35
	-8,49
	2,1E-17
	2,5E-15
	108,44
	13,55
	Cellulose synthase-like protein G2

	OleurPic101Chr04-_g5635
	106,05
	-0,36
	0,09
	-3,82
	1,3E-04
	5,4E-03
	117,63
	94,48
	no full name available

	OleurPic101Chr04-_g5698
	70,70
	-1,66
	0,44
	-3,77
	1,7E-04
	6,6E-03
	104,51
	36,89
	Inorganic phosphate transporter 1-1

	OleurPic101Chr04-_g5729
	59,26
	-1,06
	0,11
	-9,65
	4,9E-22
	7,2E-20
	80,16
	38,36
	Unknown protein

	OleurPic101Chr04-_g5733
	644,73
	-0,28
	0,06
	-4,71
	2,5E-06
	1,3E-04
	698,12
	591,34
	ER membrane protein complex subunit 7 homolog

	OleurPic101Chr04-_g5871
	3889,36
	-0,19
	0,06
	-3,27
	1,1E-03
	3,7E-02
	4149,93
	3628,80
	Alpha-glucosidase

	OleurPic101Chr04+_g5343
	22,24
	-1,53
	0,20
	-7,55
	4,3E-14
	4,1E-12
	33,49
	10,99
	Unknown protein

	OleurPic101Chr04+_g5420
	1,87
	-3,57
	0,74
	-4,82
	1,4E-06
	7,6E-05
	3,60
	0,15
	Unknown protein

	OleurPic101Chr04+_g5511
	317,90
	-1,70
	0,11
	-15,40
	1,5E-53
	5,0E-51
	487,87
	147,94
	1-aminocyclopropane-1-carboxylate oxidase homolog 1

	OleurPic101Chr04+_g5512
	136,44
	-1,70
	0,14
	-12,14
	6,4E-34
	1,3E-31
	204,81
	68,07
	1-aminocyclopropane-1-carboxylate oxidase homolog 1

	OleurPic101Chr04+_g5679
	27,39
	-1,75
	0,33
	-5,26
	1,4E-07
	8,4E-06
	39,27
	15,50
	no full name available

	OleurPic101Chr04+_g5714
	6,13
	-1,60
	0,43
	-3,74
	1,8E-04
	7,1E-03
	8,79
	3,48
	no full name available

	OleurPic101Chr04+_g5786
	41,69
	-0,59
	0,14
	-4,34
	1,4E-05
	6,6E-04
	50,37
	33,00
	no full name available

	OleurPic101Chr04+_g5821
	713,01
	-0,75
	0,04
	-18,31
	6,5E-75
	3,1E-72
	894,91
	531,12
	Casein kinase II subunit beta

	OleurPic101Chr05-_g6620
	20,21
	-4,71
	0,93
	-5,05
	4,5E-07
	2,5E-05
	40,42
	0,00
	Unknown protein

	OleurPic101Chr05-_g6762
	102,31
	-0,33
	0,08
	-3,95
	7,7E-05
	3,2E-03
	112,44
	92,18
	Golgi SNAP receptor complex member 1-2

	OleurPic101Chr05-_g6905
	2501,48
	-1,41
	0,05
	-26,66
	1,5E-156
	2,4E-153
	3644,41
	1358,56
	Large ribosomal subunit protein P2

	OleurPic101Chr05+_g6503
	10079,29
	-0,77
	0,11
	-6,73
	1,7E-11
	1,4E-09
	12678,15
	7480,42
	6-phosphogluconolactonase

	OleurPic101Chr05+_g7065
	374,54
	-0,52
	0,05
	-9,65
	5,0E-22
	7,2E-20
	440,58
	308,49
	F-box/kelch-repeat protein OR23

	OleurPic101Chr06-_g7558
	392,02
	-1,18
	0,13
	-9,01
	2,0E-19
	2,6E-17
	547,17
	236,88
	Xylan glycosyltransferase MUCI21

	OleurPic101Chr06-_g7596
	410,22
	-0,30
	0,05
	-6,08
	1,2E-09
	8,6E-08
	451,90
	368,54
	Small ribosomal subunit protein uS10

	OleurPic101Chr06-_g7835
	411,41
	-0,32
	0,10
	-3,39
	6,9E-04
	2,5E-02
	457,49
	365,34
	Adenosine deaminase-like protein

	OleurPic101Chr06-_g7836
	42,45
	-5,45
	0,62
	-8,86
	8,3E-19
	1,0E-16
	84,33
	0,56
	Cytochrome P450 77A3

	OleurPic101Chr06-_g8029
	176,05
	-0,26
	0,06
	-4,40
	1,1E-05
	5,1E-04
	191,85
	160,26
	no full name available

	OleurPic101Chr06-_g8254
	721,50
	-0,15
	0,04
	-3,51
	4,5E-04
	1,7E-02
	758,34
	684,65
	no full name available

	OleurPic101Chr06-_g8379
	1263,07
	-0,22
	0,04
	-5,56
	2,6E-08
	1,7E-06
	1360,14
	1166,01
	Zinc finger protein BRUTUS

	OleurPic101Chr06-_g8385
	346,65
	-0,33
	0,05
	-6,95
	3,6E-12
	3,1E-10
	386,93
	306,37
	no full name available

	OleurPic101Chr06-_g8386
	40,99
	-0,57
	0,11
	-5,17
	2,3E-07
	1,3E-05
	49,08
	32,90
	no full name available

	OleurPic101Chr06-_g8414
	241,17
	-0,56
	0,09
	-6,00
	2,0E-09
	1,4E-07
	286,44
	195,91
	Sulfhydryl oxidase 1

	OleurPic101Chr06-_g8641
	1,90
	-2,96
	0,78
	-3,78
	1,6E-04
	6,3E-03
	3,48
	0,31
	Unknown protein

	OleurPic101Chr06-_g8700
	91,46
	-4,99
	0,25
	-19,80
	3,0E-87
	1,9E-84
	176,99
	5,93
	F-box protein PP2-A12

	OleurPic101Chr06-_g8701
	3498,67
	-0,99
	0,05
	-20,41
	1,4E-92
	1,1E-89
	4655,51
	2341,84
	Large ribosomal subunit protein uL10

	OleurPic101Chr06-_g8704
	522,87
	-4,69
	0,09
	-49,87
	0,0E+00
	0,0E+00
	1006,74
	39,00
	Large ribosomal subunit protein eL24

	OleurPic101Chr06+_g7766
	120,30
	-0,81
	0,16
	-5,09
	3,6E-07
	2,0E-05
	143,01
	97,59
	Inositol transporter 4

	OleurPic101Chr06+_g7824
	130,53
	-1,13
	0,24
	-4,72
	2,3E-06
	1,2E-04
	183,52
	77,54
	MYB-like transcription factor ETC1

	OleurPic101Chr06+_g7910
	2359,46
	-0,17
	0,04
	-4,55
	5,5E-06
	2,7E-04
	2496,56
	2222,35
	Quinone oxidoreductase PIG3

	OleurPic101Chr06+_g8303
	1096,00
	-0,15
	0,04
	-3,54
	4,0E-04
	1,5E-02
	1152,07
	1039,93
	Choline/ethanolaminephosphotransferase 1

	OleurPic101Chr06+_g8408
	2996,75
	-0,33
	0,06
	-5,74
	9,5E-09
	6,5E-07
	3318,96
	2674,55
	ATP synthase subunit beta, mitochondrial

	OleurPic101Chr06+_g8619
	442,19
	-0,74
	0,09
	-7,84
	4,5E-15
	4,7E-13
	552,15
	332,23
	Pentatricopeptide repeat-containing protein At1g05600

	OleurPic101Chr06+_g8699
	71,79
	-9,05
	0,65
	-13,85
	1,2E-43
	3,2E-41
	143,58
	0,00
	Transcriptional corepressor SEUSS

	OleurPic101Chr06+_g8702
	1959,12
	-1,44
	0,09
	-16,00
	1,3E-57
	4,7E-55
	2906,94
	1011,30
	Cytochrome P450 76M5

	OleurPic101Chr06+_g8705
	2175,87
	-2,47
	0,07
	-35,55
	8,5E-277
	3,3E-273
	3688,57
	663,17
	Phytyl ester synthase 1, chloroplastic

	OleurPic101Chr06+_g8740
	182,54
	-0,58
	0,11
	-5,09
	3,6E-07
	2,0E-05
	211,92
	153,15
	Ubiquitin-conjugating enzyme E2 5

	OleurPic101Chr06+_g8796
	173,96
	-2,79
	0,23
	-12,35
	4,7E-35
	1,0E-32
	303,75
	44,17
	no full name available

	OleurPic101Chr06+_g8881
	440,68
	-0,20
	0,05
	-4,11
	4,0E-05
	1,8E-03
	470,69
	410,68
	Protein phosphatase 2C homolog 2

	OleurPic101Chr06+_g9021
	188,28
	-0,28
	0,07
	-4,19
	2,8E-05
	1,3E-03
	206,29
	170,28
	no full name available

	OleurPic101Chr07-_g10041
	290,04
	-0,18
	0,05
	-3,97
	7,2E-05
	3,0E-03
	308,67
	271,41
	UPF0235 protein C15orf40 homolog

	OleurPic101Chr07-_g10377
	3,92
	-4,94
	0,68
	-7,24
	4,5E-13
	4,0E-11
	7,84
	0,00
	Auxin response factor 5

	OleurPic101Chr07-_g10680
	608,67
	-1,32
	0,04
	-31,31
	3,6E-215
	9,8E-212
	869,65
	347,68
	no full name available

	OleurPic101Chr07-_g10683
	78,55
	-9,64
	0,60
	-16,18
	6,5E-59
	2,3E-56
	157,10
	0,00
	Glucuronoxylan 4-O-methyltransferase 3

	OleurPic101Chr07-_g10685
	86,20
	-3,35
	0,19
	-17,51
	1,1E-68
	4,6E-66
	157,30
	15,10
	Dynamin-2A

	OleurPic101Chr07-_g10686
	80,51
	-2,41
	0,14
	-17,46
	2,7E-68
	1,1E-65
	135,72
	25,29
	Dynamin-2B

	OleurPic101Chr07-_g10687
	65,61
	-1,00
	0,13
	-8,01
	1,1E-15
	1,2E-13
	87,39
	43,83
	Cyclin-dependent kinase C-2 C

	OleurPic101Chr07-_g9513
	36,49
	-0,46
	0,14
	-3,34
	8,4E-04
	2,9E-02
	42,16
	30,81
	Unknown protein

	OleurPic101Chr07-_g9596
	201,95
	-0,52
	0,05
	-9,55
	1,3E-21
	1,8E-19
	237,81
	166,10
	Unknown protein

	OleurPic101Chr07-_g9715
	821,29
	-0,47
	0,05
	-8,89
	6,3E-19
	7,7E-17
	955,76
	686,82
	Small ribosomal subunit protein eS27

	OleurPic101Chr07-_g9797
	459,08
	-11,95
	0,61
	-19,70
	2,0E-86
	1,2E-83
	918,16
	0,00
	Protein LOW PHOTOSYNTHETIC EFFICIENCY 1, chloroplastic

	OleurPic101Chr07-_g9818
	14,30
	-1,29
	0,34
	-3,81
	1,4E-04
	5,6E-03
	19,94
	8,67
	Cyclin-dependent protein kinase inhibitor SMR6

	OleurPic101Chr07-_g9955
	144,52
	-0,23
	0,06
	-3,55
	3,8E-04
	1,4E-02
	156,32
	132,72
	Pentatricopeptide repeat-containing protein At2g01390

	OleurPic101Chr07+_g10060
	195,57
	-0,26
	0,06
	-4,11
	4,0E-05
	1,8E-03
	213,15
	177,99
	Protein CPR-5

	OleurPic101Chr07+_g10117
	34,32
	-0,46
	0,13
	-3,39
	6,9E-04
	2,5E-02
	39,71
	28,94
	Unknown protein

	OleurPic101Chr07+_g10291
	4909,99
	-1,09
	0,08
	-13,12
	2,6E-39
	6,2E-37
	6704,90
	3115,08
	Pathogenesis-related thaumatin-like protein 3.5

	OleurPic101Chr07+_g10436
	894,34
	-0,26
	0,06
	-4,13
	3,7E-05
	1,6E-03
	964,13
	824,54
	Alcohol dehydrogenase-like 7

	OleurPic101Chr07+_g10682
	2231,85
	-0,29
	0,03
	-10,56
	4,6E-26
	7,9E-24
	2454,89
	2008,80
	WD40 repeat-containing protein SMU1

	OleurPic101Chr07+_g10688
	455,11
	-0,47
	0,06
	-8,06
	7,8E-16
	8,4E-14
	529,89
	380,32
	Phospholipase SGR2

	OleurPic101Chr07+_g9364
	10,48
	-0,89
	0,23
	-3,93
	8,4E-05
	3,5E-03
	13,63
	7,33
	Unknown protein

	OleurPic101Chr07+_g9439
	308,32
	-0,19
	0,05
	-4,03
	5,5E-05
	2,4E-03
	328,75
	287,90
	no full name available

	OleurPic101Chr07+_g9719
	2561,74
	-0,08
	0,02
	-4,23
	2,3E-05
	1,0E-03
	2632,18
	2491,29
	E3 ubiquitin-protein ligase RNF10

	OleurPic101Chr07+_g9764
	17,13
	-1,22
	0,35
	-3,47
	5,3E-04
	1,9E-02
	24,67
	9,58
	Ribonucleoside-diphosphate reductase small chain

	OleurPic101Chr07+_g9796
	576,39
	-12,17
	0,59
	-20,60
	2,7E-94
	2,2E-91
	1152,69
	0,08
	Very-long-chain 3-oxoacyl-CoA reductase 1

	OleurPic101Chr08-_g10764
	2661,26
	-0,47
	0,14
	-3,39
	7,0E-04
	2,5E-02
	3014,40
	2308,12
	SPX domain-containing membrane protein At4g22990

	OleurPic101Chr08-_g10951
	130,87
	-0,64
	0,08
	-8,04
	8,8E-16
	9,5E-14
	159,31
	102,43
	Ribosomal RNA large subunit methyltransferase H

	OleurPic101Chr08-_g10959
	33,88
	-0,84
	0,24
	-3,56
	3,7E-04
	1,4E-02
	43,99
	23,76
	UDP-glucosyltransferase 74AE2

	OleurPic101Chr08-_g10970
	2844,46
	-0,65
	0,05
	-12,10
	1,0E-33
	2,1E-31
	3476,43
	2212,48
	Protein phosphatase 1L

	OleurPic101Chr08-_g11078
	121,43
	-0,44
	0,11
	-4,01
	6,0E-05
	2,5E-03
	139,07
	103,80
	K(+) efflux antiporter 6

	OleurPic101Chr08-_g11079
	58,25
	-0,67
	0,12
	-5,37
	8,1E-08
	5,0E-06
	71,07
	45,43
	Unknown protein

	OleurPic101Chr08-_g11080
	37,07
	-0,83
	0,14
	-5,82
	5,8E-09
	3,9E-07
	47,26
	26,87
	K(+) efflux antiporter 4

	OleurPic101Chr08-_g11089
	74,41
	-0,59
	0,11
	-5,51
	3,6E-08
	2,3E-06
	89,11
	59,70
	Unknown protein

	OleurPic101Chr08-_g11090
	26,13
	-0,97
	0,16
	-5,93
	3,0E-09
	2,1E-07
	34,66
	17,60
	Unknown protein

	OleurPic101Chr08-_g11093
	361,77
	-0,52
	0,05
	-10,81
	3,2E-27
	5,7E-25
	427,26
	296,27
	no full name available

	OleurPic101Chr08-_g11096
	890,33
	-0,26
	0,04
	-7,27
	3,6E-13
	3,2E-11
	969,50
	811,15
	DnaJ homolog subfamily B member 12

	OleurPic101Chr08+_g10690
	49,70
	-7,01
	0,75
	-9,40
	5,7E-21
	7,9E-19
	99,39
	0,00
	Unknown protein

	OleurPic101Chr08+_g10781
	338,95
	-0,36
	0,09
	-3,90
	9,6E-05
	3,9E-03
	373,78
	304,12
	Unknown protein

	OleurPic101Chr08+_g10915
	571,96
	-0,35
	0,04
	-9,81
	1,0E-22
	1,5E-20
	640,98
	502,93
	Carbon catabolite repressor protein 4 homolog 4

	OleurPic101Chr08+_g10920
	54,87
	-2,74
	0,31
	-8,74
	2,2E-18
	2,7E-16
	97,01
	12,73
	Protein NUCLEAR FUSION DEFECTIVE 4

	OleurPic101Chr08+_g10922
	13,88
	-3,04
	0,60
	-5,07
	3,9E-07
	2,2E-05
	24,67
	3,08
	Protein NUCLEAR FUSION DEFECTIVE 4

	OleurPic101Chr08+_g10923
	13,96
	-6,51
	0,61
	-10,67
	1,4E-26
	2,5E-24
	27,65
	0,27
	Carbon catabolite repressor protein 4 homolog 4

	OleurPic101Chr08+_g10924
	2,26
	-2,53
	0,63
	-4,03
	5,7E-05
	2,4E-03
	3,85
	0,68
	Carbon catabolite repressor protein 4 homolog 4

	OleurPic101Chr08+_g11091
	762,20
	-0,44
	0,06
	-7,29
	3,0E-13
	2,7E-11
	879,77
	644,63
	Large ribosomal subunit protein mL102 (rPPR5)

	OleurPic101Chr09-_g11840
	141,10
	-1,39
	0,38
	-3,68
	2,4E-04
	9,1E-03
	206,77
	75,43
	Wall-associated receptor kinase 2

	OleurPic101Chr09-_g11889
	73,54
	-3,98
	0,27
	-14,78
	2,0E-49
	6,1E-47
	139,00
	8,08
	Unknown protein

	OleurPic101Chr09-_g12088
	65,55
	-2,36
	0,13
	-18,25
	2,2E-74
	1,0E-71
	109,68
	21,42
	Pentatricopeptide repeat-containing protein At5g50390, chloroplastic

	OleurPic101Chr09-_g12093
	143,77
	-0,39
	0,07
	-5,30
	1,2E-07
	7,2E-06
	163,53
	124,01
	Late blight resistance protein R1-A

	OleurPic101Chr09-_g12115
	380,64
	-0,81
	0,10
	-7,79
	6,9E-15
	6,9E-13
	485,34
	275,93
	no full name available

	OleurPic101Chr09-_g12668
	2,82
	-3,54
	0,69
	-5,16
	2,4E-07
	1,4E-05
	5,30
	0,33
	Unknown protein

	OleurPic101Chr09+_g11891
	42,50
	-2,41
	0,54
	-4,45
	8,4E-06
	4,0E-04
	48,44
	36,55
	Flavonol synthase 1

	OleurPic101Chr09+_g11949
	25,46
	-1,27
	0,34
	-3,75
	1,7E-04
	6,9E-03
	35,38
	15,54
	MAPK kinase substrate protein At1g80180

	OleurPic101Chr09+_g11993
	230672,45
	-1,36
	0,23
	-5,86
	4,6E-09
	3,2E-07
	322138,49
	139206,40
	5'-methylthioadenosine/S-adenosylhomocysteine nucleosidase

	OleurPic101Chr09+_g12066
	21,60
	-5,69
	0,49
	-11,66
	1,9E-31
	3,7E-29
	42,34
	0,86
	ERAD-associated E3 ubiquitin-protein ligase component HRD3B

	OleurPic101Chr09+_g12152
	384,60
	-1,04
	0,06
	-16,82
	1,8E-63
	6,9E-61
	518,75
	250,44
	Ectonucleotide pyrophosphatase/phosphodiesterase family member 3

	OleurPic101Chr09+_g12249
	489,14
	-0,57
	0,06
	-10,10
	5,7E-24
	9,1E-22
	586,94
	391,33
	Serine/threonine-protein kinase Nek5

	OleurPic101Chr10-_g14131
	55,16
	-1,40
	0,22
	-6,22
	5,0E-10
	3,6E-08
	79,55
	30,76
	Proteinase inhibitor PSI-1.2

	OleurPic101Chr10-_g14207
	40,32
	-3,41
	0,34
	-10,02
	1,2E-23
	1,9E-21
	75,08
	5,56
	Ribulose-phosphate 3-epimerase

