Appendix 1.1

	Combined analysis of variance over all Brassica napus L. restorer crosses and cycles (C0, C1, C2) of intermating for mean pod number at S2 and S3.
S2a

	Source
	Degrees of freedom
	Sum of squares
	Mean sum of squares
	F-value
	Pr>F

	Total
	629
	180409.3
	
	
	

	Rep
	2
	3719.14
	1859.57
	9.07
	0.0001

	Cycle
	2
	2069.92
	1034.96
	5.05
	0.0067

	Family
	13
	65.27.05
	502.08
	2.44
	0.0032

	Cross
	4
	30323.89
	7580.97
	36.80
	0.0000

	Cycle x cross
	8
	14161.05
	1770.13
	8.59
	0.0000

	Residual
	600
	113973.7
	204.98
	
	





	S3a
	
	
	
	

	Total
	629
	240376.93
	
	
	

	Rep
	2
	25839.39
	12919.70
	43.23
	0.0000

	Cycle
	2
	541.14
	270.57
	0.91
	0.3748

	Family
	13
	11205.40
	861.95
	2.88
	0.0005

	Cross
	4
	20491.12
	5122.78
	17.14
	0.0000

	Cycle x cross
	8
	2989.90
	373.73
	1.25
	0.2670

	Residual
	600
	179309.95
	298.85
	
	

	a S2 and S3 correspond to the evaluation after two and three selfings for experiment 1 and 2 respectively. 


















Appendix.1.2

	Combined analysis of variance over all Brassica napus L. restorer crosses and cycles (C0, C1, C2) of intermating for mean seeds per pod at S2 and S3.
S2a

	Source
	Degrees of freedom
	Sum of squares
	Mean sum of squares
	F-value
	Pr>F

	Total
	629
	529.38
	
	
	

	Rep
	2
	0.07
	0.03
	0.08
	0.9244

	Cycle
	2
	0.40
	0.20
	0.45
	0.6366

	Family
	13
	99.35
	7.64
	1.68
	0.0620

	Cross
	4
	962.31
	240.57
	52.75
	0.0000

	Cycle x cross
	8
	132.26
	16.53
	3.63
	0.0004

	Residual
	600
	2736.43
	4.56
	
	









	S3a
	
	
	
	
	

	Total
	629
	5231.09
	
	
	

	Rep
	2
	110.49
	55.24
	9.94
	0.0001

	Cycle
	2
	0.73
	0.36
	0.06
	0.9425

	Family
	13
	464.59
	35.83
	5.78
	0.0000

	Cross
	4
	812.25
	203.06
	32.86
	0.0000

	Cycle x cross
	8
	134.71
	16.84
	2.72
	0.0059

	Residual
	600
	3708.30
	6.18
	
	

	a S2 and S3 correspond to the evaluation after two and three selfings for experiment 1 and 2 respectively.













Appendix 1.3

	Combined analysis of variance over all Brassica napus L. restorer crosses and cycles (C0, C1, C2) of intermating for mean thousand seed weight (g) at S2 and S3.
S2a

	Source
	Degrees of freedom
	Sum of squares
	Mean sum of squares
	F-value
	Pr> F

	Total
	629
	228.68
	
	
	

	Rep
	2
	3.11
	1.55
	5.13
	0.0062

	Cycle
	2
	1.52
	0.76
	2.5
	0.0826

	Family
	13
	7.46
	0.57
	1.68
	0.0612

	Cross
	4
	2.59
	0.64
	1.89
	0.1098

	Cycle x cross
	8
	8.86
	1.10
	3.24
	0.0013

	Residual
	600
	205.13
	0.34
	
	









	S3a
	
	
	
	
	

	Total
	629
	138.67
	
	
	

	Rep
	2
	2.53
	1.26
	8.36
	0.0003

	Cycle
	2
	0.20
	0.10
	0.69
	0.5024

	Family
	13
	7.06
	1.26
	7.07
	0.0009

	Cross
	4
	20.01
	5.00
	27.97
	0.0000

	Cycle x cross
	8
	1.49
	0.18
	1.05
	0.40001

	Residual
	600
	107.36
	0.17
	
	

	aS2 and S3 correspond to the evaluation after two and three selfings for experiment 1 and 2 respectively.













