Supplementary Table S1. Corrected glioblastoma-versus-normal discriminant microRNAs (non-overlap rule, n = 39; 38 with |log₂ fold-change| > 1). Independent TCGA-GBM direction of change and PubMed glioma/glioblastoma coverage (June 2026) are shown. The five neglected candidates—strongly dysregulated yet sparsely studied—are shaded and marked in the final column; all are direction-concordant in TCGA-GBM.
	microRNA
	Direction
	log2FC
(corrected)
	log2FC
(TCGA-GBM)
	Concordant
	Glioma papers
(PubMed)
	Neglected
candidate

	miR-423-5p
	up in GBM
	+5.84
	+4.27
	yes
	13
	

	miR-501-5p
	up in GBM
	+4.91
	+3.71
	yes
	3
	●

	miR-452-5p
	up in GBM
	+4.88
	-0.51
	no
	7
	

	miR-127-3p
	up in GBM
	+4.51
	-2.10
	no
	9
	

	miR-494-3p
	up in GBM
	+4.21
	+2.59
	yes
	12
	

	miR-382-5p
	up in GBM
	+3.63
	+0.14
	yes
	11
	

	miR-502-3p
	up in GBM
	+3.60
	+5.50
	yes
	1
	●

	miR-503-5p
	up in GBM
	+3.43
	+3.10
	yes
	8
	

	miR-424-5p
	up in GBM
	+3.31
	+3.10
	yes
	18
	

	miR-532-3p
	up in GBM
	+2.87
	+0.39
	yes
	5
	

	miR-296-5p
	up in GBM
	+2.74
	+3.02
	yes
	18
	

	miR-379-5p
	up in GBM
	+2.61
	-10.12
	no
	13
	

	miR-193b-3p
	up in GBM
	+2.52
	+2.26
	yes
	4
	●

	miR-455-5p
	up in GBM
	+2.39
	+3.85
	yes
	8
	

	miR-652-3p
	up in GBM
	+2.34
	+3.88
	yes
	3
	●

	miR-339-3p
	up in GBM
	+2.31
	+3.10
	yes
	12
	

	miR-221-3p
	up in GBM
	+2.29
	+2.67
	yes
	94
	

	miR-485-5p
	up in GBM
	+2.27
	-2.17
	no
	19
	

	miR-320a
	up in GBM
	+2.24
	+3.01
	yes
	13
	

	miR-455-3p
	up in GBM
	+2.06
	+3.85
	yes
	8
	

	miR-484
	up in GBM
	+1.81
	+2.11
	yes
	4
	

	miR-181a-5p
	up in GBM
	+1.53
	+2.67
	yes
	35
	

	miR-429
	up in GBM
	+1.50
	-0.39
	no
	16
	

	miR-532-5p
	up in GBM
	+1.25
	+0.39
	yes
	5
	

	let-7b-5p
	up in GBM
	+1.06
	+2.92
	yes
	27
	

	miR-181c-5p
	up in GBM
	+0.98
	-0.25
	no
	13
	

	miR-150-5p
	up in normal
	-1.71
	+2.23
	no
	15
	

	miR-19a-3p
	up in normal
	-1.80
	-3.58
	yes
	23
	

	miR-342-3p
	up in normal
	-2.00
	+3.45
	no
	16
	

	miR-374a-5p
	up in normal
	-2.47
	-6.10
	yes
	7
	

	miR-20a-5p
	up in normal
	-2.55
	+0.42
	no
	29
	

	miR-29b-3p
	up in normal
	-2.89
	-4.03
	yes
	24
	

	miR-19b-3p
	up in normal
	-2.96
	-3.57
	yes
	21
	

	miR-33b-5p
	up in normal
	-3.68
	+1.34
	no
	6
	

	miR-101-3p
	up in normal
	-4.18
	-10.54
	yes
	39
	

	miR-32-5p
	up in normal
	-5.67
	-1.63
	yes
	2
	●

	miR-27b-3p
	up in normal
	-5.97
	-0.15
	yes
	15
	

	miR-338-3p
	up in normal
	-6.06
	-7.01
	yes
	33
	

	miR-139-5p
	up in normal
	-6.18
	-0.65
	yes
	36
	


log₂ fold-change is given as glioblastoma versus normal brain (positive = higher in glioblastoma). Concordant = sign agreement between the corrected cohort and TCGA-GBM. Overall sign concordance 29/39 (74%).