	OleurPic101Chr10-_g14736
	153,86
	-2,02
	0,30
	-6,74
	1,5E-11
	1,3E-09
	197,71
	110,00
	Wall-associated receptor kinase-like 1

	OleurPic101Chr10-_g15039
	155,60
	-1,73
	0,10
	-17,60
	2,6E-69
	1,1E-66
	239,49
	71,70
	Large ribosomal subunit protein bL21

	OleurPic101Chr10-_g15671
	39,71
	-0,74
	0,12
	-5,99
	2,1E-09
	1,5E-07
	49,88
	29,54
	Regulation of nuclear pre-mRNA domain-containing protein 1A

	OleurPic101Chr10+_g13037
	495,92
	-0,26
	0,06
	-4,59
	4,5E-06
	2,2E-04
	540,18
	451,67
	Glutamine synthetase cytosolic isozyme 1

	OleurPic101Chr10+_g13200
	792,49
	-0,38
	0,03
	-14,00
	1,6E-44
	4,4E-42
	895,16
	689,83
	Protein ACCUMULATION AND REPLICATION OF CHLOROPLASTS 6, chloroplastic

	OleurPic101Chr10+_g13429
	11,88
	-6,26
	0,60
	-10,47
	1,2E-25
	2,0E-23
	23,60
	0,16
	Agamous-like MADS-box protein AGL62

	OleurPic101Chr10+_g13503
	29,17
	-1,39
	0,40
	-3,45
	5,7E-04
	2,0E-02
	40,41
	17,94
	Unknown protein

	OleurPic101Chr10+_g13822
	2045,45
	-0,18
	0,03
	-5,29
	1,2E-07
	7,2E-06
	2198,14
	1892,75
	26S proteasome non-ATPase regulatory subunit 6 homolog

	OleurPic101Chr10+_g13863
	135,17
	-1,08
	0,24
	-4,54
	5,5E-06
	2,7E-04
	171,88
	98,47
	Protein indeterminate-domain 14

	OleurPic101Chr10+_g14948
	199,34
	-0,28
	0,07
	-4,32
	1,5E-05
	7,1E-04
	218,85
	179,84
	Thiosulfate/3-mercaptopyruvate sulfurtransferase 2

	OleurPic101Chr10+_g15066
	73,26
	-2,36
	0,25
	-9,43
	4,0E-21
	5,5E-19
	124,45
	22,07
	Transcription repressor OFP5

	OleurPic101Chr10+_g15086
	212,48
	-1,18
	0,06
	-18,62
	2,2E-77
	1,1E-74
	295,22
	129,75
	ALA-interacting subunit 1

	OleurPic101Chr10+_g15448
	3953,36
	-0,26
	0,08
	-3,22
	1,3E-03
	4,3E-02
	4277,30
	3629,42
	Formamidase

	OleurPic101Chr10+_g15581
	1087,37
	-0,81
	0,07
	-12,05
	1,9E-33
	3,9E-31
	1384,90
	789,84
	Ultraviolet-B receptor UVR8

	OleurPic101Chr10+_g15582
	536,34
	-1,50
	0,12
	-12,96
	2,0E-38
	4,7E-36
	792,15
	280,52
	NAC domain-containing protein 48

	OleurPic101Chr11-_g16152
	84,43
	-0,34
	0,10
	-3,46
	5,4E-04
	2,0E-02
	94,31
	74,56
	Unknown protein

	OleurPic101Chr11-_g16310
	1620,23
	-0,11
	0,03
	-3,26
	1,1E-03
	3,7E-02
	1682,56
	1557,90
	Hydroxyacylglutathione hydrolase

	OleurPic101Chr11-_g16666
	7154,72
	-0,19
	0,04
	-4,92
	8,7E-07
	4,8E-05
	7625,88
	6683,55
	Auxin-induced protein PCNT115

	OleurPic101Chr11-_g16994
	1109,58
	-0,19
	0,06
	-3,45
	5,5E-04
	2,0E-02
	1181,11
	1038,04
	no full name available

	OleurPic101Chr11-_g17034
	69,95
	-0,77
	0,13
	-6,01
	1,9E-09
	1,4E-07
	87,07
	52,83
	Unknown protein

	OleurPic101Chr11-_g17093
	23,30
	-1,44
	0,21
	-7,00
	2,5E-12
	2,2E-10
	33,94
	12,66
	Unknown protein

	OleurPic101Chr11-_g17135
	3,29
	-4,52
	0,72
	-6,28
	3,4E-10
	2,5E-08
	6,43
	0,16
	Beta-glucosidase 12

	OleurPic101Chr11+_g16039
	7,29
	-6,02
	0,63
	-9,56
	1,2E-21
	1,8E-19
	14,51
	0,08
	F-box protein CPR1

	OleurPic101Chr11+_g16313
	489,27
	-0,64
	0,04
	-15,03
	4,6E-51
	1,5E-48
	594,15
	384,40
	Chaperone protein dnaJ 15

	OleurPic101Chr11+_g16490
	591,60
	-0,90
	0,05
	-17,85
	3,0E-71
	1,3E-68
	768,11
	415,09
	Peptidyl-prolyl cis-trans isomerase E

	OleurPic101Chr11+_g16545
	40,39
	-2,18
	0,16
	-13,95
	3,2E-44
	8,6E-42
	66,45
	14,34
	RNA-binding motif protein 25

	OleurPic101Chr11+_g16701
	217,48
	-0,30
	0,09
	-3,44
	5,7E-04
	2,1E-02
	237,49
	197,47
	Ubiquitin-conjugating enzyme E2 20

	OleurPic101Chr11+_g16777
	2,42
	-4,06
	0,78
	-5,21
	1,9E-07
	1,1E-05
	4,78
	0,07
	Unknown protein

	OleurPic101Chr11+_g17405
	880,82
	-0,35
	0,09
	-3,73
	1,9E-04
	7,4E-03
	989,27
	772,37
	OVARIAN TUMOR DOMAIN-containing deubiquitinating enzyme 9

	OleurPic101Chr11+_g17448
	18,42
	-2,40
	0,55
	-4,39
	1,2E-05
	5,5E-04
	31,04
	5,81
	Cytochrome P450 76A2

	OleurPic101Chr12-_g17834
	340,56
	-0,80
	0,06
	-13,24
	5,2E-40
	1,3E-37
	432,90
	248,22
	Adenylate kinase 4

	OleurPic101Chr12-_g17907
	740,71
	-0,28
	0,06
	-4,83
	1,4E-06
	7,4E-05
	811,11
	670,31
	Acyl carrier protein 2, mitochondrial

	OleurPic101Chr12-_g17919
	381,35
	-0,21
	0,05
	-4,65
	3,3E-06
	1,7E-04
	409,71
	352,99
	no full name available

	OleurPic101Chr12-_g18101
	321,51
	-0,28
	0,04
	-6,32
	2,7E-10
	2,0E-08
	351,44
	291,57
	F-box protein SKIP23

	OleurPic101Chr12-_g18102
	84,15
	-0,77
	0,08
	-9,47
	2,7E-21
	3,8E-19
	105,85
	62,46
	F-box protein SKIP23

	OleurPic101Chr12-_g18175
	1162,51
	-0,38
	0,06
	-6,44
	1,2E-10
	9,3E-09
	1316,97
	1008,06
	rRNA 2'-O-methyltransferase fibrillarin 2

	OleurPic101Chr12-_g18289
	128,06
	-0,40
	0,10
	-4,07
	4,6E-05
	2,0E-03
	146,64
	109,48
	Aluminum-activated malate transporter 9

	OleurPic101Chr12-_g18426
	92,12
	-0,49
	0,10
	-4,92
	8,9E-07
	4,8E-05
	107,69
	76,55
	Double-stranded RNA-binding protein 1

	OleurPic101Chr12-_g18634
	13,47
	-2,97
	0,72
	-4,13
	3,6E-05
	1,6E-03
	25,45
	1,50
	Dehydrodolichyl diphosphate synthase CPT5, chloroplastic

	OleurPic101Chr12-_g18706
	286,59
	-0,99
	0,13
	-7,80
	6,0E-15
	6,1E-13
	378,37
	194,81
	Telomere repeat-binding protein 1

	OleurPic101Chr12-_g18731
	43,82
	-1,87
	0,16
	-11,94
	7,5E-33
	1,5E-30
	68,59
	19,05
	UPF0481 protein At3g47200

	OleurPic101Chr12-_g18802
	530,68
	-0,94
	0,04
	-26,20
	2,6E-151
	3,7E-148
	697,80
	363,56
	no full name available

	OleurPic101Chr12-_g18804
	2851,75
	-1,88
	0,07
	-27,60
	1,2E-167
	2,0E-164
	4494,40
	1209,09
	Pyruvate kinase, cytosolic isozyme

	OleurPic101Chr12-_g18806
	169,37
	-1,07
	0,11
	-9,54
	1,4E-21
	2,0E-19
	229,59
	109,15
	no full name available

	OleurPic101Chr12-_g18807
	248,68
	-3,20
	0,10
	-31,91
	2,1E-223
	6,5E-220
	448,45
	48,90
	Phytosulfokine receptor 1

	OleurPic101Chr12-_g18819
	8783,79
	-1,51
	0,13
	-11,23
	2,9E-29
	5,5E-27
	13022,81
	4544,76
	Glyceraldehyde-3-phosphate dehydrogenase

	OleurPic101Chr12-_g18820
	1958,44
	-0,29
	0,03
	-9,72
	2,4E-22
	3,5E-20
	2148,77
	1768,11
	Biotin carboxylase, chloroplastic

	OleurPic101Chr12-_g18853
	357,90
	-0,35
	0,05
	-7,65
	2,1E-14
	2,0E-12
	401,28
	314,51
	NO PRIMEXINE AND PLASMA MEMBRANE UNDULATION

	OleurPic101Chr12-_g19038
	21,43
	-1,88
	0,29
	-6,41
	1,5E-10
	1,2E-08
	33,46
	9,40
	no full name available

	OleurPic101Chr12-_g19300
	202,89
	-1,43
	0,16
	-9,01
	2,1E-19
	2,7E-17
	287,47
	118,31
	Unknown protein

	OleurPic101Chr12-_g19325
	7,73
	-5,27
	0,64
	-8,27
	1,3E-16
	1,5E-14
	15,45
	0,00
	Unknown protein

	OleurPic101Chr12-_g19423
	2744,97
	-0,14
	0,04
	-3,81
	1,4E-04
	5,6E-03
	2880,76
	2609,18
	Small ribosomal subunit protein uS2

	OleurPic101Chr12-_g19467
	15,56
	-1,31
	0,38
	-3,44
	5,8E-04
	2,1E-02
	21,74
	9,38
	Homeobox protein knotted-1-like 1

	OleurPic101Chr12-_g19501
	283,42
	-0,32
	0,07
	-4,76
	2,0E-06
	1,0E-04
	311,81
	255,03
	Zinc finger BED domain-containing protein RICESLEEPER 4

	OleurPic101Chr12+_g17715
	11,90
	-2,61
	0,38
	-6,85
	7,5E-12
	6,3E-10
	19,99
	3,80
	Nudix hydrolase 4

	OleurPic101Chr12+_g17901
	317,24
	-1,50
	0,06
	-26,28
	3,4E-152
	5,2E-149
	468,08
	166,40
	no full name available

	OleurPic101Chr12+_g18096
	570,90
	-0,20
	0,04
	-5,21
	1,8E-07
	1,1E-05
	611,26
	530,55
	8-amino-7-oxononanoate synthase

	OleurPic101Chr12+_g18467
	276,36
	-0,41
	0,08
	-5,32
	1,1E-07
	6,4E-06
	314,25
	238,47
	no full name available

	OleurPic101Chr12+_g18703
	75,48
	-2,33
	0,21
	-11,27
	1,8E-29
	3,4E-27
	124,03
	26,93
	Zinc transporter 2

	OleurPic101Chr12+_g18800
	696,27
	-0,53
	0,04
	-14,30
	2,1E-46
	6,2E-44
	823,01
	569,54
	ADP-ribosylation factor GTPase-activating protein AGD2

	OleurPic101Chr12+_g18801
	1807,09
	-0,84
	0,07
	-12,15
	6,0E-34
	1,3E-31
	2323,68
	1290,49
	Protein SHORT ROOT IN SALT MEDIUM 1

	OleurPic101Chr12+_g18818
	338,77
	-3,31
	0,09
	-38,24
	7E-307
	3E-302
	616,49
	61,06
	Transcription factor SRM1

	OleurPic101Chr12+_g18821
	424,74
	-0,77
	0,19
	-4,08
	4,4E-05
	1,9E-03
	538,29
	311,19
	ENHANCER OF AG-4 protein 2

	OleurPic101Chr12+_g18871
	114,84
	-0,33
	0,10
	-3,41
	6,5E-04
	2,3E-02
	126,88
	102,79
	no full name available

	OleurPic101Chr12+_g19443
	301,30
	-1,82
	0,10
	-18,24
	2,5E-74
	1,1E-71
	469,18
	133,42
	mRNA export factor GLE1

	OleurPic101Chr13-_g19673
	336,98
	-0,43
	0,11
	-3,73
	1,9E-04
	7,5E-03
	385,16
	288,80
	Fimbrin-1

	OleurPic101Chr13-_g20025
	444,73
	-6,10
	0,20
	-30,30
	1,2E-201
	3,1E-198
	877,19
	12,27
	Cysteine-rich receptor-like protein kinase 25

	OleurPic101Chr13-_g20039
	426,10
	-0,37
	0,11
	-3,34
	8,4E-04
	2,9E-02
	485,40
	366,79
	Unknown protein

	OleurPic101Chr13-_g20040
	121,44
	-9,95
	0,61
	-16,21
	4,3E-59
	1,6E-56
	242,77
	0,12
	Unknown protein

	OleurPic101Chr13-_g20043
	340,76
	-11,46
	0,60
	-19,02
	1,3E-80
	7,1E-78
	681,51
	0,00
	E3 ubiquitin-protein ligase BOI

	OleurPic101Chr13-_g20331
	32,36
	-0,94
	0,17
	-5,44
	5,2E-08
	3,3E-06
	42,41
	22,30
	Glucomannan 4-beta-mannosyltransferase 9

	OleurPic101Chr13-_g20562
	569,00
	-1,11
	0,04
	-29,61
	1,2E-192
	2,8E-189
	777,62
	360,39
	E3 ubiquitin-protein ligase At4g11680

	OleurPic101Chr13-_g20595
	41,76
	-1,88
	0,29
	-6,43
	1,3E-10
	9,8E-09
	66,18
	17,35
	Glutamate receptor 2.2

	OleurPic101Chr13-_g20995
	250,45
	-0,24
	0,05
	-4,53
	6,0E-06
	2,9E-04
	270,92
	229,98
	Beta-glucosidase BoGH3B

	OleurPic101Chr13-_g21007
	313,14
	-0,36
	0,08
	-4,57
	4,8E-06
	2,4E-04
	348,54
	277,74
	Glutathione gamma-glutamylcysteinyltransferase 1

	OleurPic101Chr13-_g21066
	107,97
	-0,30
	0,07
	-4,33
	1,5E-05
	6,8E-04
	119,21
	96,73
	no full name available

	OleurPic101Chr13-_g21073
	455,85
	-0,13
	0,03
	-3,92
	9,0E-05
	3,7E-03
	476,21
	435,49
	IAA-amino acid hydrolase ILR1-like 1

	OleurPic101Chr13-_g21102
	16,14
	-2,96
	0,39
	-7,61
	2,6E-14
	2,6E-12
	28,87
	3,41
	Protein IQ-domain 26

	OleurPic101Chr13-_g21205
	198,38
	-3,07
	0,14
	-22,57
	7,6E-113
	7,8E-110
	349,35
	47,42
	1-aminocyclopropane-1-carboxylate oxidase 1

	OleurPic101Chr13+_g20041
	141,13
	-10,52
	0,60
	-17,41
	7,1E-68
	2,8E-65
	282,26
	0,00
	O-fucosyltransferase 23

	OleurPic101Chr13+_g20046
	35,32
	-7,85
	0,60
	-13,13
	2,2E-39
	5,3E-37
	70,57
	0,07
	Transcription initiation factor TFIID subunit 8

	OleurPic101Chr13+_g20047
	793,84
	-13,06
	0,59
	-22,09
	3,7E-108
	3,3E-105
	1587,69
	0,00
	Zinc finger protein ZPR1

	OleurPic101Chr13+_g20048
	260,69
	-0,26
	0,08
	-3,40
	6,8E-04
	2,5E-02
	284,25
	237,13
	no full name available

	OleurPic101Chr13+_g20081
	339,64
	-0,30
	0,08
	-3,59
	3,2E-04
	1,2E-02
	373,26
	306,02
	ENHANCED SILENCING PHENOTYPE 1

	OleurPic101Chr13+_g20667
	21022,01
	-1,75
	0,21
	-8,49
	2,1E-17
	2,4E-15
	31014,21
	11029,82
	Expansin-like B1

	OleurPic101Chr13+_g20669
	813,05
	-9,35
	0,92
	-10,21
	1,7E-24
	2,8E-22
	1626,10
	0,00
	Expansin-like B1

	OleurPic101Chr13+_g20672
	52316,45
	-1,84
	0,23
	-7,99
	1,4E-15
	1,5E-13
	75756,48
	28876,42
	Expansin-like B1

	OleurPic101Chr13+_g20676
	279200,30
	-0,88
	0,18
	-4,76
	1,9E-06
	1,0E-04
	362619,84
	195780,75
	Expansin-like B1

	OleurPic101Chr13+_g20677
	40,81
	-1,41
	0,15
	-9,32
	1,1E-20
	1,5E-18
	58,42
	23,20
	Unknown protein

	OleurPic101Chr13+_g20819
	460,22
	-7,98
	0,31
	-26,14
	1,2E-150
	1,7E-147
	916,82
	3,63
	Nucleotide pyrophosphatase/phosphodiesterase (Fragments)

	OleurPic101Chr13+_g20949
	1178,70
	-0,10
	0,02
	-4,28
	1,9E-05
	8,5E-04
	1220,86
	1136,53
	no full name available

	OleurPic101Chr13+_g21096
	162,45
	-1,78
	0,40
	-4,48
	7,4E-06
	3,6E-04
	248,87
	76,02
	Oleuropein beta-glucosidase

	OleurPic101Chr13+_g21103
	34,06
	-3,00
	0,37
	-8,20
	2,4E-16
	2,6E-14
	58,65
	9,46
	Hexokinase-1

	OleurPic101Chr13+_g21104
	80,56
	-2,99
	0,39
	-7,68
	1,5E-14
	1,5E-12
	131,62
	29,50
	Hexokinase-1

	OleurPic101Chr14-_g21416
	149,81
	-2,86
	0,10
	-28,88
	2,4E-183
	4,3E-180
	263,21
	36,40
	Unknown protein

	OleurPic101Chr14-_g21838
	1017,63
	-0,33
	0,04
	-7,44
	1,0E-13
	9,6E-12
	1130,81
	904,45
	THO complex subunit 4

	OleurPic101Chr14-_g21908
	549,83
	-0,29
	0,04
	-7,31
	2,7E-13
	2,4E-11
	605,07
	494,60
	O-fucosyltransferase 38

	OleurPic101Chr14-_g21945
	369,38
	-5,37
	0,48
	-11,29
	1,5E-29
	2,8E-27
	715,83
	22,93
	AAA-ATPase At3g28580

	OleurPic101Chr14-_g21946
	50,16
	-3,39
	0,18
	-18,96
	3,4E-80
	1,9E-77
	91,49
	8,83
	Lipid scramblase CLPTM1L

	OleurPic101Chr14-_g21952
	2291,84
	-0,47
	0,06
	-8,12
	4,5E-16
	5,0E-14
	2658,91
	1924,77
	Lipid scramblase CLPTM1L

	OleurPic101Chr14-_g22158
	574,35
	-1,17
	0,08
	-15,29
	9,1E-53
	2,9E-50
	792,52
	356,18
	Protein transport protein Sec61 subunit gamma

	OleurPic101Chr14-_g22166
	66,95
	-0,83
	0,15
	-5,73
	1,0E-08
	6,9E-07
	87,41
	46,48
	no full name available