Appendix 1.4


	Combined analysis of variance over all Brassica napus L. restorer crosses and cycles (C0, C1, C2) of intermating for mean yield (g) at S2 and S3.
S2a

	Source
	Degrees of freedom
	Sum of squares
	Mean sum of squares
	F-value
	Pr>F

	Total
	629
	191.66
	
	
	

	Rep
	2
	3.16
	1.58
	8.32
	0.0003

	Cycle
	2
	3.35
	1.67
	8.81
	0.0002

	Family
	13
	5.95
	0.45
	2.39
	0.0040

	Cross
	4
	54.31
	13.58
	70.75
	0.0000

	Cycle x cross
	8
	9.70
	1.21
	6.32
	0.0000

	Residual
	600
	115.16
	0.19
	
	


	S3a
	
	
	
	
	

	Total
	629
	457.80
	
	
	

	Rep
	2
	52.14
	26.07
	51.72
	0.0000

	Cycle
	2
	0.10
	0.05
	0.11
	0.8973

	Family
	13
	27.30
	2.10
	3.68
	0.0000

	Cross
	4
	27.89
	6.97
	12.20
	0.0000

	Cycle x cross
	8
	7.42
	0.92
	1.62
	0.1147

	Residual
	600
	342.91
	0.57
	
	

	aS2 and S3 correspond to the evaluation after two and three selfings for experiment 1 and 2 respectively.
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Appendix 2.1
	Individual family mean pod number values for each cycle (C0, C1, C2) of cross 1 
at the second (S2) and third selfing (S3).

	Family
	S2a
	S3b

	
	C0
	C1
	C2
	C0
	C1
	C2

	1
	48.50
	55.00
	49.80
	70.33
	84.47
	76.92

	2
	51.50
	52.83
	40.91
	79.58
	101.28
	81.58

	3
	45.25
	50.36
	47.16
	74.58
	86.08
	58.72

	4
	48.41
	54.91
	36.39
	81.83
	115.42
	55.86

	5
	40.41
	33.80
	38.29
	71.42
	67.58
	71.17

	6
	46.75
	45.33
	46.25
	72.42
	62.25
	72.92

	7
	51.91
	47.91
	42.16
	71.42
	67.33
	66.42

	8
	43.00
	47.25
	47.47
	87.75
	73.92
	64.58

	9
	48.25
	53.58
	35.08
	75.08
	75.58
	87.92

	10
	59.41
	62.33
	42.66
	78.17
	75.17
	96.92

	11
	54.91
	59.33
	46.33
	69.42
	68.58
	94

	12
	47.41
	59.66
	47.08
	63.83
	90.42
	82.75

	UM300c
	59.08
	59.08
	59.08
	59.92
	59.92
	59.92

	UM800c
	46.08
	46.08
	46.08
	94.42
	94.42
	94.42

	a LSD (P = 0.05) 18.61
b LSD (P = 0.05) 24.66

	c Parents were grown within the same experiment as controls without intermating.


	

Appendix 2.2
	Individual family mean pod number values for each cycle (C0, C1, C2) of cross 2 
at the second (S2) and third selfing (S3).