	OleurPic101Chr14-_g22414
	856,02
	-0,10
	0,03
	-3,33
	8,6E-04
	3,0E-02
	887,61
	824,43
	eEF1A lysine and N-terminal methyltransferase

	OleurPic101Chr14-_g22581
	8,59
	-2,37
	0,61
	-3,91
	9,2E-05
	3,8E-03
	14,78
	2,40
	Calcium-transporting ATPase 12, plasma membrane-type

	OleurPic101Chr14+_g21888
	365,25
	-0,82
	0,08
	-9,80
	1,2E-22
	1,7E-20
	466,49
	264,01
	Ethylene-responsive transcription factor ABR1

	OleurPic101Chr14+_g22023
	591,49
	-0,23
	0,05
	-4,89
	1,0E-06
	5,6E-05
	639,14
	543,83
	tRNA (guanine(26)-N(2))-dimethyltransferase 2

	OleurPic101Chr14+_g22028
	447,70
	-0,77
	0,14
	-5,65
	1,6E-08
	1,0E-06
	570,25
	325,14
	Ninja-family protein AFP3

	OleurPic101Chr14+_g22121
	484,57
	-0,20
	0,04
	-4,93
	8,2E-07
	4,5E-05
	519,49
	449,64
	rRNA-processing protein FCF1 homolog

	OleurPic101Chr14+_g22178
	20,94
	-0,90
	0,17
	-5,25
	1,5E-07
	9,0E-06
	27,04
	14,84
	Hydroxyproline O-arabinosyltransferase 3

	OleurPic101Chr14+_g22395
	47,47
	-2,00
	0,31
	-6,47
	9,9E-11
	7,8E-09
	73,17
	21,77
	UDP-glycosyltransferase 75C1

	OleurPic101Chr14+_g22576
	13,05
	-3,21
	0,62
	-5,20
	2,0E-07
	1,2E-05
	24,73
	1,37
	C2 domain-containing protein At1g53590

	OleurPic101Chr15-_g22828
	893,68
	-0,17
	0,04
	-4,20
	2,7E-05
	1,2E-03
	945,31
	842,04
	Translation initiation factor IF-3

	OleurPic101Chr15-_g22996
	6,13
	-2,78
	0,52
	-5,31
	1,1E-07
	6,6E-06
	10,78
	1,47
	Unknown protein

	OleurPic101Chr15-_g23049
	273,64
	-0,30
	0,06
	-4,56
	5,0E-06
	2,5E-04
	301,41
	245,88
	Unknown protein

	OleurPic101Chr15-_g23441
	313,97
	-0,40
	0,11
	-3,50
	4,7E-04
	1,7E-02
	355,87
	272,06
	Transcription factor bHLH91

	OleurPic101Chr15-_g23966
	400,41
	-0,39
	0,09
	-4,32
	1,5E-05
	7,1E-04
	455,41
	345,41
	no full name available

	OleurPic101Chr15-_g24186
	8250,51
	-0,26
	0,04
	-7,15
	8,8E-13
	7,8E-11
	8990,46
	7510,56
	Perakine reductase

	OleurPic101Chr15+_g23233
	425,65
	-0,20
	0,05
	-4,07
	4,7E-05
	2,0E-03
	455,73
	395,57
	no full name available

	OleurPic101Chr15+_g23352
	310,44
	-0,32
	0,05
	-5,96
	2,5E-09
	1,7E-07
	346,18
	274,69
	Unknown protein

	OleurPic101Chr15+_g23562
	168,34
	-0,66
	0,20
	-3,32
	8,9E-04
	3,1E-02
	187,60
	149,08
	Flavin-containing monooxygenase 2

	OleurPic101Chr15+_g24094
	3,33
	-4,63
	0,72
	-6,40
	1,6E-10
	1,2E-08
	6,57
	0,09
	Unknown protein

	OleurPic101Chr15+_g24227
	208,66
	-0,24
	0,08
	-3,22
	1,3E-03
	4,3E-02
	226,35
	190,97
	Cilia- and flagella-associated protein 20

	OleurPic101Chr16-_g24289
	697,59
	-0,28
	0,07
	-4,01
	6,0E-05
	2,6E-03
	765,51
	629,67
	no full name available

	OleurPic101Chr16-_g24304
	38,45
	-2,40
	0,26
	-9,22
	3,0E-20
	4,0E-18
	65,72
	11,17
	no full name available

	OleurPic101Chr16-_g24305
	1,88
	-3,18
	0,80
	-3,97
	7,3E-05
	3,1E-03
	3,49
	0,26
	Unknown protein

	OleurPic101Chr16-_g24307
	231,94
	-3,72
	0,21
	-17,89
	1,4E-71
	6,1E-69
	424,21
	39,66
	Unknown protein

	OleurPic101Chr16-_g24309
	1461,14
	-1,31
	0,07
	-20,03
	3,0E-89
	2,1E-86
	2082,45
	839,82
	Disease resistance protein RGA2

	OleurPic101Chr16-_g24311
	323,47
	-0,63
	0,09
	-6,93
	4,3E-12
	3,6E-10
	392,50
	254,44
	no full name available

	OleurPic101Chr16-_g24366
	195,11
	-0,22
	0,07
	-3,38
	7,3E-04
	2,6E-02
	209,51
	180,71
	DELAYED PALE-GREENING1,embryo defective 1273

	OleurPic101Chr16-_g24393
	40,85
	-7,57
	0,59
	-12,89
	5,1E-38
	1,2E-35
	81,31
	0,39
	no full name available

	OleurPic101Chr16-_g24399
	27,44
	-4,86
	0,33
	-14,66
	1,2E-48
	3,5E-46
	53,01
	1,86
	no full name available

	OleurPic101Chr16-_g24552
	1,80
	-3,88
	0,98
	-3,94
	8,2E-05
	3,4E-03
	3,60
	0,00
	Protein S40-3

	OleurPic101Chr16-_g24604
	3046,51
	-0,24
	0,06
	-4,09
	4,4E-05
	1,9E-03
	3300,03
	2792,99
	Glycolate oxidase

	OleurPic101Chr16-_g24650
	81,17
	-0,45
	0,14
	-3,23
	1,2E-03
	4,2E-02
	95,45
	66,88
	Ubiquitin-conjugating enzyme E2 27

	OleurPic101Chr16-_g24920
	1048,78
	-0,15
	0,03
	-4,65
	3,3E-06
	1,7E-04
	1102,82
	994,75
	Flowering locus K homology domain

	OleurPic101Chr16-_g24993
	48,14
	-0,58
	0,13
	-4,38
	1,2E-05
	5,7E-04
	56,89
	39,40
	Unknown protein

	OleurPic101Chr16-_g25192
	32,01
	-2,01
	0,43
	-4,71
	2,5E-06
	1,3E-04
	49,79
	14,24
	Fatty acyl-CoA reductase 1

	OleurPic101Chr16+_g24398
	388,09
	-0,71
	0,14
	-5,18
	2,2E-07
	1,3E-05
	464,94
	311,24
	Unknown protein

	OleurPic101Chr16+_g24400
	80,84
	-6,90
	1,01
	-6,81
	9,5E-12
	7,9E-10
	161,68
	0,00
	Unknown protein

	OleurPic101Chr16+_g24401
	32,24
	-5,40
	0,61
	-8,86
	8,1E-19
	1,0E-16
	63,91
	0,57
	Cyclin-dependent kinase inhibitor 7

	OleurPic101Chr16+_g24403
	510,17
	-3,46
	0,19
	-17,89
	1,3E-71
	5,9E-69
	949,26
	71,08
	Disease resistance protein RGA2

	OleurPic101Chr16+_g24548
	177,83
	-0,44
	0,10
	-4,43
	9,2E-06
	4,4E-04
	202,24
	153,41
	Alpha,alpha-trehalose-phosphate synthase [UDP-forming] 1

	OleurPic101Chr16+_g24578
	535,23
	-1,20
	0,36
	-3,37
	7,5E-04
	2,6E-02
	616,99
	453,47
	Chlorophyll a-b binding protein, chloroplastic

	OleurPic101Chr16+_g24632
	19,48
	-0,87
	0,21
	-4,20
	2,7E-05
	1,2E-03
	25,55
	13,41
	ADP-ribosylation factor GTPase-activating protein AGD12

	OleurPic101Chr16+_g24783
	9,27
	-1,22
	0,31
	-3,99
	6,7E-05
	2,8E-03
	12,87
	5,68
	Dynamin-like protein ARC5

	OleurPic101Chr17-_g25829
	2377,18
	-0,26
	0,06
	-4,54
	5,6E-06
	2,7E-04
	2589,64
	2164,72
	Ubiquitin-conjugating enzyme E2 32

	OleurPic101Chr17-_g25836
	192,65
	-0,73
	0,07
	-10,93
	7,8E-28
	1,4E-25
	240,53
	144,76
	Large ribosomal subunit protein eL29

	OleurPic101Chr17-_g26129
	15,15
	-0,91
	0,28
	-3,20
	1,4E-03
	4,6E-02
	19,63
	10,68
	Mitogen-activated protein kinase kinase kinase 20

	OleurPic101Chr17-_g26213
	19,79
	-1,23
	0,27
	-4,60
	4,2E-06
	2,1E-04
	27,11
	12,47
	G-type lectin S-receptor-like serine/threonine-protein kinase At1g34300

	OleurPic101Chr17-_g26297
	505,97
	-0,80
	0,23
	-3,42
	6,3E-04
	2,3E-02
	654,46
	357,47
	Zinc-finger homeodomain protein 7

	OleurPic101Chr17-_g26300
	421,88
	-0,39
	0,06
	-6,34
	2,2E-10
	1,7E-08
	479,01
	364,74
	Cytochrome P450 94C1

	OleurPic101Chr17-_g26372
	362,86
	-0,41
	0,10
	-3,96
	7,5E-05
	3,1E-03
	429,19
	296,52
	Oxysterol-binding protein-related protein 4C

	OleurPic101Chr17-_g26391
	2419,53
	-0,22
	0,04
	-5,06
	4,1E-07
	2,3E-05
	2590,54
	2248,52
	Proteasome subunit beta type-6

	OleurPic101Chr17-_g26428
	1134,31
	-0,21
	0,03
	-6,88
	6,1E-12
	5,1E-10
	1216,30
	1052,32
	RNA polymerase I-specific transcription initiation factor RRN3

	OleurPic101Chr17-_g26564
	620,28
	-0,51
	0,06
	-7,82
	5,3E-15
	5,5E-13
	729,22
	511,34
	no full name available

	OleurPic101Chr17-_g26623
	2,32
	-4,59
	0,72
	-6,39
	1,7E-10
	1,3E-08
	4,64
	0,00
	Unknown protein

	OleurPic101Chr17-_g26721
	710,18
	-0,11
	0,03
	-3,52
	4,3E-04
	1,6E-02
	736,38
	683,98
	U3 small nucleolar RNA-associated protein 21 homolog

	OleurPic101Chr17-_g26771
	6,72
	-4,79
	0,59
	-8,08
	6,3E-16
	6,9E-14
	13,15
	0,29
	Omega-3 fatty acid desaturase, chloroplastic

	OleurPic101Chr17-_g26847
	14125,46
	-1,38
	0,27
	-5,07
	4,0E-07
	2,3E-05
	19174,13
	9076,79
	Methylesterase 1

	OleurPic101Chr17+_g25615
	62,44
	-0,90
	0,12
	-7,73
	1,1E-14
	1,1E-12
	81,44
	43,43
	Unknown protein

	OleurPic101Chr17+_g25686
	788,81
	-0,43
	0,04
	-11,29
	1,5E-29
	2,8E-27
	905,79
	671,82
	Pentatricopeptide repeat-containing protein At1g15480, mitochondrial

	OleurPic101Chr17+_g25979
	11,46
	-4,33
	0,43
	-10,10
	5,6E-24
	9,0E-22
	21,77
	1,16
	Unknown protein

	OleurPic101Chr17+_g26078
	216,19
	-0,21
	0,07
	-3,26
	1,1E-03
	3,8E-02
	232,44
	199,93
	Cytochrome c-type biogenesis CcmH-like mitochondrial protein

	OleurPic101Chr17+_g26298
	524,61
	-0,12
	0,04
	-3,24
	1,2E-03
	4,0E-02
	547,34
	501,87
	Monodehydroascorbate reductase

	OleurPic101Chr17+_g26460
	43,80
	-2,07
	0,49
	-4,26
	2,1E-05
	9,4E-04
	51,03
	36,57
	Sodium/pyruvate cotransporter BASS2, chloroplastic

	OleurPic101Chr17+_g26493
	393,47
	-0,36
	0,06
	-5,50
	3,8E-08
	2,4E-06
	440,95
	345,99
	Acyl-protein thioesterase 1

	OleurPic101Chr17+_g26524
	4,25
	-1,51
	0,46
	-3,31
	9,3E-04
	3,2E-02
	6,31
	2,19
	Unknown protein

	OleurPic101Chr17+_g26701
	7992,46
	-0,28
	0,04
	-7,07
	1,6E-12
	1,4E-10
	8745,20
	7239,72
	Large ribosomal subunit protein eL8

	OleurPic101Chr17+_g26793
	4810,44
	-0,25
	0,06
	-3,90
	9,8E-05
	4,0E-03
	5200,11
	4420,76
	Alpha-glucan phosphorylase 1

	OleurPic101Chr17+_g26876
	77,89
	-1,62
	0,15
	-10,66
	1,5E-26
	2,6E-24
	117,76
	38,02
	maternal effect embryo arrest 59

	OleurPic101Chr18-_g27740
	1257,56
	-2,27
	0,05
	-47,25
	0,0E+00
	0,0E+00
	2083,60
	431,51
	Serpin-ZX

	OleurPic101Chr18-_g27817
	321,89
	-0,19
	0,04
	-4,25
	2,1E-05
	9,6E-04
	342,48
	301,31
	DNA-directed RNA polymerase I subunit RPA12

	OleurPic101Chr18-_g27830
	2659,47
	-0,67
	0,17
	-3,98
	6,9E-05
	2,9E-03
	3082,12
	2236,83
	Plastocyanin

	OleurPic101Chr18-_g28005
	59,79
	-0,35
	0,10
	-3,36
	7,7E-04
	2,7E-02
	67,10
	52,48
	Unknown protein

	OleurPic101Chr18-_g28186
	6,79
	-1,98
	0,53
	-3,75
	1,8E-04
	6,9E-03
	10,87
	2,71
	Germin-like protein subfamily 1 member 8

	OleurPic101Chr18+_g27746
	94,68
	-2,04
	0,16
	-12,39
	3,0E-35
	6,7E-33
	152,97
	36,40
	DnaJ-related protein spj1

	OleurPic101Chr18+_g27832
	127,18
	-0,69
	0,17
	-4,10
	4,2E-05
	1,8E-03
	155,81
	98,54
	Mechanosensitive ion channel protein 8

	OleurPic101Chr18+_g27900
	75,74
	-3,34
	0,33
	-10,09
	6,0E-24
	9,5E-22
	134,34
	17,14
	Cytochrome P450 736A117

	OleurPic101Chr18+_g28033
	1633,30
	-0,25
	0,07
	-3,63
	2,8E-04
	1,1E-02
	1769,15
	1497,44
	DNA-directed RNA polymerase III subunit RPC6

	OleurPic101Chr18+_g28327
	371,63
	-0,56
	0,11
	-5,23
	1,7E-07
	1,0E-05
	426,37
	316,90
	Receptor-like protein kinase HERK 1

	OleurPic101Chr19-_g28802
	288,24
	-0,66
	0,07
	-9,86
	6,2E-23
	9,4E-21
	350,43
	226,04
	Pyridine nucleotide-disulfide oxidoreductase domain-containing protein 2

	OleurPic101Chr19-_g28879
	159,86
	-0,52
	0,13
	-4,11
	4,0E-05
	1,8E-03
	178,33
	141,39
	DNA replication licensing factor MCM3

	OleurPic101Chr19-_g28890
	985,03
	-2,54
	0,18
	-13,97
	2,3E-44
	6,2E-42
	1723,94
	246,12
	Cold-responsive protein kinase 1

	OleurPic101Chr19-_g29266
	326,35
	-1,32
	0,11
	-11,52
	1,0E-30
	2,0E-28
	479,19
	173,52
	no full name available

	OleurPic101Chr19-_g29743
	909,59
	-1,53
	0,30
	-5,16
	2,5E-07
	1,4E-05
	1233,37
	585,81
	Pleiotropic drug resistance protein 1

	OleurPic101Chr19-_g30016
	53,74
	-0,54
	0,15
	-3,60
	3,1E-04
	1,2E-02
	64,95
	42,53
	Protein CANDIDATE G-PROTEIN COUPLED RECEPTOR 7

	OleurPic101Chr19-_g30144
	268,22
	-2,21
	0,26
	-8,37
	5,6E-17
	6,4E-15
	422,12
	114,32
	PR5-like receptor kinase

	OleurPic101Chr19+_g28716
	52,81
	-1,33
	0,18
	-7,37
	1,7E-13
	1,5E-11
	73,32
	32,31
	Unknown protein

	OleurPic101Chr19+_g28718
	5,82
	-1,51
	0,33
	-4,60
	4,2E-06
	2,1E-04
	8,68
	2,96
	Unknown protein

	OleurPic101Chr19+_g28721
	8,73
	-1,29
	0,29
	-4,50
	6,7E-06
	3,2E-04
	12,49
	4,98
	Unknown protein

	OleurPic101Chr19+_g28839
	558,19
	-0,24
	0,07
	-3,37
	7,5E-04
	2,6E-02
	598,60
	517,79
	Twinkle homolog protein, chloroplastic/mitochondrial

	OleurPic101Chr19+_g29265
	109,20
	-1,60
	0,37
	-4,32
	1,6E-05
	7,2E-04
	178,33
	40,06
	Gibberellin 2-beta-dioxygenase 8

	OleurPic101Chr19+_g29481
	5,09
	-4,50
	1,26
	-3,55
	3,8E-04
	1,4E-02
	10,18
	0,00
	Metal-nicotianamine transporter YSL1

	OleurPic101Chr19+_g29680
	583,79
	-0,54
	0,07
	-7,80
	6,2E-15
	6,3E-13
	678,17
	489,42
	G-type lectin S-receptor-like serine/threonine-protein kinase CES101

	OleurPic101Chr19+_g29785
	268,12
	-4,59
	0,51
	-8,99
	2,4E-19
	3,0E-17
	504,70
	31,54
	F-box protein PP2-B1

	OleurPic101Chr19+_g30076
	69,34
	-1,40
	0,21
	-6,54
	6,0E-11
	4,8E-09
	94,10
	44,57
	Late embryogenesis abundant protein At5g17165

	OleurPic101Chr19+_g30160
	41,36
	-1,07
	0,30
	-3,53
	4,2E-04
	1,5E-02
	56,55
	26,16
	Plasma membrane ATPase

	OleurPic101Chr19+_g30170
	246,71
	-0,69
	0,09
	-7,47
	8,0E-14
	7,5E-12
	295,41
	198,01
	MEMBRANE-ASSOCIATED KINASE REGULATOR 6

	OleurPic101Chr20-_g30401
	217,30
	-0,29
	0,05
	-5,45
	5,0E-08
	3,2E-06
	238,61
	195,99
	Unknown protein

	OleurPic101Chr20-_g30533
	2776,48
	-1,34
	0,15
	-8,91
	5,1E-19
	6,3E-17
	3642,01
	1910,94
	Defensin-like protein

	OleurPic101Chr20-_g30869
	17,78
	-2,67
	0,58
	-4,62
	3,8E-06
	1,9E-04
	28,45
	7,11
	Chitinase 1

	OleurPic101Chr20-_g30952
	15,64
	-2,40
	0,34
	-6,96
	3,3E-12
	2,8E-10
	26,71
	4,57
	Protein NRT1/ PTR FAMILY 5.2

	OleurPic101Chr20-_g30954
	1549,73
	-1,49
	0,30
	-5,00
	5,8E-07
	3,2E-05
	2252,43
	847,03
	Protein NRT1/ PTR FAMILY 5.2

	OleurPic101Chr20-_g31008
	29,41
	-8,26
	0,60
	-13,66
	1,8E-42
	4,6E-40
	58,82
	0,00
	miRNA action deficient 4,HYDRA1