	Family
	 
	S2a
	 
	 
	S3b
	 

	
	C0
	C1
	C2
	C0
	C1
	C2

	1
	48.41
	37.94
	20.25
	72.33
	68.92
	74.92

	2
	58.7
	28.51
	29.22
	56.58
	73.39
	82.92

	3
	44.22
	50.39
	31.5
	61.75
	68
	54.08

	4
	40
	36.22
	22.16
	67.67
	51.67
	78.25

	5
	56.39
	31.16
	33.83
	68.92
	66.67
	68.5

	6
	62.25
	26.91
	50.61
	72.42
	77.25
	74.58

	7
	75.36
	25.94
	37.22
	53.92
	89.5
	58.5

	8
	63.83
	30.02
	43.08
	71.92
	44.28
	66.08

	9
	72.33
	30.47
	58.55
	61.17
	66.92
	77.89

	10
	55.64
	33
	49.08
	83.58
	73
	69.69

	11
	64.86
	22.47
	38.52
	68.67
	86.25
	71

	12
	45.36
	34.83
	41.75
	70.33
	71.42
	84.42

	UM400c
	45.83
	45.83
	45.83
	      55.00
	       55.00
	      55.00

	UM900c
	23.97
	23.97
	23.97
	66.22
	       66.22
	       66.22

	a LSD (P = 0.05) 20.43
b LSD (P = 0.05) 20.55

	c Parents were grown within the same experiment as controls without intermating.




Appendix 2.3
	Individual family mean pod number values for each cycle (C0, C1, C2) of cross 3 
at the second (S2) and third selfing (S3).

	Family
	 
	S2a
	 
	 
	S3b
	 

	
	C0
	C1
	C2
	C0
	C1
	C2

	1
	45.33
	63.75
	28
	84
	93.92
	85.33

	2
	41.27
	53.39
	25.33
	71.42
	93.42
	75.83

	3
	41.5
	40.75
	22.83
	75.92
	85.92
	85.58

	4
	10.69
	65.58
	33.19
	75.67
	69.08
	82.5

	5
	19.66
	52.77
	44.8
	81
	81.17
	94

	6
	14.47
	47.61
	46.25
	58.67
	86.25
	92.67

	7
	16.76
	41.58
	34.85
	79.75
	73
	89.75

	8
	18.16
	51.58
	31.39
	61.25
	61.08
	103

	9
	21.41
	29
	32.83
	69.08
	76.67
	78.33

	10
	57.66
	46.17
	42.53
	98.58
	80.75
	80.08

	11
	61.92
	22.14
	26.33
	93.58
	81.08
	91.33

	12
	63.5
	36.41
	33.33
	89.42
	76.08
	100.08

	UM500c
	27.25
	24.67
	24.67
	95.08
	95.08
	95.08

	UM700c
	25.91
	20.5
	20.5
	83.58
	83.58
	83.58

	a LSD (P = 0.05) 14.97
b LSD (P = 0.05) 26.06

	c Parents were grown within the same experiment as controls without intermating.





Appendix 2.4
	Individual family mean pod number values for each cycle (C0, C1, C2) of cross 4 
at the second (S2) and third selfing (S3).

	Family
	 
	S2a
	 
	 
	S3b
	 

	
	C0
	C1
	C2
	C0
	C1
	C2

	1
	34.55
	25.22
	20.61
	69.75
	70.58
	74.81

	2
	22.33
	24.59
	38.43
	78.5
	66.75
	73.94

	3
	29.75
	35.26
	27
	68.83
	80.08
	77.25

	4
	30.58
	18.16
	23.11
	70.67
	105.67
	84.83

	5
	24.44
	30.77
	13.80
	92.22
	83.75
	79.33

	6
	18.72
	31.77
	21.83
	75.67
	71.42
	74.25

	7
	21.75
	29.69
	42.05
	75.25
	76.28
	84.92

	8
	17.94
	39.33
	21.5
	77
	78.5
	72

	9
	26.61
	27.66
	47.84
	77
	67.17
	72

	10
	21
	24.16
	2.91
	107.08
	75
	64.05

	11
	27
	23.14
	27.12
	89.67
	75.67
	64.78

	12
	28.22
	23.58
	59.44
	77.33
	87.83
	61.67

	UM600c
	33.41
	33.41
	33.47
	62.97
	62.97
	62.97

	UM1000c
	35.47
	35.47
	35.47
	98.83
	98.83
	98.83

	a LSD (P = 0.05) 13.97
b LSD (P = 0.05) 29.70

	c Parents were grown within the same experiment as controls without intermating.