	OleurPic101Chr20-_g31213
	5,50
	-3,12
	0,58
	-5,39
	7,2E-08
	4,5E-06
	9,62
	1,39
	Importin subunit alpha

	OleurPic101Chr20-_g31215
	4,36
	-3,13
	0,58
	-5,44
	5,5E-08
	3,4E-06
	7,54
	1,18
	Importin subunit alpha

	OleurPic101Chr20-_g31219
	96,97
	-1,15
	0,14
	-8,40
	4,5E-17
	5,2E-15
	131,38
	62,57
	Importin subunit alpha

	OleurPic101Chr20-_g31221
	447,59
	-1,84
	0,12
	-14,81
	1,3E-49
	4,1E-47
	692,13
	203,05
	Late blight resistance protein R1-A

	OleurPic101Chr20-_g31239
	52,70
	-1,27
	0,22
	-5,73
	9,9E-09
	6,7E-07
	74,88
	30,52
	Importin subunit alpha

	OleurPic101Chr20+_g30402
	4,09
	-1,45
	0,46
	-3,18
	1,5E-03
	4,8E-02
	5,66
	2,53
	Phosphatidylinositol 4-kinase gamma 7

	OleurPic101Chr20+_g30565
	440,86
	-0,38
	0,10
	-3,82
	1,3E-04
	5,3E-03
	498,94
	382,79
	no full name available

	OleurPic101Chr20+_g30819
	345,23
	-0,28
	0,07
	-4,29
	1,8E-05
	8,3E-04
	376,33
	314,13
	no full name available

	OleurPic101Chr20+_g30835
	1940,42
	-0,16
	0,04
	-4,23
	2,3E-05
	1,0E-03
	2058,08
	1822,77
	Ubiquitin-ribosomal protein eS31 fusion protein

	OleurPic101Chr20+_g30969
	696,63
	-0,27
	0,06
	-4,37
	1,2E-05
	5,7E-04
	762,01
	631,25
	Actin-related protein 2/3 complex subunit 5A

	OleurPic101Chr20+_g31072
	57,37
	-0,76
	0,22
	-3,39
	6,9E-04
	2,5E-02
	72,14
	42,60
	Protein PHOTOSYSTEM I ASSEMBLY 2, chloroplastic

	OleurPic101Chr20+_g31085
	11,32
	-3,62
	0,37
	-9,90
	4,2E-23
	6,4E-21
	20,96
	1,68
	Unknown protein

	OleurPic101Chr20+_g31306
	24,88
	-4,40
	0,61
	-7,22
	5,1E-13
	4,5E-11
	37,69
	12,08
	Mitochondrial import inner membrane translocase subunit TIM17-2

	OleurPic101Chr20+_g31308
	37,10
	-1,85
	0,48
	-3,83
	1,3E-04
	5,2E-03
	57,04
	17,16
	Lysosomal Pro-X carboxypeptidase

	OleurPic101Chr21-_g31464
	8,61
	-1,62
	0,41
	-3,98
	6,9E-05
	2,9E-03
	13,19
	4,02
	no full name available

	OleurPic101Chr21-_g31466
	30,99
	-2,48
	0,23
	-10,70
	1,1E-26
	1,9E-24
	52,52
	9,47
	STOREKEEPER protein

	OleurPic101Chr21-_g31480
	142,14
	-1,77
	0,10
	-18,62
	2,2E-77
	1,1E-74
	220,76
	63,52
	no full name available

	OleurPic101Chr21-_g31529
	48,09
	-2,16
	0,33
	-6,45
	1,1E-10
	8,5E-09
	77,14
	19,05
	Cytochrome P450 83B1

	OleurPic101Chr21-_g31530
	25,45
	-2,83
	0,69
	-4,10
	4,1E-05
	1,8E-03
	34,86
	16,04
	Cytochrome P450 83B1

	OleurPic101Chr21-_g31744
	117,24
	-3,22
	0,40
	-8,10
	5,3E-16
	5,8E-14
	211,61
	22,86
	Oxoglutarate-dependent flavonoid 7-O-demethylase 1

	OleurPic101Chr21-_g32328
	327,20
	-0,22
	0,07
	-3,30
	9,7E-04
	3,3E-02
	353,62
	300,78
	Uroporphyrinogen decarboxylase

	OleurPic101Chr21+_g31564
	108,00
	-0,47
	0,09
	-5,51
	3,6E-08
	2,3E-06
	125,27
	90,74
	no full name available

	OleurPic101Chr21+_g31998
	14,16
	-1,86
	0,47
	-3,94
	8,1E-05
	3,4E-03
	17,40
	10,92
	Serine/threonine/tyrosine-protein kinase HT1

	OleurPic101Chr21+_g32266
	2,03
	-3,33
	0,84
	-3,99
	6,7E-05
	2,8E-03
	3,83
	0,24
	no full name available

	OleurPic101Chr21+_g32429
	11,58
	-5,26
	0,94
	-5,59
	2,2E-08
	1,5E-06
	23,16
	0,00
	Cytochrome P450 CYP72A219

	OleurPic101Chr21+_g32431
	18,12
	-3,60
	0,51
	-7,05
	1,8E-12
	1,6E-10
	32,95
	3,28
	Cytochrome P450 CYP72A219

	OleurPic101Chr22-_g32711
	110,71
	-0,89
	0,08
	-11,85
	2,1E-32
	4,1E-30
	143,95
	77,46
	Ubiquitin-like-conjugating enzyme ATG10

	OleurPic101Chr22-_g32718
	570,08
	-0,18
	0,04
	-4,29
	1,8E-05
	8,2E-04
	605,44
	534,71
	no full name available

	OleurPic101Chr22-_g33170
	7,46
	-1,87
	0,48
	-3,92
	8,9E-05
	3,7E-03
	11,78
	3,15
	Unknown protein

	OleurPic101Chr22-_g33563
	26,99
	-1,03
	0,30
	-3,46
	5,5E-04
	2,0E-02
	36,89
	17,09
	7-deoxyloganetic acid glucosyl transferase

	OleurPic101Chr22+_g33055
	2635,35
	-0,36
	0,05
	-7,04
	1,9E-12
	1,7E-10
	2916,91
	2353,80
	Two-component response regulator ARR1

	OleurPic101Chr22+_g33085
	161,12
	-5,03
	0,25
	-19,94
	1,9E-88
	1,2E-85
	310,47
	11,76
	Unknown protein

	OleurPic101Chr22+_g33220
	2735,29
	-1,49
	0,24
	-6,24
	4,3E-10
	3,1E-08
	4094,97
	1375,61
	Major strawberry allergen Fra a 1-A

	OleurPic101Chr22+_g33223
	7,26
	-2,08
	0,57
	-3,68
	2,3E-04
	9,0E-03
	9,12
	5,40
	Glutathione S-transferase

	OleurPic101Chr22+_g33263
	462,85
	-1,22
	0,13
	-9,47
	2,9E-21
	4,1E-19
	649,98
	275,72
	Disease resistance protein RPP8

	OleurPic101Chr22+_g33265
	6,81
	-2,59
	0,53
	-4,91
	9,2E-07
	5,0E-05
	11,48
	2,15
	Unknown protein

	OleurPic101Chr22+_g33628
	4,86
	-3,47
	0,72
	-4,80
	1,6E-06
	8,4E-05
	7,51
	2,21
	Disease resistance protein ADR1

	OleurPic101Chr22+_g33679
	193,15
	-0,42
	0,07
	-5,73
	1,0E-08
	6,9E-07
	220,35
	165,95
	Vesicle-associated protein 1-4

	OleurPic101Chr23-_g33865
	1633,86
	-0,57
	0,09
	-6,56
	5,2E-11
	4,2E-09
	1941,95
	1325,76
	Protein TIC 62, chloroplastic

	OleurPic101Chr23-_g33866
	1367,92
	-0,77
	0,06
	-12,03
	2,5E-33
	5,0E-31
	1713,74
	1022,10
	3-oxoacyl-[acyl-carrier-protein] synthase 2

	OleurPic101Chr23-_g33873
	60,69
	-0,62
	0,14
	-4,28
	1,9E-05
	8,6E-04
	73,32
	48,05
	Pterin-4-alpha-carbinolamine dehydratase 2, mitochondrial

	OleurPic101Chr23-_g34329
	1839,22
	-0,25
	0,06
	-3,97
	7,2E-05
	3,0E-03
	1954,96
	1723,49
	Protein EARLY RESPONSIVE TO DEHYDRATION 15

	OleurPic101Chr23-_g34380
	4,70
	-2,67
	0,52
	-5,18
	2,2E-07
	1,3E-05
	7,90
	1,51
	Cysteine-rich receptor-like protein kinase 2

	OleurPic101Chr23-_g34666
	48,39
	-0,52
	0,13
	-4,00
	6,3E-05
	2,7E-03
	56,59
	40,19
	no full name available

	OleurPic101Chr23-_g34760
	678,29
	-0,47
	0,06
	-7,94
	2,0E-15
	2,1E-13
	787,08
	569,49
	Zinc finger protein CONSTANS-LIKE 9

	OleurPic101Chr23+_g34121
	13,86
	-5,13
	0,73
	-7,00
	2,6E-12
	2,2E-10
	27,57
	0,15
	Squamosa promoter-binding protein 1

	OleurPic101Chr23+_g34180
	2,28
	-4,10
	0,86
	-4,77
	1,8E-06
	9,4E-05
	4,56
	0,00
	Unknown protein

	OleurPic101Chr23+_g34439
	38,84
	-1,90
	0,23
	-8,11
	5,0E-16
	5,5E-14
	62,87
	14,81
	Cysteine-rich receptor-like protein kinase 34

	OleurPic101Chr23+_g34645
	1001,22
	-1,63
	0,08
	-19,19
	4,8E-82
	2,8E-79
	1541,64
	460,81
	Unknown protein

	OleurPic101Chr23+_g35153
	55,95
	-0,63
	0,12
	-5,38
	7,5E-08
	4,7E-06
	67,77
	44,13
	Unknown protein

	OleurPic101Ctg355+_g35261_16
	82,04
	-8,23
	0,67
	-12,38
	3,3E-35
	7,3E-33
	164,08
	0,00
	Unknown protein

	OleurPic101Scf13+_g35278_2
	2,93
	-4,54
	0,71
	-6,43
	1,3E-10
	1,0E-08
	5,86
	0,00
	Unknown protein

	OleurPic101Chr01-_g1057
	3,40
	1,88
	0,50
	3,73
	1,9E-04
	7,4E-03
	1,43
	5,36
	Unknown protein

	OleurPic101Chr01-_g1383
	264,51
	0,30
	0,06
	5,30
	1,2E-07
	7,0E-06
	235,32
	293,70
	Actin-depolymerizing factor

	OleurPic101Chr01-_g1463
	68,40
	0,41
	0,11
	3,60
	3,2E-04
	1,2E-02
	59,16
	77,64
	Transcription factor E2FB

	OleurPic101Chr01-_g1560
	307,50
	1,00
	0,18
	5,63
	1,8E-08
	1,2E-06
	193,52
	421,48
	UDP-glycosyltransferase 79A6

	OleurPic101Chr01-_g287
	274,66
	0,27
	0,07
	3,84
	1,2E-04
	5,0E-03
	248,91
	300,41
	Heme chaperone HemW

	OleurPic101Chr01-_g315
	359,43
	0,25
	0,07
	3,70
	2,2E-04
	8,4E-03
	327,46
	391,39
	GDT1-like protein 2, chloroplastic

	OleurPic101Chr01-_g486
	166,40
	2,13
	0,19
	11,38
	5,5E-30
	1,0E-27
	67,29
	265,52
	UDP-glycosyltransferase 83A1

	OleurPic101Chr01-_g631
	2729,93
	0,47
	0,09
	5,23
	1,7E-07
	1,0E-05
	2238,22
	3221,65
	Glutamate synthase [NADH], amyloplastic

	OleurPic101Chr01-_g666
	11,90
	1,53
	0,39
	3,88
	1,0E-04
	4,3E-03
	6,57
	17,24
	E3 ubiquitin-protein ligase ATL41

	OleurPic101Chr01+_g1187
	252,14
	0,39
	0,08
	4,66
	3,2E-06
	1,6E-04
	210,35
	293,93
	no full name available

	OleurPic101Chr01+_g1418
	1734,69
	0,13
	0,04
	3,27
	1,1E-03
	3,7E-02
	1657,85
	1811,54
	Ubiquitin-like protein 5

	OleurPic101Chr01+_g1688
	173,46
	0,23
	0,07
	3,21
	1,3E-03
	4,4E-02
	159,99
	186,94
	Cytochrome b-c1 complex subunit Rieske, mitochondrial

	OleurPic101Chr01+_g271
	4411,60
	1,23
	0,17
	7,38
	1,6E-13
	1,5E-11
	2682,27
	6140,93
	Cytochrome P450 71A8

	OleurPic101Chr01+_g548
	10,63
	1,50
	0,46
	3,25
	1,2E-03
	3,9E-02
	5,21
	16,04
	Transcription factor bHLH120

	OleurPic101Chr01+_g574
	830,03
	0,68
	0,09
	7,76
	8,7E-15
	8,7E-13
	657,56
	1002,50
	Cleavage and polyadenylation specificity factor subunit 5

	OleurPic101Chr01+_g711
	624,19
	0,37
	0,05
	7,70
	1,4E-14
	1,4E-12
	545,69
	702,68
	U6 snRNA-associated Sm-like protein LSm4

	OleurPic101Chr01+_g775
	94,69
	1,07
	0,12
	8,80
	1,4E-18
	1,7E-16
	62,34
	127,04
	Cell division cycle protein 48 homolog

	OleurPic101Chr01+_g976
	40,51
	1,47
	0,19
	7,55
	4,2E-14
	4,0E-12
	20,23
	60,79
	Peroxygenase

	OleurPic101Chr02-_g1859
	14,98
	2,37
	0,31
	7,67
	1,7E-14
	1,7E-12
	4,67
	25,29
	LOB domain-containing protein 41

	OleurPic101Chr02-_g1864
	6,46
	2,14
	0,38
	5,70
	1,2E-08
	7,8E-07
	2,38
	10,53
	Unknown protein

	OleurPic101Chr02-_g1881
	3,57
	2,08
	0,53
	3,90
	9,7E-05
	4,0E-03
	1,62
	5,53
	B3 domain-containing protein REM21

	OleurPic101Chr02-_g2020
	498,68
	0,17
	0,05
	3,76
	1,7E-04
	6,8E-03
	470,36
	527,00
	Deoxynucleoside triphosphate triphosphohydrolase SAMHD1 homolog

	OleurPic101Chr02-_g2033
	1000,07
	1,00
	0,05
	21,94
	1,2E-106
	9,9E-104
	666,67
	1333,46
	F-box protein PP2-B10

	OleurPic101Chr02-_g2034
	57,23
	2,46
	0,59
	4,13
	3,6E-05
	1,6E-03
	9,36
	105,11
	SKP1-like protein 1A

	OleurPic101Chr02-_g2327
	7,80
	4,66
	0,62
	7,56
	4,2E-14
	4,0E-12
	0,44
	15,15
	Plant intracellular Ras-group-related LRR protein 6

	OleurPic101Chr02-_g2429
	1091,55
	0,19
	0,05
	3,85
	1,2E-04
	4,8E-03
	1017,99
	1165,10
	Peroxiredoxin-2E, chloroplastic

	OleurPic101Chr02-_g2483
	27,11
	6,39
	0,58
	11,05
	2,3E-28
	4,2E-26
	0,76
	53,47
	Unknown protein

	OleurPic101Chr02-_g2760
	30,60
	2,25
	0,25
	8,93
	4,5E-19
	5,6E-17
	10,18
	51,02
	NAC domain-containing protein 68

	OleurPic101Chr02-_g2928
	392,89
	0,23
	0,04
	5,29
	1,3E-07
	7,5E-06
	361,43
	424,35
	Methyl-CpG-binding domain-containing protein 2

	OleurPic101Chr02-_g2973
	196,24
	1,16
	0,15
	7,97
	1,6E-15
	1,7E-13
	117,87
	274,61
	MLP-like protein 28

	OleurPic101Chr02-_g3202
	1049,28
	3,16
	0,14
	21,98
	4,5E-107
	4,0E-104
	215,09
	1883,46
	Heme-binding-like protein At3g10130, chloroplastic

	OleurPic101Chr02+_g1861
	1101,90
	0,49
	0,05
	9,30
	1,4E-20
	1,9E-18
	920,82
	1282,98
	Small ribosomal subunit protein eS7

	OleurPic101Chr02+_g1863
	580,90
	0,87
	0,05
	18,91
	8,8E-80
	4,7E-77
	411,93
	749,86
	Elongator complex protein 5

	OleurPic101Chr02+_g2039
	469,90
	0,14
	0,04
	3,89
	9,9E-05
	4,1E-03
	446,89
	492,92
	Pre-rRNA-processing protein ESF2

	OleurPic101Chr02+_g2117
	475,72
	0,22
	0,07
	3,18
	1,5E-03
	4,8E-02
	444,47
	506,97
	Pyridine nucleotide-disulfide oxidoreductase domain-containing protein 2

	OleurPic101Chr02+_g2154
	418,42
	0,21
	0,06
	3,54
	4,0E-04
	1,5E-02
	387,50
	449,34
	MACPF domain-containing protein At4g24290

	OleurPic101Chr02+_g2563
	27,13
	6,82
	0,67
	10,11
	5,2E-24
	8,4E-22
	0,00
	54,26
	RING-H2 finger protein ATL79

	OleurPic101Chr02+_g2672
	1805,80
	0,14
	0,04
	3,54
	4,1E-04
	1,5E-02
	1716,85
	1894,76
	Large ribosomal subunit protein uL16

	OleurPic101Chr02+_g2715
	407,19
	0,68
	0,08
	9,11
	8,2E-20
	1,1E-17
	305,15
	509,22
	no full name available

	OleurPic101Chr02+_g3201
	35,78
	2,86
	0,28
	10,24
	1,4E-24
	2,3E-22
	10,43
	61,14
	O-fucosyltransferase 19

	OleurPic101Chr03-_g3321
	257,30
	4,04
	0,22
	18,48
	3,2E-76
	1,5E-73
	29,85
	484,75
	Glutamyl-tRNA(Gln) amidotransferase subunit A, mitochondrial

	OleurPic101Chr03-_g3370
	2328,85
	0,06
	0,02
	3,30
	9,6E-04
	3,3E-02
	2277,53
	2380,17
	Phenylalanine--tRNA ligase alpha subunit

	OleurPic101Chr03-_g3426
	186,49
	0,43
	0,09
	4,75
	2,1E-06
	1,1E-04
	158,12
	214,86
	no full name available

	OleurPic101Chr03-_g3549
	60,01
	2,56
	0,18
	14,43
	3,3E-47
	9,5E-45
	18,13
	101,89
	Unknown protein

	OleurPic101Chr03-_g3655
	18,98
	2,39
	0,64
	3,71
	2,1E-04
	8,1E-03
	5,66
	32,29
	Kiwellin

	OleurPic101Chr03-_g3842
	1138,44
	0,12
	0,03
	3,72
	2,0E-04
	7,9E-03
	1089,67
	1187,21
	ERI1 exoribonuclease 3

	OleurPic101Chr03-_g4309
	549,77
	0,28
	0,05
	5,86
	4,6E-09
	3,2E-07
	497,82
	601,72
	Enhancer of polycomb homolog 1

	OleurPic101Chr03-_g4328
	100,71
	0,41
	0,08
	4,96
	7,0E-07
	3,8E-05
	86,53
	114,88
	no full name available

	OleurPic101Chr03-_g4383
	3,03
	1,89
	0,54
	3,53
	4,1E-04
	1,5E-02
	1,40
	4,66
	Agamous-like MADS-box protein AGL62

	OleurPic101Chr03-_g4393
	224,96
	0,32
	0,06
	5,40
	6,6E-08
	4,1E-06
	200,26
	249,65
	FAD-linked sulfhydryl oxidase ERV1

	OleurPic101Chr03-_g4545
	309,10
	0,19
	0,06
	3,18
	1,5E-03
	4,9E-02
	289,20
	328,99
	Pentatricopeptide repeat-containing protein At1g73710

	OleurPic101Chr03-_g4664
	189,41
	0,37
	0,10
	3,90
	9,5E-05
	3,9E-03
	164,41
	214,41
	Protein SPA1-RELATED 2

	OleurPic101Chr03+_g3749
	638,83
	0,21
	0,04
	4,90
	9,5E-07
	5,1E-05
	589,33
	688,32
	Dol-P-Man:Man(7)GlcNAc(2)-PP-Dol alpha-1,6-mannosyltransferase

	OleurPic101Chr03+_g3816
	213,16
	2,20
	0,09
	24,12
	1,7E-128
	1,8E-125
	75,61
	350,71
	Mediator of RNA polymerase II transcription subunit 15a

	OleurPic101Chr03+_g3818
	12,78
	6,19
	0,61
	10,08
	6,8E-24
	1,1E-21
	0,28
	25,28
	Proline-rich receptor-like protein kinase PERK2

	OleurPic101Chr03+_g3821
	1527,67
	0,55
	0,08
	6,68
	2,3E-11
	1,9E-09
	1244,64
	1810,69
	Mediator of RNA polymerase II transcription subunit 15a

	OleurPic101Chr03+_g3902
	1027,90
	0,67
	0,07
	9,66
	4,4E-22
	6,5E-20
	789,31
	1266,48
	Phenylacetaldehyde reductase

	OleurPic101Chr03+_g3922
	14,55
	0,76
	0,22
	3,37
	7,4E-04
	2,6E-02
	10,80
	18,31
	Cellulose synthase A catalytic subunit 3 [UDP-forming]

	OleurPic101Chr03+_g4042
	648,96
	0,45
	0,05
	8,63
	6,4E-18
	7,5E-16
	547,82
	750,10
	no full name available

	OleurPic101Chr03+_g4059
	798,03
	0,28
	0,07
	4,27
	1,9E-05
	8,8E-04
	730,14
	865,91
	Polygalacturonate 4-alpha-galacturonosyltransferase

	OleurPic101Chr03+_g4410
	840,31
	0,10
	0,03
	3,55
	3,8E-04
	1,4E-02
	812,79
	867,84
	Translation initiation factor eIF2 assembly protein

	OleurPic101Chr03+_g4565
	1113,43
	0,34
	0,07
	5,12
	3,0E-07
	1,7E-05
	977,84
	1249,01
	Dormancy-associated protein 1

	OleurPic101Chr03+_g4588
	19,40
	1,11
	0,24
	4,61
	4,0E-06
	2,0E-04
	12,26
	26,54
	no full name available

	OleurPic101Chr04-_g5137
	35,76
	2,92
	0,22
	13,57
	6,0E-42
	1,5E-39
	8,50
	63,02
	Unknown protein

	OleurPic101Chr04-_g5138
	144,15
	1,88
	0,19
	9,91
	3,7E-23
	5,8E-21
	58,87
	229,42
	TPR and ankyrin repeat-containing protein 1

	OleurPic101Chr04-_g5529
	27,93
	2,84
	0,68
	4,20
	2,7E-05
	1,2E-03
	4,15
	51,70
	Cellulose synthase-like protein G2

	OleurPic101Chr04-_g5532
	49,06
	2,73
	0,41
	6,62
	3,7E-11
	3,0E-09
	12,37
	85,75
	Cellulose synthase-like protein G2

	OleurPic101Chr04-_g5556
	3,95
	4,58
	0,69
	6,67
	2,6E-11
	2,1E-09
	0,22
	7,69
	Pectin acetylesterase 8

	OleurPic101Chr04-_g5581
	3,05
	3,81
	0,78
	4,89
	1,0E-06
	5,5E-05
	0,15
	5,96
	Patatin-like protein 2

	OleurPic101Chr04-_g5656
	9,12
	1,18
	0,36
	3,31
	9,4E-04
	3,3E-02
	4,88
	13,36
	no full name available

	OleurPic101Chr04-_g5658
	3,86
	2,65
	0,69
	3,82
	1,3E-04
	5,3E-03
	0,52
	7,20
	no full name available

	OleurPic101Chr04-_g5737
	210,15
	0,69
	0,07
	10,53
	6,0E-26
	1,0E-23
	163,58
	256,71
	Unknown protein

	OleurPic101Chr04-_g5801
	39,72
	1,00
	0,29
	3,42
	6,2E-04
	2,2E-02
	27,48
	51,95
	Azadirone synthase LFS

	OleurPic101Chr04+_g5069
	808,14
	0,20
	0,06
	3,18
	1,5E-03
	4,8E-02
	750,69
	865,58
	Arogenate dehydratase 2

	OleurPic101Chr04+_g5159
	170,74
	0,22
	0,06
	3,59
	3,3E-04
	1,2E-02
	157,94
	183,55
	Unknown protein

	OleurPic101Chr04+_g5212
	14,03
	6,09
	0,65
	9,32
	1,1E-20
	1,5E-18
	0,00
	28,05
	Tuliposide A-converting enzyme 2, chloroplastic

	OleurPic101Chr04+_g5339
	591,08
	0,28
	0,05
	5,06
	4,1E-07
	2,3E-05
	528,24
	653,91
	Prefoldin subunit 3

	OleurPic101Chr04+_g5508
	45,13
	5,31
	0,43
	12,33
	6,6E-35
	1,4E-32
	2,16
	88,10
	1-aminocyclopropane-1-carboxylate oxidase homolog 1

	OleurPic101Chr04+_g5509
	71,83
	5,07
	0,41
	12,37
	3,7E-35
	8,0E-33
	4,00
	139,66
	1-aminocyclopropane-1-carboxylate oxidase homolog 1

	OleurPic101Chr04+_g5591
	613,19
	0,58
	0,04
	13,72
	7,4E-43
	1,9E-40
	491,32
	735,07
	no full name available

	OleurPic101Chr04+_g5750
	260,22
	0,52
	0,09
	6,10
	1,1E-09
	7,9E-08
	211,84
	308,60
	Unknown protein

	OleurPic101Chr05-_g6522
	587,44
	0,52
	0,06
	8,73
	2,6E-18
	3,1E-16
	480,30
	694,58
	Magnesium-dependent phosphatase 1

	OleurPic101Chr05-_g6545
	18,35
	3,12
	0,42
	7,51
	6,1E-14
	5,7E-12
	3,82
	32,88
	Somatic embryogenesis receptor kinase 2

	OleurPic101Chr05-_g6548
	1090,57
	0,39
	0,03
	14,15
	1,8E-45
	5,2E-43
	945,47
	1235,66
	Somatic embryogenesis receptor kinase 1

	OleurPic101Chr05-_g7021
	10,32
	3,55
	0,87
	4,08
	4,6E-05
	2,0E-03
	1,31
	19,32
	Unknown protein

	OleurPic101Chr05+_g6540
	44,59
	8,36
	0,60
	13,87
	1,0E-43
	2,7E-41
	0,17
	89,02
	F-box protein SKIP23

	OleurPic101Chr05+_g6925
	832,42
	0,83
	0,15
	5,74
	9,6E-09
	6,5E-07
	641,85
	1022,99
	no full name available

	OleurPic101Chr05+_g6957
	105,17
	0,62
	0,08
	8,17
	3,2E-16
	3,5E-14
	82,91
	127,43
	Protein STRICTOSIDINE SYNTHASE-LIKE 3

	OleurPic101Chr05+_g7138
	1054,17
	0,11
	0,03
	4,11
	4,0E-05
	1,8E-03
	1016,33
	1092,00
	no full name available

	OleurPic101Chr06-_g7325
	997,83
	0,86
	0,13
	6,63
	3,3E-11
	2,7E-09
	748,76
	1246,89
	Cytochrome P450 CYP72A219

	OleurPic101Chr06-_g7461
	24,88
	1,70
	0,29
	5,76
	8,3E-09
	5,7E-07
	11,31
	38,45
	GDSL esterase/lipase At5g55050

	OleurPic101Chr06-_g7634
	303,20
	0,52
	0,12
	4,21
	2,6E-05
	1,2E-03
	276,91
	329,49
	no full name available

	OleurPic101Chr06-_g7808
	58,83
	0,84
	0,11
	7,71
	1,2E-14
	1,2E-12
	42,28
	75,37
	no full name available

	OleurPic101Chr06-_g7891
	319,90
	0,55
	0,17
	3,29
	9,9E-04
	3,4E-02
	263,70
	376,09
	G-type lectin S-receptor-like serine/threonine-protein kinase At1g11330

	OleurPic101Chr06-_g7893
	112,99
	0,74
	0,17
	4,25
	2,1E-05
	9,6E-04
	82,13
	143,85
	G-type lectin S-receptor-like serine/threonine-protein kinase At1g11330

	OleurPic101Chr06-_g8157
	130,31
	0,60
	0,10
	6,29
	3,1E-10
	2,3E-08
	105,23
	155,39
	Protein PLASTID REDOX INSENSITIVE 2, chloroplastic

	OleurPic101Chr06-_g8198
	20,21
	0,61
	0,17
	3,49
	4,9E-04
	1,8E-02
	16,08
	24,34
	Unknown protein

	OleurPic101Chr06-_g8387
	74,38
	1,14
	0,13
	9,09
	1,0E-19
	1,3E-17
	47,04
	101,71
	no full name available

	OleurPic101Chr06-_g8487
	45,80
	0,40
	0,12
	3,33
	8,7E-04
	3,0E-02
	39,84
	51,75
	Elongation factor Ts, mitochondrial

	OleurPic101Chr06-_g8866
	113,98
	2,40
	0,45
	5,38
	7,3E-08
	4,5E-06
	39,27
	188,70
	Aspartyl protease family protein At5g10770

	OleurPic101Chr06-_g8868
	92,10
	1,34
	0,32
	4,24
	2,3E-05
	1,0E-03
	66,98
	117,23
	Cytochrome P450 71D13

	OleurPic101Chr06-_g8871
	39,29
	3,88
	0,69
	5,65
	1,6E-08
	1,0E-06
	1,04
	77,54
	Cytochrome P450 71D7

	OleurPic101Chr06+_g7393
	11,64
	2,45
	0,74
	3,32
	8,9E-04
	3,1E-02
	3,22
	20,07
	(-)-germacrene D synthase

	OleurPic101Chr06+_g7401
	83,95
	1,17
	0,23
	5,09
	3,6E-07
	2,0E-05
	51,91
	115,99
	Pathogen-related protein

	OleurPic101Chr06+_g7528
	523,57
	0,57
	0,15
	3,76
	1,7E-04
	6,8E-03
	450,04
	597,11
	G-type lectin S-receptor-like serine/threonine-protein kinase At4g27290

	OleurPic101Chr06+_g7649
	101,69
	3,06
	0,18
	16,56
	1,4E-61
	5,3E-59
	20,09
	183,29
	Amino acid permease 3

	OleurPic101Chr06+_g7821
	126,55
	1,52
	0,21
	7,13
	1,0E-12
	9,0E-11
	74,24
	178,86
	MYB-like transcription factor ETC1

	OleurPic101Chr06+_g8178
	760,98
	0,09
	0,03
	3,30
	9,6E-04
	3,3E-02
	736,52
	785,44
	Histidinol-phosphate aminotransferase, chloroplastic

	OleurPic101Chr06+_g8886
	178,59
	0,63
	0,08
	8,12
	4,7E-16
	5,1E-14
	139,77
	217,41
	Cytochrome P450 76T24

	OleurPic101Chr07-_g10101
	43,67
	0,71
	0,13
	5,30
	1,2E-07
	7,1E-06
	33,38
	53,95
	Unknown protein

	OleurPic101Chr07-_g10629
	546,91
	0,25
	0,05
	4,90
	9,5E-07
	5,1E-05
	499,98
	593,85
	Beta-1,3-galactosyltransferase 7

	OleurPic101Chr07-_g9422
	1453,36
	0,16
	0,05
	3,30
	9,8E-04
	3,4E-02
	1388,73
	1517,99
	Valine--tRNA ligase

	OleurPic101Chr07-_g9514
	121,92
	9,16
	0,60
	15,40
	1,7E-53
	5,5E-51
	0,37
	243,46
	Protein IQ-DOMAIN 33

	OleurPic101Chr07-_g9516
	325,21
	11,64
	0,59
	19,65
	5,4E-86
	3,2E-83
	0,00
	650,42
	Protein THYLAKOID ASSEMBLY 8-like, chloroplastic

	OleurPic101Chr07-_g9537
	94,87
	0,53
	0,10
	5,37
	8,0E-08
	4,9E-06
	79,04
	110,69
	no full name available

	OleurPic101Chr07-_g9906
	1322,53
	0,35
	0,07
	4,65
	3,3E-06
	1,7E-04
	1174,45
	1470,61
	UDP-glycosyltransferase 83A1

	OleurPic101Chr07-_g9959
	400,36
	0,17
	0,05
	3,27
	1,1E-03
	3,7E-02
	377,67
	423,06
	Transmembrane ascorbate ferrireductase 2

	OleurPic101Chr07+_g10170
	557,26
	0,45
	0,08
	5,67
	1,4E-08
	9,3E-07
	473,58
	640,93
	GTPase ERA-like, chloroplastic

	OleurPic101Chr07+_g10379
	444,09
	0,12
	0,04
	3,21
	1,3E-03
	4,4E-02
	425,40
	462,77
	no full name available

	OleurPic101Chr07+_g10478
	44,36
	1,71
	0,17
	10,31
	6,2E-25
	1,0E-22
	21,30
	67,42
	Factor of DNA methylation 5

	OleurPic101Chr07+_g10677
	170,58
	0,29
	0,08
	3,63
	2,9E-04
	1,1E-02
	153,68
	187,48
	DNA mismatch repair protein MLH1

	OleurPic101Chr07+_g9515
	400,02
	12,07
	0,59
	20,40
	1,6E-92
	1,2E-89
	0,00
	800,04
	TBC1 domain family member 22A

	OleurPic101Chr07+_g9583
	313,77
	0,74
	0,18
	4,17
	3,0E-05
	1,3E-03
	253,02
	374,53
	Disease resistance protein RGA2

	OleurPic101Chr08-_g10849
	280,70
	0,19
	0,05
	4,20
	2,7E-05
	1,2E-03
	261,51
	299,89
	snowy cotyledon 4

	OleurPic101Chr08-_g10964
	857,47
	0,15
	0,04
	3,41
	6,5E-04
	2,3E-02
	811,20
	903,75
	Xyloglucan glycosyltransferase 4

	OleurPic101Chr08-_g11622
	759,36
	4,12
	0,60
	6,90
	5,3E-12
	4,4E-10
	15,47
	1503,25
	Transcription factor bHLH75

	OleurPic101Chr08-_g11689
	13,81
	2,84
	0,59
	4,84
	1,3E-06
	6,8E-05
	6,86
	20,75
	Unknown protein

	OleurPic101Chr08+_g10693
	16,25
	4,21
	0,56
	7,54
	4,9E-14
	4,6E-12
	1,46
	31,03
	no full name available

	OleurPic101Chr08+_g11102
	17,34
	2,16
	0,24
	9,06
	1,3E-19
	1,7E-17
	6,29
	28,40
	Unknown protein

	OleurPic101Chr08+_g11374
	1187,31
	0,33
	0,05
	6,95
	3,5E-12
	3,0E-10
	1049,79
	1324,83
	ADP-ribosylation factor 1

	OleurPic101Chr09-_g11841
	24,04
	3,11
	0,56
	5,53
	3,3E-08
	2,1E-06
	4,12
	43,96
	Wall-associated receptor kinase 1

	OleurPic101Chr09-_g12019
	266,29
	0,38
	0,06
	6,28
	3,4E-10
	2,5E-08
	231,87
	300,70
	Unknown protein

	OleurPic101Chr09-_g12068
	321,91
	1,48
	0,24
	6,19
	5,8E-10
	4,3E-08
	178,05
	465,78
	Unknown protein

	OleurPic101Chr09-_g12207
	26,18
	8,10
	0,63
	12,92
	3,4E-38
	7,8E-36
	0,00
	52,36
	Small ribosomal subunit protein eS8

	OleurPic101Chr09-_g12408
	163,02
	6,76
	0,42
	16,06
	4,8E-58
	1,7E-55
	2,65
	323,40
	CAAX prenyl protease 1 homolog

	OleurPic101Chr09+_g11892
	95,41
	1,98
	0,21
	9,31
	1,3E-20
	1,8E-18
	46,41
	144,40
	Unknown protein

	OleurPic101Chr09+_g11896
	8,01
	3,72
	1,11
	3,35
	8,2E-04
	2,9E-02
	0,00
	16,01
	Unknown protein

	OleurPic101Chr09+_g11988
	42,01
	2,63
	0,40
	6,63
	3,4E-11
	2,7E-09
	18,96
	65,05
	no full name available

	OleurPic101Chr09+_g11989
	8651,93
	1,61
	0,31
	5,25
	1,5E-07
	9,0E-06
	5313,55
	11990,31
	5'-methylthioadenosine/S-adenosylhomocysteine nucleosidase

	OleurPic101Chr09+_g12053
	179,41
	4,06
	0,64
	6,39
	1,7E-10
	1,3E-08
	158,40
	200,42
	Receptor kinase-like protein Xa21

	OleurPic101Chr09+_g12179
	16,47
	1,67
	0,35
	4,79
	1,7E-06
	8,7E-05
	8,57
	24,36
	Splicing factor YJU2

	OleurPic101Chr09+_g12215
	6,25
	1,46
	0,45
	3,25
	1,1E-03
	3,9E-02
	3,62
	8,88
	Unknown protein

	OleurPic101Chr09+_g12250
	78,62
	0,46
	0,09
	4,87
	1,1E-06
	5,9E-05
	65,97
	91,27
	Unknown protein

	OleurPic101Chr10-_g13127
	256,09
	1,33
	0,10
	12,88
	6,0E-38
	1,4E-35
	144,33
	367,86
	Glutamate receptor 3.3

	OleurPic101Chr10-_g13451
	2541,90
	0,29
	0,04
	7,10
	1,2E-12
	1,1E-10
	2297,30
	2786,51
	26S proteasome regulatory subunit 8

	OleurPic101Chr10-_g13493
	4140,75
	0,44
	0,04
	10,86
	1,7E-27
	3,1E-25
	3508,67
	4772,82
	26S proteasome regulatory subunit 7

	OleurPic101Chr10-_g13512
	367,50
	0,19
	0,05
	3,84
	1,3E-04
	5,1E-03
	343,38
	391,61
	Zinc finger CCCH domain-containing protein 48

	[bookmark: _GoBack]OleurPic101Chr10-_g13546
	13,64
	2,43
	0,29
	8,24
	1,7E-16
	1,9E-14
	4,40
	22,88
	Glycylpeptide N-tetradecanoyltransferase 1

	OleurPic101Chr10-_g13561
	450,51
	0,38
	0,11
	3,48
	5,1E-04
	1,9E-02
	350,73
	550,29
	Small ribosomal subunit protein uS8mz

	OleurPic101Chr10-_g13584
	125,02
	1,84
	0,44
	4,18
	2,9E-05
	1,3E-03
	92,76
	157,29
	Pleiotropic drug resistance protein 1

	OleurPic101Chr10-_g13587
	1594,82
	0,12
	0,03
	4,73
	2,3E-06
	1,2E-04
	1527,64
	1662,01
	Casein kinase I

	OleurPic101Chr10-_g13594
	1,73
	2,64
	0,79
	3,34
	8,2E-04
	2,9E-02
	0,51
	2,95
	Homeobox-leucine zipper protein HOX32

	OleurPic101Chr10-_g14107
	784,20
	0,31
	0,07
	4,73
	2,2E-06
	1,1E-04
	715,30
	853,11
	Cytochrome c

	OleurPic101Chr10-_g14400
	31,24
	0,85
	0,14
	6,11
	1,0E-09
	7,4E-08
	22,30
	40,19
	AMSH-like ubiquitin thioesterase 1

	OleurPic101Chr10-_g15315
	85,12
	3,58
	0,19
	18,55
	7,5E-77
	3,7E-74
	13,03
	157,21
	Cytosolic sulfotransferase 5

	OleurPic101Chr10-_g15507
	16,50
	2,73
	0,35
	7,76
	8,8E-15
	8,8E-13
	4,52
	28,47
	Protein C2-DOMAIN ABA-RELATED 5