Appendix 2.5
	Individual family mean pod number values for each cycle (C0, C1, C2) of cross 5
at the second (S2) and third selfing (S3).

	Family
	 
	S2a
	 
	 
	S3b
	 

	
	C0
	C1
	C2
	C0
	C1
	C2

	1
	40.27
	20.75
	20.16
	60.16
	83.05
	45.667

	2
	45.97
	38.75
	38.72
	64.33
	67.5
	77.5

	3
	30.11
	36.41
	38.83
	55.41
	75.41
	54.167

	4
	76.5
	49.41
	49.69
	62.08
	73.83
	83.25

	5
	42.83
	57.80
	49.41
	68.33
	60.05
	75.417

	6
	36.27
	53.27
	47.91
	65.16
	63.80
	58.583

	7
	38.83
	42.75
	33.41
	62.08
	57.39
	75.583

	8
	35.33
	60.51
	28.33
	73.33
	60.25
	71.333

	9
	32.94
	75.66
	32.27
	70.08
	73.83
	61.75

	10
	33.14
	61.91
	70.69
	60.5
	76.5
	65.61

	11
	44.83
	49.5
	46.66
	52.08
	48
	55.307

	12
	47
	46.91
	44.33
	63.47
	59.75
	54.667

	UM500c
	55.33
	55.33
	55.33
	87.41
	87.41
	87.41

	UM700c
	25.91
	20.5
	20.5
	83.58
	83.58
	83.58

	a LSD (P = 0.05) 19.55
b LSD (P = 0.05) 25.56

	c Parents were grown within the same experiment as controls without intermating.





Appendix 2.6
	Individual family mean rating values for each cycle (C0, C1, C2) of cross 1 
at the second (S2) and third selfing (S3).

	Family
	 
	S2a
	 
	 
	S3b
	 

	
	C0
	C1
	C2
	C0
	C1
	C2

	1
	3.77
	3.58
	3.30
	3.5
	4
	4.66

	2
	4
	3.5
	3.66
	4
	3.44
	4

	3
	3.91
	3.75
	3.25
	3.75
	3.66
	4.16

	4
	3.2
	3.58
	4.05
	3.83
	3.66
	9.61

	5
	4.41
	4.14
	3.91
	3.83
	4.66
	4.83

	6
	3.58
	3.83
	3.66
	4.66
	4.58
	4.33

	7
	3.41
	4
	3.16
	4.5
	4.16
	5.33

	8
	4
	4.5
	3.22
	3.66
	4.25
	4.16

	9
	3.83
	3.91
	3.58
	4
	4.33
	3.5

	10
	3.75
	3.58
	3.66
	4.08
	4
	3

	11
	3.66
	3.22
	3.83
	4.08
	5
	4.33

	12
	3.41
	3.41
	3.66
	4
	4
	4.33

	UM300c
	3.08
	3.08
	3.08
	3.83
	3.83
	3.83

	UM800c
	2.75
	2.75
	2.7
	4.16
	4.16
	4.16

	a LSD (P = 0.05) 0.79
b LSD (P = 0.05) 1.90

	c Parents were grown within the same experiment as controls without intermating.




Appendix 2.7
	Individual family mean rating values (1-9 scale) for each cycle (C0, C1, C2) of cross 2 at the second (S2) and third selfing (S3).