	OleurPic101Chr10-_g15676
	2,59
	4,27
	0,82
	5,20
	2,0E-07
	1,2E-05
	0,00
	5,18
	Germacrene A synthase

	OleurPic101Chr10+_g13157
	147,31
	0,95
	0,20
	4,71
	2,5E-06
	1,3E-04
	100,66
	193,96
	Unknown protein

	OleurPic101Chr10+_g13505
	8040,58
	0,16
	0,04
	4,59
	4,5E-06
	2,2E-04
	7667,35
	8413,82
	Ethylene-responsive transcription factor 1

	OleurPic101Chr10+_g13514
	10,30
	3,20
	0,65
	4,89
	1,0E-06
	5,4E-05
	5,58
	15,02
	Pollen receptor-like kinase 3

	OleurPic101Chr10+_g13630
	1219,95
	0,18
	0,05
	3,63
	2,9E-04
	1,1E-02
	1148,59
	1291,32
	Large ribosomal subunit protein uL30

	OleurPic101Chr10+_g14120
	201,41
	0,33
	0,10
	3,49
	4,9E-04
	1,8E-02
	181,37
	221,44
	no full name available

	OleurPic101Chr10+_g14305
	1504,12
	0,11
	0,03
	3,63
	2,8E-04
	1,1E-02
	1448,67
	1559,56
	no full name available

	OleurPic101Chr10+_g14495
	1406,42
	2,44
	0,18
	13,83
	1,6E-43
	4,1E-41
	518,79
	2294,05
	Cytochrome P450 71A6

	OleurPic101Chr10+_g14497
	54,54
	1,18
	0,32
	3,72
	2,0E-04
	7,9E-03
	38,51
	70,58
	Cytochrome P450 71A6

	OleurPic101Chr10+_g14871
	666,60
	0,13
	0,03
	4,10
	4,1E-05
	1,8E-03
	635,56
	697,64
	Glycine-rich RNA-binding protein

	OleurPic101Chr10+_g15447
	3628,97
	0,67
	0,09
	7,56
	3,9E-14
	3,8E-12
	2905,70
	4352,23
	Formamidase

	OleurPic101Chr10+_g15584
	439,56
	0,50
	0,10
	5,15
	2,6E-07
	1,5E-05
	372,49
	506,64
	NAD-dependent protein deacetylase 2

	OleurPic101Chr11-_g15934
	1044,66
	0,15
	0,05
	3,17
	1,5E-03
	5,0E-02
	990,14
	1099,18
	Large ribosomal subunit protein eL15

	OleurPic101Chr11-_g16419
	143,49
	0,51
	0,12
	4,24
	2,2E-05
	1,0E-03
	118,67
	168,32
	no full name available

	OleurPic101Chr11-_g16761
	528,65
	0,49
	0,12
	3,95
	7,9E-05
	3,3E-03
	431,32
	625,99
	Glucan endo-1,3-beta-glucosidase 14

	OleurPic101Chr11-_g16829
	654,61
	0,55
	0,10
	5,72
	1,1E-08
	7,3E-07
	497,46
	811,76
	ATP synthase subunit d, mitochondrial

	OleurPic101Chr11-_g16869
	341,15
	0,32
	0,07
	4,60
	4,2E-06
	2,1E-04
	305,09
	377,20
	Mediator of RNA polymerase II transcription subunit 28

	OleurPic101Chr11-_g16874
	326,42
	0,25
	0,05
	4,95
	7,3E-07
	4,0E-05
	297,79
	355,05
	Thiamine pyrophosphokinase 2

	OleurPic101Chr11-_g16991
	251,75
	0,39
	0,07
	5,58
	2,4E-08
	1,6E-06
	218,17
	285,33
	no full name available

	OleurPic101Chr11-_g17038
	89,57
	0,78
	0,15
	5,28
	1,3E-07
	7,8E-06
	72,83
	106,32
	Cytochrome c oxidase subunit 6b-2

	OleurPic101Chr11-_g17071
	472,20
	1,44
	0,11
	13,22
	6,5E-40
	1,6E-37
	272,16
	672,24
	F-box protein SKIP1

	OleurPic101Chr11-_g17072
	46,51
	1,76
	0,17
	10,09
	6,1E-24
	9,7E-22
	22,18
	70,84
	Unknown protein

	OleurPic101Chr11-_g17083
	44,58
	2,38
	0,37
	6,39
	1,6E-10
	1,2E-08
	16,47
	72,68
	ToMV resistance protein Tm-2(2)

	OleurPic101Chr11-_g17085
	1,48
	3,66
	0,79
	4,62
	3,8E-06
	1,9E-04
	0,00
	2,96
	Unknown protein

	OleurPic101Chr11-_g17087
	244,82
	1,46
	0,08
	17,18
	3,5E-66
	1,4E-63
	129,04
	360,60
	ToMV resistance protein Tm-2(GCR236)

	OleurPic101Chr11-_g17132
	72,82
	3,53
	0,37
	9,46
	3,2E-21
	4,5E-19
	11,55
	134,09
	Oleuropein beta-glucosidase

	OleurPic101Chr11-_g17235
	452,70
	0,35
	0,07
	5,18
	2,2E-07
	1,3E-05
	395,37
	510,03
	UDP-N-acetylglucosamine--peptide N-acetylglucosaminyltransferase 110 kDa subunit

	OleurPic101Chr11-_g17380
	1217,79
	0,20
	0,05
	4,46
	8,4E-06
	4,0E-04
	1134,18
	1301,39
	Small ribosomal subunit protein uS12

	OleurPic101Chr11-_g17476
	1514,51
	0,99
	0,12
	8,14
	4,0E-16
	4,5E-14
	1035,83
	1993,18
	Transmembrane 9 superfamily member 11

	OleurPic101Chr11+_g15744
	1,46
	3,90
	0,82
	4,75
	2,0E-06
	1,0E-04
	0,00
	2,91
	Unknown protein

	OleurPic101Chr11+_g15867
	915,15
	0,12
	0,03
	3,46
	5,4E-04
	2,0E-02
	875,14
	955,15
	KH domain-containing RNA-binding protein QKI

	OleurPic101Chr11+_g16081
	25586,50
	1,08
	0,20
	5,27
	1,4E-07
	8,2E-06
	15790,05
	35382,95
	Early light-induced protein, chloroplastic

	OleurPic101Chr11+_g16082
	6231,02
	8,70
	0,34
	25,54
	8,0E-144
	9,9E-141
	41,64
	12420,39
	Early light-induced protein, chloroplastic

	OleurPic101Chr11+_g16124
	3198,73
	0,15
	0,04
	3,90
	9,6E-05
	4,0E-03
	3042,65
	3354,80
	Small ribosomal subunit protein uS11

	OleurPic101Chr11+_g16297
	2197,39
	0,33
	0,09
	3,67
	2,4E-04
	9,4E-03
	1970,24
	2424,55
	Late blight resistance protein R1-A

	OleurPic101Chr11+_g16309
	237,33
	1,54
	0,24
	6,51
	7,7E-11
	6,1E-09
	88,15
	386,52
	LEAF RUST 10 DISEASE-RESISTANCE LOCUS RECEPTOR-LIKE PROTEIN KINASE-like 1.1

	OleurPic101Chr11+_g16412
	24,45
	0,92
	0,17
	5,29
	1,2E-07
	7,4E-06
	17,07
	31,83
	Transcription factor bHLH140

	OleurPic101Chr11+_g16760
	370,62
	0,46
	0,08
	5,72
	1,0E-08
	7,0E-07
	308,52
	432,73
	Pentatricopeptide repeat-containing protein At4g01400, mitochondrial

	OleurPic101Chr11+_g16957
	13,05
	1,21
	0,23
	5,36
	8,1E-08
	5,0E-06
	7,96
	18,15
	OBP3-responsive gene 4

	OleurPic101Chr11+_g17007
	1091,71
	1,71
	0,53
	3,25
	1,1E-03
	3,9E-02
	1115,34
	1068,09
	Protein DETOXIFICATION 16

	OleurPic101Chr11+_g17068
	45,18
	8,02
	0,58
	13,84
	1,4E-43
	3,7E-41
	0,00
	90,35
	Unknown protein

	OleurPic101Chr11+_g17245
	1667,30
	0,17
	0,04
	4,12
	3,8E-05
	1,7E-03
	1569,77
	1764,83
	Small nuclear ribonucleoprotein G

	OleurPic101Chr11+_g17273
	1882,12
	0,26
	0,04
	6,47
	1,0E-10
	7,9E-09
	1713,29
	2050,94
	Protein BUD31 homolog

	OleurPic101Chr11+_g17372
	137,78
	0,32
	0,08
	3,88
	1,1E-04
	4,3E-03
	123,25
	152,30
	Thylakoid membrane protein TERC, chloroplastic

	OleurPic101Chr11+_g17464
	85,32
	1,61
	0,32
	5,07
	3,9E-07
	2,2E-05
	72,86
	97,78
	Mitochondrial uncoupling protein 1

	OleurPic101Chr12-_g17688
	682,57
	0,24
	0,06
	4,35
	1,4E-05
	6,4E-04
	625,81
	739,34
	Small ribosomal subunit protein eS12

	OleurPic101Chr12-_g17923
	665,94
	0,18
	0,04
	4,36
	1,3E-05
	6,2E-04
	623,45
	708,42
	no full name available

	OleurPic101Chr12-_g17970
	359,70
	0,26
	0,06
	4,50
	6,9E-06
	3,3E-04
	325,29
	394,12
	Small nuclear ribonucleoprotein F

	OleurPic101Chr12-_g18084
	1765,12
	0,19
	0,05
	4,00
	6,4E-05
	2,7E-03
	1653,09
	1877,14
	no full name available

	OleurPic101Chr12-_g18176
	1334,85
	0,93
	0,05
	17,87
	2,2E-71
	9,4E-69
	914,14
	1755,56
	rRNA 2'-O-methyltransferase fibrillarin 2

	OleurPic101Chr12-_g18278
	55,47
	3,43
	0,22
	15,79
	3,7E-56
	1,3E-53
	9,83
	101,12
	Unknown protein

	OleurPic101Chr12-_g19465
	16,21
	1,60
	0,41
	3,94
	8,3E-05
	3,4E-03
	7,99
	24,42
	Homeobox protein knotted-1-like 1

	OleurPic101Chr12-_g19480
	465,03
	0,26
	0,08
	3,20
	1,4E-03
	4,6E-02
	422,44
	507,61
	Carbonic anhydrase

	OleurPic101Chr12+_g18301
	371,94
	0,20
	0,04
	4,51
	6,4E-06
	3,1E-04
	346,41
	397,46
	Peptidyl-tRNA hydrolase

	OleurPic101Chr12+_g18422
	300,77
	0,66
	0,18
	3,69
	2,2E-04
	8,7E-03
	247,96
	353,58
	Heat shock factor protein HSF30

	OleurPic101Chr12+_g18575
	81,54
	0,58
	0,15
	3,76
	1,7E-04
	6,7E-03
	67,11
	95,97
	no full name available

	OleurPic101Chr12+_g18734
	122,88
	2,47
	0,21
	12,01
	3,0E-33
	6,0E-31
	38,01
	207,75
	Unknown protein

	OleurPic101Chr12+_g19055
	35,95
	0,58
	0,12
	4,78
	1,8E-06
	9,4E-05
	28,97
	42,93
	Alpha-soluble NSF attachment protein

	OleurPic101Chr12+_g19229
	21,44
	1,49
	0,40
	3,70
	2,2E-04
	8,4E-03
	12,44
	30,45
	CCR4-NOT transcription complex subunit 7

	OleurPic101Chr13-_g19741
	4001,32
	0,33
	0,05
	7,28
	3,2E-13
	2,9E-11
	3536,79
	4465,86
	Elongation factor 2

	OleurPic101Chr13-_g19781
	897,08
	0,24
	0,05
	4,75
	2,0E-06
	1,1E-04
	822,50
	971,66
	STOREKEEPER protein

	OleurPic101Chr13-_g20024
	6,85
	3,21
	0,46
	6,99
	2,7E-12
	2,3E-10
	1,38
	12,31
	Cysteine-rich receptor-like protein kinase 25

	OleurPic101Chr13-_g20149
	73,59
	0,71
	0,13
	5,62
	2,0E-08
	1,3E-06
	55,39
	91,79
	Glucomannan 4-beta-mannosyltransferase 1

	OleurPic101Chr13-_g20602
	327,07
	1,11
	0,09
	11,86
	1,8E-32
	3,6E-30
	200,08
	454,06
	Glutamate receptor 2.2

	OleurPic101Chr13-_g20618
	843,41
	0,27
	0,04
	6,10
	1,1E-09
	7,7E-08
	764,92
	921,90
	AP-1 complex subunit gamma

	OleurPic101Chr13-_g20684
	49,98
	4,28
	0,30
	14,04
	9,3E-45
	2,6E-42
	4,22
	95,74
	no full name available

	OleurPic101Chr13-_g20941
	13,20
	1,16
	0,33
	3,51
	4,6E-04
	1,7E-02
	8,75
	17,65
	Unknown protein

	OleurPic101Chr13-_g20992
	458,72
	0,15
	0,04
	3,38
	7,2E-04
	2,6E-02
	435,11
	482,34
	Beta-glucosidase BoGH3B

	OleurPic101Chr13+_g19634
	184,56
	0,52
	0,09
	6,16
	7,3E-10
	5,3E-08
	151,21
	217,90
	no full name available

	OleurPic101Chr13+_g19778
	33,85
	1,11
	0,18
	6,15
	7,6E-10
	5,5E-08
	21,55
	46,16
	G-type lectin S-receptor-like serine/threonine-protein kinase At1g11300

	OleurPic101Chr13+_g19946
	173,18
	0,88
	0,15
	6,02
	1,8E-09
	1,3E-07
	133,53
	212,84
	Aquaporin NIP1-1

	OleurPic101Chr13+_g20132
	59,22
	0,58
	0,13
	4,48
	7,4E-06
	3,5E-04
	48,31
	70,14
	Frataxin, mitochondrial

	OleurPic101Chr13+_g20140
	125,70
	0,67
	0,08
	8,23
	1,8E-16
	2,1E-14
	97,14
	154,25
	Frataxin, mitochondrial

	OleurPic101Chr13+_g20155
	324,87
	0,29
	0,06
	4,49
	7,2E-06
	3,5E-04
	290,95
	358,79
	Frataxin, mitochondrial

	OleurPic101Chr13+_g20300
	1238,91
	0,36
	0,06
	5,55
	2,8E-08
	1,8E-06
	1084,84
	1392,99
	Small ribosomal subunit protein eS17

	OleurPic101Chr13+_g20665
	28546,38
	1,11
	0,20
	5,69
	1,3E-08
	8,6E-07
	16669,66
	40423,10
	Expansin-like B1

	OleurPic101Chr13+_g20671
	72361,48
	0,76
	0,14
	5,27
	1,3E-07
	8,0E-06
	56340,28
	88382,68
	Expansin-like B1

	OleurPic101Chr13+_g20951
	46,87
	0,79
	0,14
	5,77
	8,2E-09
	5,6E-07
	34,83
	58,91
	Unknown protein

	OleurPic101Chr13+_g20984
	543,89
	0,46
	0,06
	7,80
	6,0E-15
	6,1E-13
	458,45
	629,33
	RNA exonuclease 4

	OleurPic101Chr13+_g21085
	51,13
	8,38
	0,59
	14,14
	2,1E-45
	6,0E-43
	0,08
	102,18
	no full name available

	OleurPic101Chr13+_g21112
	34,53
	0,60
	0,18
	3,24
	1,2E-03
	4,1E-02
	27,40
	41,66
	Unknown protein

	OleurPic101Chr13+_g21120
	86,06
	1,55
	0,14
	11,11
	1,2E-28
	2,2E-26
	43,68
	128,44
	Unknown protein

	OleurPic101Chr13+_g21193
	8,18
	1,41
	0,37
	3,82
	1,3E-04
	5,3E-03
	4,98
	11,38
	Unknown protein

	OleurPic101Chr13+_g21246
	16,03
	3,30
	0,47
	7,04
	2,0E-12
	1,7E-10
	2,64
	29,42
	Wall-associated receptor kinase 1

	OleurPic101Chr14-_g21763
	398,38
	0,18
	0,06
	3,27
	1,1E-03
	3,7E-02
	374,28
	422,49
	26S proteasome non-ATPase regulatory subunit 4 homolog

	OleurPic101Chr14-_g21823
	343,64
	1,54
	0,10
	15,99
	1,4E-57
	4,9E-55
	184,15
	503,12
	Protein SRC2

	OleurPic101Chr14-_g21824
	469,28
	1,66
	0,06
	26,08
	5,7E-150
	7,4E-147
	225,58
	712,99
	Unknown protein

	OleurPic101Chr14-_g22296
	45,80
	1,18
	0,24
	4,97
	6,8E-07
	3,8E-05
	26,84
	64,76
	no full name available

	OleurPic101Chr14-_g22388
	49,22
	1,01
	0,11
	9,33
	1,1E-20
	1,5E-18
	32,59
	65,84
	Kinesin-like protein KIN-12B

	OleurPic101Chr14+_g21342
	7,29
	2,79
	0,58
	4,80
	1,6E-06
	8,6E-05
	2,01
	12,57
	Wall-associated receptor kinase 2

	OleurPic101Chr14+_g21782
	813,00
	1,40
	0,40
	3,48
	5,0E-04
	1,8E-02
	441,07
	1184,94
	Xyloglucan endotransglucosylase/hydrolase

	OleurPic101Chr14+_g21825
	372,70
	1,87
	0,06
	33,74
	1,5E-249
	5,1E-246
	160,79
	584,60
	Protein SET DOMAIN GROUP 40

	OleurPic101Chr14+_g22088
	237,15
	0,93
	0,15
	6,07
	1,2E-09
	8,9E-08
	165,59
	308,72
	UDP-glycosyltransferase 90A1

	OleurPic101Chr14+_g22153
	328,21
	0,89
	0,08
	10,46
	1,3E-25
	2,2E-23
	239,48
	416,94
	Small ribosomal subunit protein bS21c

	OleurPic101Chr14+_g22352
	122,15
	2,97
	0,15
	19,27
	9,1E-83
	5,3E-80
	26,66
	217,64
	no full name available

	OleurPic101Chr14+_g22387
	273,43
	0,88
	0,12
	7,51
	5,9E-14
	5,5E-12
	192,44
	354,42
	Transcription factor bHLH62

	OleurPic101Chr14+_g22425
	360,34
	0,85
	0,08
	11,08
	1,6E-28
	3,0E-26
	255,84
	464,84
	Valine--tRNA ligase

	OleurPic101Chr14+_g22512
	121,36
	1,52
	0,17
	8,74
	2,2E-18
	2,7E-16
	63,81
	178,91
	Unknown protein

	OleurPic101Chr14+_g22513
	1871,06
	13,36
	0,54
	24,78
	1,6E-135
	1,8E-132
	0,07
	3742,05
	3-ketoacyl-CoA synthase 11

	OleurPic101Chr14+_g22613
	6,58
	4,89
	0,95
	5,16
	2,5E-07
	1,4E-05
	0,00
	13,16
	Unknown protein

	OleurPic101Chr14+_g22614
	29,79
	3,64
	0,40
	9,05
	1,4E-19
	1,8E-17
	3,28
	56,31
	Phosphoenolpyruvate/phosphate translocator 2, chloroplastic

	OleurPic101Chr14+_g22615
	6,99
	5,15
	0,86
	6,01
	1,9E-09
	1,4E-07
	0,00
	13,97
	Phosphoenolpyruvate/phosphate translocator 2, chloroplastic

	OleurPic101Chr15-_g22756
	132,95
	0,38
	0,07
	5,17
	2,4E-07
	1,4E-05
	115,24
	150,65
	Malignant T-cell-amplified sequence 1 homolog

	OleurPic101Chr15-_g22900
	351,02
	0,26
	0,07
	4,06
	4,9E-05
	2,1E-03
	318,58
	383,47
	2-hydroxyisoflavanone dehydratase

	OleurPic101Chr15-_g23357
	570,41
	0,40
	0,12
	3,19
	1,4E-03
	4,7E-02
	495,26
	645,57
	E3 ubiquitin-protein ligase At3g02290

	OleurPic101Chr15-_g23362
	18,80
	0,70
	0,21
	3,26
	1,1E-03
	3,8E-02
	14,41
	23,20
	Protein REVEILLE 5

	OleurPic101Chr15-_g23696
	473,87
	0,20
	0,06
	3,46
	5,3E-04
	1,9E-02
	440,73
	507,02
	Mitochondrial import receptor subunit TOM6 homolog

	OleurPic101Chr15-_g24089
	650,90
	0,69
	0,10
	7,22
	5,3E-13
	4,7E-11
	526,06
	775,75
	Unknown protein

	OleurPic101Chr15+_g22641
	84,22
	0,58
	0,08
	7,15
	8,6E-13
	7,7E-11
	67,70
	100,75
	embryo defective 1703

	OleurPic101Chr15+_g22826
	3903,33
	0,89
	0,07
	12,95
	2,4E-38
	5,7E-36
	2711,77
	5094,88
	SKP1-like protein 1A

	OleurPic101Chr15+_g23045
	823,72
	0,30
	0,03
	8,72
	2,8E-18
	3,3E-16
	737,51
	909,94
	Glutathione S-transferase

	OleurPic101Chr15+_g23190
	734,83
	0,20
	0,05
	3,69
	2,2E-04
	8,7E-03
	685,91
	783,76
	Cinnamyl alcohol dehydrogenase 3

	OleurPic101Chr15+_g23808
	147,74
	2,21
	0,30
	7,40
	1,4E-13
	1,3E-11
	67,67
	227,81
	L-type lectin-domain containing receptor kinase IX.1

	OleurPic101Chr15+_g23997
	3001,02
	0,30
	0,05
	6,42
	1,4E-10
	1,1E-08
	2691,49
	3310,55
	Shaggy-related protein kinase alpha

	OleurPic101Chr15+_g24093
	321,15
	0,54
	0,07
	7,34
	2,2E-13
	2,0E-11
	264,01
	378,28
	Unknown protein

	OleurPic101Chr16-_g24352
	112,98
	9,79
	0,59
	16,51
	3,4E-61
	1,3E-58
	0,17
	225,80
	Glycine-rich RNA-binding protein

	OleurPic101Chr16-_g24583
	347,54
	0,54
	0,05
	9,87
	5,6E-23
	8,5E-21
	283,04
	412,03
	Receptor-like cytoplasmic kinase 176

	OleurPic101Chr16-_g24695
	258,21
	0,22
	0,06
	3,68
	2,4E-04
	9,1E-03
	239,60
	276,83
	no full name available

	OleurPic101Chr16-_g24819
	37,53
	1,34
	0,19
	7,05
	1,8E-12
	1,5E-10
	22,69
	52,37
	Axial regulator YABBY 5

	OleurPic101Chr16-_g24866
	645,66
	7,67
	0,38
	19,96
	1,3E-88
	9,0E-86
	5,03
	1286,28
	Epoxide hydrolase 1

	OleurPic101Chr16-_g24869
	55,20
	5,96
	0,76
	7,80
	6,0E-15
	6,1E-13
	0,24
	110,17
	Epoxide hydrolase 2

	OleurPic101Chr16-_g24887
	892,15
	0,44
	0,04
	9,72
	2,4E-22
	3,6E-20
	756,98
	1027,32
	ADP-ribosylation factor 1

	OleurPic101Chr16-_g25194
	69,19
	7,71
	0,56
	13,88
	8,1E-44
	2,2E-41
	0,31
	138,07
	Fatty acyl-CoA reductase 1

	OleurPic101Chr16-_g25253
	334,66
	0,76
	0,11
	6,81
	9,5E-12
	7,9E-10
	250,86
	418,46
	MATH domain and coiled-coil domain-containing protein At3g58250

	OleurPic101Chr16+_g24405
	1395,24
	0,38
	0,10
	3,63
	2,8E-04
	1,1E-02
	1230,48
	1559,99
	Disease resistance protein RGA2

	OleurPic101Chr16+_g24464
	1666,97
	0,76
	0,04
	19,69
	2,6E-86
	1,6E-83
	1246,66
	2087,28
	SKP1-like protein 1A

	OleurPic101Chr16+_g24620
	1066,41
	1,70
	0,04
	40,37
	0,0E+00
	0,0E+00
	501,11
	1631,71
	F-box protein SKIP19

	OleurPic101Chr16+_g24621
	1130,64
	3,47
	0,06
	54,23
	0,0E+00
	0,0E+00
	189,30
	2071,99
	F-box protein SKIP19

	OleurPic101Chr16+_g24782
	7,43
	2,71
	0,42
	6,45
	1,1E-10
	8,9E-09
	1,90
	12,97
	Dynamin-like protein ARC5

	OleurPic101Chr16+_g24824
	1000,30
	0,14
	0,04
	3,37
	7,5E-04
	2,6E-02
	956,54
	1044,05
	Dynamin-like protein ARC5

	OleurPic101Chr16+_g24931
	1298,62
	0,58
	0,17
	3,38
	7,2E-04
	2,6E-02
	1045,59
	1551,65
	Disease resistance protein RGA5

	OleurPic101Chr16+_g25018
	169,42
	0,76
	0,08
	9,76
	1,6E-22
	2,4E-20
	125,92
	212,93
	SKA complex subunit 1 homolog

	OleurPic101Chr16+_g25020
	25,04
	7,24
	0,59
	12,25
	1,6E-34
	3,5E-32
	0,22
	49,86
	SKA complex subunit 1 homolog

	OleurPic101Chr17-_g25668
	1174,42
	0,33
	0,05
	7,39
	1,5E-13
	1,4E-11
	1039,42
	1309,42
	DNA repair nuclease/redox regulator APEX1

	OleurPic101Chr17-_g25671
	108,19
	1,32
	0,13
	10,17
	2,7E-24
	4,4E-22
	62,17
	154,21
	Unknown protein

	OleurPic101Chr17-_g25737
	765,79
	0,31
	0,04
	8,57
	1,1E-17
	1,2E-15
	683,32
	848,27
	Zinc finger protein VAR3, chloroplastic

	OleurPic101Chr17-_g25890
	883,69
	13,23
	0,59
	22,39
	4,8E-111
	4,7E-108
	0,00
	1767,38
	Serine/threonine-protein kinase RUNKEL

	OleurPic101Chr17-_g25929
	5918,52
	0,23
	0,05
	4,72
	2,3E-06
	1,2E-04
	5438,36
	6398,69
	5-methyltetrahydropteroyltriglutamate--homocysteine methyltransferase

	OleurPic101Chr17-_g26407
	120,44
	0,30
	0,09
	3,27
	1,1E-03
	3,7E-02
	107,37
	133,51
	Enolase

	OleurPic101Chr17-_g26626
	1109,52
	0,40
	0,10
	4,02
	5,8E-05
	2,5E-03
	967,06
	1251,98
	Late blight resistance protein R1-A

	OleurPic101Chr17-_g26628
	299,59
	11,49
	0,61
	18,70
	5,4E-78
	2,8E-75
	0,00
	599,18
	Late blight resistance protein R1-A

	OleurPic101Chr17-_g26766
	493,91
	0,40
	0,06
	6,93
	4,1E-12
	3,5E-10
	421,26
	566,57
	Unknown protein

	OleurPic101Chr17-_g26791
	419,64
	0,81
	0,05
	16,88
	6,1E-64
	2,4E-61
	305,94
	533,33
	Unknown protein

	OleurPic101Chr17+_g26289
	587,81
	0,90
	0,06
	14,51
	1,0E-47
	3,0E-45
	402,27
	773,35
	Unknown protein

	OleurPic101Chr17+_g26371
	601,46
	1,50
	0,07
	20,59
	3,5E-94
	2,8E-91
	318,99
	883,92
	Protein WVD2-like 5

	OleurPic101Chr17+_g26515
	98,25
	0,32
	0,09
	3,72
	2,0E-04
	7,8E-03
	87,69
	108,80
	Unknown protein

	OleurPic101Chr17+_g26877
	563,07
	0,35
	0,07
	5,18
	2,3E-07
	1,3E-05
	491,55
	634,58
	maternal effect embryo arrest 59

	OleurPic101Chr17+_g26978
	46,59
	0,86
	0,14
	6,29
	3,1E-10
	2,3E-08
	32,89
	60,29
	ATP-dependent DNA helicase DDM1

	OleurPic101Chr18-_g27142
	161,63
	0,34
	0,06
	6,00
	2,0E-09
	1,4E-07
	142,60
	180,67
	PRA1 family protein B3

	OleurPic101Chr18-_g27203
	91,20
	2,24
	0,30
	7,58
	3,4E-14
	3,3E-12
	23,48
	158,92
	RAF-like serine/threonine-protein kinase PRAF

	OleurPic101Chr18-_g27640
	135,14
	0,53
	0,08
	6,79
	1,1E-11
	9,1E-10
	110,67
	159,61
	Protein CHAPERONE-LIKE PROTEIN OF POR1, chloroplastic

	OleurPic101Chr18-_g27860
	960,82
	0,24
	0,04
	5,93
	3,0E-09
	2,1E-07
	881,24
	1040,40
	Cinnamoyl-CoA reductase 1

	OleurPic101Chr18-_g27924
	38,72
	0,87
	0,18
	4,79
	1,7E-06
	8,9E-05
	27,55
	49,90
	ABC1 family protein YPL109C, mitochondrial

	OleurPic101Chr18-_g27953
	457,04
	0,65
	0,13
	4,97
	6,8E-07
	3,7E-05
	369,09
	545,00
	no full name available

	OleurPic101Chr18-_g28175
	210,98
	0,25
	0,08
	3,21
	1,3E-03
	4,4E-02
	192,84
	229,12
	no full name available

	OleurPic101Chr18-_g28177
	1621,02
	0,15
	0,04
	3,84
	1,3E-04
	5,1E-03
	1534,93
	1707,11
	Alcohol dehydrogenase

	OleurPic101Chr18-_g28219
	65,34
	2,68
	0,22
	12,05
	1,9E-33
	3,8E-31
	18,71
	111,97
	no full name available

	OleurPic101Chr18-_g28220
	100,39
	1,49
	0,20
	7,57
	3,8E-14
	3,7E-12
	55,50
	145,28
	LEAF RUST 10 DISEASE-RESISTANCE LOCUS RECEPTOR-LIKE PROTEIN KINASE-like 1.3

	OleurPic101Chr18-_g28238
	115,75
	0,54
	0,09
	6,30
	3,0E-10
	2,2E-08
	94,46
	137,04
	DNA ligase 6

	OleurPic101Chr18-_g28450
	647,00
	0,18
	0,04
	4,45
	8,8E-06
	4,2E-04
	610,05
	683,94
	no full name available

	OleurPic101Chr18-_g28458
	1024,72
	1,26
	0,17
	7,53
	5,1E-14
	4,8E-12
	608,37
	1441,08
	Receptor-like protein kinase FERONIA

	OleurPic101Chr18+_g27862
	485,44
	0,18
	0,06
	3,21
	1,3E-03
	4,5E-02
	454,89
	515,99
	Ribosome production factor 2 homolog

	OleurPic101Chr19-_g28724
	451,50
	1,04
	0,07
	14,70
	6,1E-49
	1,9E-46
	298,99
	604,01
	Formin-like protein 5

	OleurPic101Chr19-_g28789
	192,30
	2,59
	0,09
	29,32
	5,6E-189
	1,2E-185
	55,42
	329,17
	Serine acetyltransferase

	OleurPic101Chr19-_g28790
	1809,50
	0,27
	0,03
	7,92
	2,4E-15
	2,5E-13
	1649,79
	1969,21
	no full name available

	OleurPic101Chr19-_g28828
	47,09
	1,02
	0,18
	5,53
	3,1E-08
	2,0E-06
	34,52
	59,67
	no full name available

	OleurPic101Chr19-_g28948
	1245,71
	0,39
	0,05
	8,31
	1,0E-16
	1,1E-14
	1056,95
	1434,48
	Galactinol--sucrose galactosyltransferase

	OleurPic101Chr19-_g29104
	473,86
	0,23
	0,04
	5,33
	9,7E-08
	6,0E-06
	434,35
	513,37
	no full name available

	OleurPic101Chr19-_g29302
	1229,78
	0,16
	0,03
	4,80
	1,6E-06
	8,3E-05
	1164,19
	1295,36
	Thiosulfate/3-mercaptopyruvate sulfurtransferase 2

	OleurPic101Chr19-_g29410
	36,08
	1,56
	0,33
	4,67
	3,0E-06
	1,5E-04
	30,10
	42,06
	SKP1-like protein 1A

	OleurPic101Chr19-_g29540
	50,85
	0,73
	0,11
	6,53
	6,7E-11
	5,3E-09
	38,45
	63,25
	OVARIAN TUMOR DOMAIN-containing deubiquitinating enzyme 11

	OleurPic101Chr19-_g29653
	1220,41
	0,54
	0,05
	10,69
	1,2E-26
	2,0E-24
	1000,74
	1440,09
	ATP-dependent Clp protease proteolytic subunit

	OleurPic101Chr19-_g29656
	1072,54
	0,24
	0,05
	4,86
	1,2E-06
	6,3E-05
	981,78
	1163,31
	Calcineurin B-like protein 1

	OleurPic101Chr19-_g29660
	9915,71
	1,13
	0,35
	3,27
	1,1E-03
	3,7E-02
	6021,91
	13809,50
	Beta-amylase

	OleurPic101Chr19-_g30206
	2393,04
	0,28
	0,06
	4,69
	2,8E-06
	1,4E-04
	2161,99
	2624,08
	O-glucosyltransferase rumi homolog

	OleurPic101Chr19+_g28710
	1206,65
	0,47
	0,06
	7,94
	2,1E-15
	2,2E-13
	985,93
	1427,37
	WD repeat-containing protein 25

	OleurPic101Chr19+_g28841
	1666,93
	0,18
	0,05
	4,07
	4,6E-05
	2,0E-03
	1563,35
	1770,50
	Twinkle homolog protein, chloroplastic/mitochondrial

	OleurPic101Chr19+_g29190
	159,83
	0,47
	0,13
	3,54
	4,1E-04
	1,5E-02
	134,47
	185,19
	17.3 kDa class I heat shock protein

	OleurPic101Chr19+_g29358
	5,32
	2,56
	0,50
	5,11
	3,2E-07
	1,8E-05
	1,37
	9,28
	Allantoate deiminase

	OleurPic101Chr19+_g29582
	71,78
	1,04
	0,11
	9,10
	8,8E-20
	1,2E-17
	46,86
	96,70
	G-type lectin S-receptor-like serine/threonine-protein kinase At4g03230

	OleurPic101Chr19+_g29584
	64,19
	0,36
	0,09
	3,89
	9,9E-05
	4,1E-03
	56,23
	72,15
	Chaperonin CPN60-2, mitochondrial

	OleurPic101Chr19+_g29657
	765,83
	0,90
	0,05
	16,36
	3,7E-60
	1,4E-57
	536,57
	995,09
	no full name available

	OleurPic101Chr19+_g29658
	128,99
	0,36
	0,09
	3,96
	7,4E-05
	3,1E-03
	113,26
	144,73
	Novel plant SNARE 11

	OleurPic101Chr19+_g29683
	54,09
	2,34
	0,57
	4,08
	4,5E-05
	1,9E-03
	27,34
	80,85
	G-type lectin S-receptor-like serine/threonine-protein kinase CES101

	OleurPic101Chr19+_g29686
	32,77
	4,05
	0,67
	6,03
	1,7E-09
	1,2E-07
	13,14
	52,40
	G-type lectin S-receptor-like serine/threonine-protein kinase CES101

	OleurPic101Chr19+_g29695
	10,50
	2,28
	0,54
	4,25
	2,2E-05
	9,8E-04
	5,10
	15,89
	G-type lectin S-receptor-like serine/threonine-protein kinase CES101

	OleurPic101Chr19+_g29815
	725,04
	0,57
	0,10
	5,63
	1,8E-08
	1,2E-06
	612,48
	837,60
	Beta-hexosaminidase 3

	OleurPic101Chr20-_g30468
	581,90
	0,70
	0,06
	12,18
	3,9E-34
	8,3E-32
	439,80
	724,00
	Transcription factor bHLH140

	OleurPic101Chr20-_g30482
	457,90
	0,22
	0,04
	5,45
	5,0E-08
	3,2E-06
	422,23
	493,56
	DNA N(6)-methyladenine demethylase ALKBH1C

	OleurPic101Chr20-_g30616
	567,20
	0,34
	0,05
	6,64
	3,1E-11
	2,5E-09
	501,74
	632,66
	Pectin acetylesterase 5

	OleurPic101Chr20-_g30882
	3561,43
	0,48
	0,02
	23,04
	1,8E-117
	1,9E-114
	2972,28
	4150,59
	THO complex subunit 4

	OleurPic101Chr20-_g31208
	2098,53
	0,12
	0,04
	3,23
	1,3E-03
	4,2E-02
	2012,20
	2184,85
	Importin subunit alpha

	OleurPic101Chr20-_g31236
	361,84
	0,37
	0,07
	5,64
	1,7E-08
	1,1E-06
	314,84
	408,85
	Importin subunit alpha

	OleurPic101Chr20-_g31237
	27,33
	2,36
	0,18
	13,05
	6,2E-39
	1,5E-36
	8,84
	45,81
	Unknown protein

	OleurPic101Chr20-_g31242
	717,92
	0,57
	0,06
	9,24
	2,4E-20
	3,2E-18
	575,19
	860,66
	Nuclear migration protein nudC

	OleurPic101Chr20+_g30688
	282,09
	0,60
	0,18
	3,26
	1,1E-03
	3,9E-02
	208,05
	356,12
	UDP-glycosyltransferase 73E1

	OleurPic101Chr20+_g30977
	13,67
	4,27
	0,40
	10,81
	2,9E-27
	5,3E-25
	1,42
	25,91
	Glucan endo-1,3-beta-glucosidase 9

	OleurPic101Chr21-_g31468
	22,03
	0,88
	0,25
	3,55
	3,9E-04
	1,5E-02
	16,47
	27,60
	no full name available

	OleurPic101Chr21-_g31469
	21,19
	1,30
	0,24
	5,31
	1,1E-07
	6,7E-06
	12,12
	30,27
	no full name available

	OleurPic101Chr21-_g31742
	92,13
	2,05
	0,33
	6,28
	3,4E-10
	2,5E-08
	68,38
	115,88
	Oxoglutarate-dependent flavonoid 7-O-demethylase 1

	OleurPic101Chr21-_g31825
	19,48
	2,87
	0,32
	8,92
	4,6E-19
	5,7E-17
	4,38
	34,57
	Proline dehydrogenase 1, mitochondrial

	OleurPic101Chr21-_g31831
	87,74
	2,80
	0,19
	14,95
	1,5E-50
	4,6E-48
	22,88
	152,59
	Sodium/calcium exchanger NCL

	OleurPic101Chr21-_g32186
	277,07
	1,35
	0,24
	5,60
	2,1E-08
	1,4E-06
	183,83
	370,32
	Unknown protein

	OleurPic101Chr21-_g32239
	228,38
	0,19
	0,05
	3,57
	3,6E-04
	1,4E-02
	214,98
	241,78
	Protein FATTY ACID EXPORT 6

	OleurPic101Chr21+_g31557
	339,05
	0,97
	0,10
	9,46
	3,0E-21
	4,1E-19
	229,85
	448,25
	Callose synthase 12

	OleurPic101Chr21+_g31642
	14,58
	3,34
	0,51
	6,58
	4,8E-11
	3,8E-09
	2,82
	26,34
	Berberine bridge enzyme-like 18

	OleurPic101Chr21+_g31714
	231,00
	0,52
	0,07
	7,95
	1,8E-15
	1,9E-13
	189,47
	272,53
	Large ribosomal subunit protein eL20z

	OleurPic101Chr21+_g31809
	13,02
	3,91
	0,69
	5,65
	1,6E-08
	1,0E-06
	2,80
	23,24
	Adenylate-forming reductase 06235

	OleurPic101Chr21+_g31834
	1406,28
	0,72
	0,14
	5,25
	1,5E-07
	9,1E-06
	1035,75
	1776,81
	Glutamate receptor 2.2

	OleurPic101Chr21+_g32080
	34,62
	2,60
	0,40
	6,47
	1,0E-10
	7,9E-09
	13,64
	55,60
	Unknown protein

	OleurPic101Chr21+_g32109
	765,78
	0,53
	0,05
	10,05
	8,9E-24
	1,4E-21
	624,95
	906,60
	Small nuclear ribonucleoprotein Sm D1

	OleurPic101Chr21+_g32364
	1191,10
	0,14
	0,03
	4,39
	1,1E-05
	5,3E-04
	1134,52
	1247,68
	Bystin

	OleurPic101Chr21+_g32438
	4,59
	2,41
	0,54
	4,44
	9,1E-06
	4,4E-04
	1,93
	7,25
	Aspartate aminotransferase, mitochondrial

	OleurPic101Chr22-_g32581
	15,95
	2,11
	0,47
	4,51
	6,6E-06
	3,2E-04
	4,75
	27,14
	Protein NRT1/ PTR FAMILY 7.1

	OleurPic101Chr22-_g32871
	349,74
	0,53
	0,14
	3,76
	1,7E-04
	6,7E-03
	286,39
	413,08
	Disease resistance protein RPP8

	OleurPic101Chr22-_g33133
	208,77
	0,38
	0,11
	3,31
	9,3E-04
	3,2E-02
	183,80
	233,74
	UDP-glycosyltransferase 75C1

	OleurPic101Chr22-_g33138
	1221,94
	0,29
	0,03
	8,64
	5,5E-18
	6,5E-16
	1104,15
	1339,73
	Heat stress transcription factor A-5

	OleurPic101Chr22-_g33179
	225,44
	1,05
	0,19
	5,58
	2,4E-08
	1,5E-06
	150,20
	300,68
	F-box protein At2g02240

	OleurPic101Chr22-_g33180
	1204,15
	0,60
	0,08
	7,92
	2,4E-15
	2,5E-13
	961,44
	1446,87
	Serine/threonine-protein phosphatase PP1

	OleurPic101Chr22-_g33354
	172,16
	0,66
	0,07
	9,00
	2,4E-19
	3,0E-17
	133,55
	210,77
	Bifunctional 3'-phosphoadenosine 5'-phosphosulfate synthase 1

	OleurPic101Chr22+_g32682
	1660,59
	0,16
	0,03
	4,98
	6,5E-07
	3,6E-05
	1561,93
	1759,26
	FK506-binding protein 2

	OleurPic101Chr22+_g32771
	147,63
	2,81
	0,14
	20,01
	4,3E-89
	3,0E-86
	36,29
	258,97
	F-box/LRR-repeat protein 3

	OleurPic101Chr22+_g32906
	499,62
	2,87
	0,23
	12,40
	2,6E-35
	5,8E-33
	227,31
	771,93
	UDP-glycosyltransferase 74F2

	OleurPic101Chr22+_g33002
	522,87
	0,18
	0,06
	3,31
	9,2E-04
	3,2E-02
	489,23
	556,51
	EMBRYO DEFECTIVE 2799

	OleurPic101Chr22+_g33215
	66,53
	3,10
	0,38
	8,21
	2,2E-16
	2,4E-14
	11,99
	121,07
	Major strawberry allergen Fra a 1-A

	OleurPic101Chr22+_g33227
	9,62
	1,26
	0,31
	4,02
	5,8E-05
	2,5E-03
	5,95
	13,29
	Unknown protein

	OleurPic101Chr22+_g33273
	7,75
	2,47
	0,39
	6,31
	2,7E-10
	2,0E-08
	2,44
	13,07
	no full name available

	OleurPic101Chr22+_g33333
	66,60
	0,50
	0,12
	4,15
	3,3E-05
	1,5E-03
	55,72
	77,48
	Protein WVD2-like 3

	OleurPic101Chr22+_g33351
	52,46
	3,08
	0,58
	5,33
	1,0E-07
	6,2E-06
	11,12
	93,80
	Calcium-transporting ATPase 12, plasma membrane-type

	OleurPic101Chr22+_g33378
	826,68
	0,98
	0,24
	4,05
	5,1E-05
	2,2E-03
	819,26
	834,09
	Non-specific lipid transfer protein GPI-anchored 5

	OleurPic101Chr22+_g33405
	658,78
	0,20
	0,05
	3,91
	9,1E-05
	3,7E-03
	609,69
	707,86
	Xylulose kinase 2

	OleurPic101Chr22+_g33618
	221,22
	0,33
	0,06
	5,06
	4,3E-07
	2,4E-05
	196,85
	245,59
	NAC domain-containing protein 71

	OleurPic101Chr22+_g33681
	372,92
	0,37
	0,05
	7,56
	4,1E-14
	3,9E-12
	323,69
	422,15
	NADH dehydrogenase [ubiquinone] 1 beta subcomplex subunit 8, mitochondrial

	OleurPic101Chr22+_g33724
	6,98
	1,49
	0,34
	4,33
	1,5E-05
	6,8E-04
	3,64
	10,31
	no full name available

	OleurPic101Chr22+_g33734
	1121,03
	0,11
	0,03
	3,63
	2,8E-04
	1,1E-02
	1075,98
	1166,09
	Vesicle-associated membrane protein 713

	OleurPic101Chr22+_g33784
	181,58
	1,35
	0,09
	15,78
	4,4E-56
	1,5E-53
	100,52
	262,64
	no full name available

	OleurPic101Chr23-_g33950
	111,95
	0,94
	0,21
	4,58
	4,7E-06
	2,3E-04
	72,28
	151,63
	Cysteine-rich receptor-like protein kinase 29

	OleurPic101Chr23-_g34557
	89,62
	1,46
	0,31
	4,76
	2,0E-06
	1,0E-04
	66,22
	113,02
	no full name available

	OleurPic101Chr23-_g34608
	1544,26
	0,99
	0,07
	14,59
	3,0E-48
	9,1E-46
	1019,67
	2068,85
	Leucine aminopeptidase

	OleurPic101Chr23-_g34626
	47,55
	0,60
	0,15
	4,08
	4,6E-05
	2,0E-03
	39,65
	55,45
	no full name available

	OleurPic101Chr23-_g34930
	268,44
	0,29
	0,06
	4,73
	2,2E-06
	1,1E-04
	242,83
	294,05
	Cytochrome c oxidase subunit 5b-1, mitochondrial

	OleurPic101Chr23-_g35035
	815,43
	0,55
	0,09
	6,33
	2,5E-10
	1,9E-08
	661,43
	969,44
	Gastric triacylglycerol lipase

	OleurPic101Chr23-_g35177
	42,39
	1,24
	0,26
	4,75
	2,0E-06
	1,0E-04
	26,38
	58,41
	Agamous-like MADS-box protein AP1

	OleurPic101Chr23+_g34322
	1325,66
	1,30
	0,06
	22,11
	2,4E-108
	2,3E-105
	777,84
	1873,48
	Calcium-transporting ATPase 4, plasma membrane-type

	OleurPic101Chr23+_g34328
	462,19
	0,34
	0,07
	4,59
	4,4E-06
	2,2E-04
	408,16
	516,23
	GTP-binding protein BRASSINAZOLE INSENSITIVE PALE GREEN 2, chloroplastic

	OleurPic101Chr23+_g34646
	84,89
	2,14
	0,37
	5,85
	5,0E-09
	3,5E-07
	25,76
	144,02
	Wall-associated receptor kinase-like 1

	OleurPic101Chr23+_g34647
	0,97
	3,23
	1,00
	3,24
	1,2E-03
	4,0E-02
	0,00
	1,95
	Exosome complex exonuclease RRP44 homolog A

	OleurPic101Chr23+_g34676
	18,44
	1,83
	0,20
	9,02
	1,9E-19
	2,4E-17
	8,09
	28,79
	3-ketoacyl-CoA thiolase 1, peroxisomal

	OleurPic101Chr23+_g34754
	873,21
	0,14
	0,04
	3,70
	2,1E-04
	8,3E-03
	825,06
	921,37
	no full name available

	OleurPic101Chr23+_g34856
	255,84
	0,45
	0,05
	8,80
	1,4E-18
	1,7E-16
	216,23
	295,45
	Pentatricopeptide repeat-containing protein At1g77405

	OleurPic101Chr23+_g35034
	46,76
	1,69
	0,17
	10,14
	3,8E-24
	6,1E-22
	22,67
	70,86
	Transcription factor SRM1

	OleurPic101Chr23+_g35142
	21,56
	1,15
	0,18
	6,38
	1,8E-10
	1,4E-08
	13,20
	29,91
	no full name available

	OleurPic101Ctg012+_g35238
	5,26
	5,42
	0,92
	5,87
	4,3E-09
	3,0E-07
	0,00
	10,52
	Unknown protein

	OleurPic101Ctg012+_g35238_20
	8,82
	6,15
	0,76
	8,05
	8,4E-16
	9,1E-14
	0,00
	17,64
	Unknown protein

	OleurPic101Ctg197+_g35248
	5,54
	1,28
	0,36
	3,53
	4,2E-04
	1,6E-02
	3,19
	7,89
	Nicotinamide adenine dinucleotide transporter 1, chloroplastic

	OleurPic101Ctg310+_g35252
	244,65
	10,72
	0,58
	18,59
	3,8E-77
	1,9E-74
	0,00
	489,31
	Small ribosomal subunit protein uS7cz/uS7cy

	OleurPic101Ctg310+_g35253
	4,53
	4,79
	0,74
	6,48
	9,4E-11
	7,5E-09
	0,00
	9,05
	NAD(P)H-quinone oxidoreductase subunit 2 A, chloroplastic

	OleurPic101Ctg335+_g35255
	103,36
	8,54
	0,64
	13,39
	6,7E-41
	1,7E-38
	0,00
	206,71
	Photosystem II CP43 reaction center protein

	OleurPic101Ctg355+_g35261_3
	2,58
	4,34
	0,76
	5,70
	1,2E-08
	7,8E-07
	0,00
	5,17
	Unknown protein

	OleurPic101Ctg355+_g35261_7
	2,11
	4,13
	1,13
	3,66
	2,5E-04
	9,6E-03
	0,00
	4,22
	Unknown protein

	OleurPic101Scf10+_g35273
	2,25
	4,11
	0,93
	4,43
	9,5E-06
	4,5E-04
	0,00
	4,50
	ATP synthase subunit a, chloroplastic

	OleurPic101Scf13+_g35278_1
	31,68
	7,88
	0,60
	13,11
	3,0E-39
	7,1E-37
	0,00
	63,36
	Unknown protein











Supplementary Table S3: Genes that display haplotype-exclusive expression in various organs (leaf, flower, stem, root, fruit) as well as in meristem tissue.
	gene_id
	baseMean
	log2
Fold Change
	lfcSE
	stat
	pvalue
	padj
	mean_hap1
	mean_hap2
	Haplotype expressed

	OleurPic101Chr01-_g487
	7,50
	-4,96
	0,64
	-7,70
	1,34E-14
	1,32E-12
	14,78
	0,23
	Hap1

	OleurPic101Chr02-_g2883_1
	10,95
	-4,94
	0,51
	-9,70
	2,92E-22
	4,28E-20
	21,27
	0,63
	Hap1

	OleurPic101Chr05-_g6620
	20,21
	-4,71
	0,93
	-5,05
	4,53E-07
	2,51E-05
	40,42
	0,00
	Hap1

	OleurPic101Chr06-_g7836
	42,45
	-5,45
	0,62
	-8,86
	8,32E-19
	1,01E-16
	84,33
	0,56
	Hap1

	OleurPic101Chr06+_g8699
	71,79
	-9,05
	0,65
	-13,85
	1,23E-43
	3,23E-41
	143,58
	0,00
	Hap1

	OleurPic101Chr07-_g10683
	78,55
	-9,64
	0,60
	-16,18
	6,46E-59
	2,30E-56
	157,10
	0,00
	Hap1

	OleurPic101Chr07-_g9797
	459,08
	-11,95
	0,61
	-19,70
	2,00E-86
	1,25E-83
	918,16
	0,00
	Hap1

	OleurPic101Chr07+_g9796
	576,39
	-12,17
	0,59
	-20,60
	2,69E-94
	2,17E-91
	1152,69
	0,08
	Hap1

	OleurPic101Chr08+_g10690
	49,70
	-7,01
	0,75
	-9,40
	5,72E-21
	7,88E-19
	99,39
	0,00
	Hap1

	OleurPic101Chr08+_g10923
	13,96
	-6,51
	0,61
	-10,67
	1,42E-26
	2,48E-24
	27,65
	0,27
	Hap1

	OleurPic101Chr09+_g12066
	21,60
	-5,69
	0,49
	-11,66
	1,93E-31
	3,75E-29
	42,34
	0,86
	Hap1

	OleurPic101Chr10+_g13429
	11,88
	-6,26
	0,60
	-10,47
	1,17E-25
	1,99E-23
	23,60
	0,16
	Hap1

	OleurPic101Chr11+_g16039
	7,29
	-6,02
	0,63
	-9,56
	1,22E-21
	1,76E-19
	14,51
	0,08
	Hap1

	OleurPic101Chr12-_g19325
	7,73
	-5,27
	0,64
	-8,27
	1,30E-16
	1,47E-14
	15,45
	0,00
	Hap1

	OleurPic101Chr13-_g20040
	121,44
	-9,95
	0,61
	-16,21
	4,34E-59
	1,57E-56
	242,77
	0,12
	Hap1

	OleurPic101Chr13-_g20043
	340,76
	-11,46
	0,60
	-19,02
	1,28E-80
	7,14E-78
	681,51
	0,00
	Hap1

	OleurPic101Chr13+_g20041
	141,13
	-10,52
	0,60
	-17,41
	7,06E-68
	2,85E-65
	282,26
	0,00
	Hap1

	OleurPic101Chr13+_g20046
	35,32
	-7,85
	0,60
	-13,13
	2,20E-39
	5,34E-37
	70,57
	0,07
	Hap1

	OleurPic101Chr13+_g20047
	793,84
	-13,06
	0,59
	-22,09
	3,65E-108
	3,34E-105
	1587,69
	0,00
	Hap1

	OleurPic101Chr13+_g20669
	813,05
	-9,35
	0,92
	-10,21
	1,72E-24
	2,84E-22
	1626,10
	0,00
	Hap1

	OleurPic101Chr16-_g24393
	40,85
	-7,57
	0,59
	-12,89
	5,12E-38
	1,17E-35
	81,31
	0,39
	Hap1

	OleurPic101Chr16+_g24400
	80,84
	-6,90
	1,01
	-6,81
	9,51E-12
	7,91E-10
	161,68
	0,00
	Hap1

	OleurPic101Chr16+_g24401
	32,24
	-5,40
	0,61
	-8,86
	8,13E-19
	9,95E-17
	63,91
	0,57
	Hap1

	OleurPic101Chr17-_g26771
	6,72
	-4,79
	0,59
	-8,08
	6,33E-16
	6,89E-14
	13,15
	0,29
	Hap1

	OleurPic101Chr19+_g29481
	5,09
	-4,50
	1,26
	-3,55
	0,000378
	0,014194
	10,18
	0,00
	Hap1

	OleurPic101Chr20-_g31008
	29,41
	-8,26
	0,60
	-13,66
	1,80E-42
	4,56E-40
	58,82
	0,00
	Hap1

	OleurPic101Chr21+_g32429
	11,58
	-5,26
	0,94
	-5,59
	2,24E-08
	1,45E-06
	23,16
	0,00
	Hap1

	OleurPic101Chr23+_g34121
	13,86
	-5,13
	0,73
	-7,00
	2,56E-12
	2,20E-10
	27,57
	0,15
	Hap1

	OleurPic101Ctg355+_g35261_16
	82,04
	-8,23
	0,67
	-12,38
	3,33E-35
	7,30E-33
	164,08
	0,00
	Hap1

	OleurPic101Chr02-_g2327
	7,80
	4,66
	0,62
	7,56
	4,16E-14
	3,98E-12
	0,44
	15,15
	Hap2

	OleurPic101Chr02-_g2483
	27,11
	6,39
	0,58
	11,05
	2,29E-28
	4,19E-26
	0,76
	53,47
	Hap2

	OleurPic101Chr02+_g2563
	27,13
	6,82
	0,67
	10,11
	5,17E-24
	8,39E-22
	0,00
	54,26
	Hap2

	OleurPic101Chr03+_g3818
	12,78
	6,19
	0,61
	10,08
	6,80E-24
	1,07E-21
	0,28
	25,28
	Hap2

	OleurPic101Chr04+_g5212
	14,03
	6,09
	0,65
	9,32
	1,12E-20
	1,53E-18
	0,00
	28,05
	Hap2

	OleurPic101Chr05+_g6540
	44,59
	8,36
	0,60
	13,87
	1,02E-43
	2,71E-41
	0,17
	89,02
	Hap2

	OleurPic101Chr07-_g9514
	121,92
	9,16
	0,60
	15,40
	1,70E-53
	5,54E-51
	0,37
	243,46
	Hap2

	OleurPic101Chr07-_g9516
	325,21
	11,64
	0,59
	19,65
	5,42E-86
	3,23E-83
	0,00
	650,42
	Hap2

	OleurPic101Chr07+_g9515
	400,02
	12,07
	0,59
	20,40
	1,62E-92
	1,20E-89
	0,00
	800,04
	Hap2

	OleurPic101Chr09-_g12207
	26,18
	8,10
	0,63
	12,92
	3,38E-38
	7,79E-36
	0,00
	52,36
	Hap2

	OleurPic101Chr09+_g11896
	8,01
	3,72
	1,11
	3,35
	0,000817
	0,028797
	0,00
	16,01
	Hap2

	OleurPic101Chr11+_g17068
	45,18
	8,02
	0,58
	13,84
	1,40E-43
	3,65E-41
	0,00
	90,35
	Hap2

	OleurPic101Chr13+_g21085
	51,13
	8,38
	0,59
	14,14
	2,12E-45
	5,98E-43
	0,08
	102,18
	Hap2

	OleurPic101Chr14+_g22513
	1871,06
	13,36
	0,54
	24,78
	1,56E-135
	1,78E-132
	0,07
	3742,05
	Hap2

	OleurPic101Chr14+_g22613
	6,58
	4,89
	0,95
	5,16
	2,52E-07
	1,44E-05
	0,00
	13,16
	Hap2

	OleurPic101Chr14+_g22615
	6,99
	5,15
	0,86
	6,01
	1,91E-09
	1,36E-07
	0,00
	13,97
	Hap2

	OleurPic101Chr16-_g24352
	112,98
	9,79
	0,59
	16,51
	3,36E-61
	1,26E-58
	0,17
	225,80
	Hap2

	OleurPic101Chr16-_g24869
	55,20
	5,96
	0,76
	7,80
	6,04E-15
	6,14E-13
	0,24
	110,17
	Hap2

	OleurPic101Chr16-_g25194
	69,19
	7,71
	0,56
	13,88
	8,10E-44
	2,18E-41
	0,31
	138,07
	Hap2

	OleurPic101Chr16+_g25020
	25,04
	7,24
	0,59
	12,25
	1,64E-34
	3,49E-32
	0,22
	49,86
	Hap2

	OleurPic101Chr17-_g25890
	883,69
	13,23
	0,59
	22,39
	4,81E-111
	4,71E-108
	0,00
	1767,38
	Hap2

	OleurPic101Chr17-_g26628
	299,59
	11,49
	0,61
	18,70
	5,39E-78
	2,84E-75
	0,00
	599,18
	Hap2

	OleurPic101Ctg012+_g35238
	5,26
	5,42
	0,92
	5,87
	4,31E-09
	2,98E-07
	0,00
	10,52
	Hap2

	OleurPic101Ctg012+_g35238_20
	8,82
	6,15
	0,76
	8,05
	8,43E-16
	9,10E-14
	0,00
	17,64
	Hap2

	OleurPic101Ctg310+_g35252
	244,65
	10,72
	0,58
	18,59
	3,82E-77
	1,91E-74
	0,00
	489,31
	Hap2

	OleurPic101Ctg335+_g35255
	103,36
	8,54
	0,64
	13,39
	6,67E-41
	1,66E-38
	0,00
	206,71
	Hap2

	OleurPic101Scf13+_g35278_1
	31,68
	7,88
	0,60
	13,11
	2,98E-39
	7,10E-37
	0,00
	63,36
	Hap2
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