	Family
	 
	S2a
	 
	 
	S3b
	 

	
	C0
	C1
	C2
	C0
	C1
	C2

	1
	4.58
	5.30
	4.83
	5
	4.83
	4.25

	2
	4.58
	6.89
	4.78
	5.33
	4.69
	4

	3
	5
	5.16
	4.5
	5
	5
	5.83

	4
	4.66
	4.83
	4.78
	5
	4.83
	4.16

	5
	4.58
	4.66
	4.91
	4.91
	4.5
	3.83

	6
	4.25
	4.66
	5
	4.83
	4
	4.08

	7
	4.39
	5.61
	4.69
	4.75
	4.25
	5

	8
	4.41
	5.09
	4.75
	4.25
	4.19
	4.91

	9
	4.5
	4.83
	5.08
	4.25
	4.91
	4.16

	10
	4.64
	4.58
	4.52
	4
	4.16
	4.16

	11
	4.91
	4.83
	4.86
	3.91
	4.08
	4.08

	12
	4.88
	5
	4.75
	4.39
	4.33
	4.08

	UM400c
	4.25
	4.25
	4.2
	4.08
	4.08
	4.08

	UM900c
	4.89
	4.89
	4.89
	2.66
	2.66
	2.66

	a LSD (P = 0.05) 0.96
b LSD (P = 0.05) 0.89

	c Parents were grown within the same experiment as controls without intermating.




Appendix 2.8
	Individual family mean rating values (1-9 scale) for each cycle (C0, C1, C2) of cross 3 at the second (S2) and third selfing (S3).

	Family
	 
	S2a
	 
	 
	S3b
	 

	
	C0
	C1
	C2
	C0
	C1
	C2

	1
	4.91
	4.41
	5.66
	4
	4.25
	4.5

	2
	4.91
	4.66
	5
	4.58
	4.41
	4

	3
	5.22
	4.91
	5.66
	4.08
	4
	4

	4
	5.06
	4.66
	4.5
	4.25
	5
	3.33

	5
	5.89
	5.06
	4.89
	4.91
	5
	3.41

	6
	6.66
	4.83
	5.08
	4.5
	5
	3.16

	7
	7.03
	5.33
	5.74
	5
	4.25
	3.33

	8
	6.25
	4.91
	4.8
	5.33
	4
	3.91

	9
	5.44
	4.83
	5
	4.08
	3.58
	4.16

	10
	4.66
	5
	4.9
	3.66
	4.33
	4

	11
	4
	5
	5.44
	4
	4.08
	4.08

	12
	4.66
	5
	4.89
	4.08
	4
	4

	UM500c
	4.64
	4.64
	4.64
	4
	4
	4

	UM700c
	4.83
	4.83
	4.83
	5
	5
	5

	a LSD (P = 0.05) 1.26
b LSD (P = 0.05) 0.39

	c Parents were grown within the same experiment as controls without intermating.





Appendix 2.9
	Individual family mean rating values (1-9 scale) for each cycle (C0, C1, C2) of cross 4 at the second (S2) and third selfing (S3).

	Family
	 
	S2a
	 
	 
	S3b
	 

	
	C0
	C1
	C2
	C0
	C1
	C2

	1
	5.05
	4.68
	5.22
	4
	3
	3.66

	2
	5.44
	4.80
	4.97
	3.16
	4.25
	4.11

	3
	4.75
	5.18
	4.91
	4
	4
	3.16

	4
	4.66
	5.5
	4.83
	4.16
	3.66
	3.58

	5
	4.33
	4.53
	4.88
	3.77
	3
	4.08

	6
	6.77
	4.41
	5
	3.89
	3.08
	4

	7
	4.83
	4.77
	5.05
	3.66
	4
	4.19

	8
	6.55
	4.41
	5.25
	4
	4.66
	4.16

	9
	4.58
	4.61
	4.80
	3.91
	4
	4.33

	10
	5.66
	4.66
	8.02
	4
	4
	4.44

	11
	5.41
	4.80
	5.05
	3.41
	4
	4.08

	12
	4.80
	4.91
	4.44
	4
	3.83
	4

	UM600c
	4.66
	4.66
	4.66
	3.66
	3.66
	3.66

	UM1000c
	4.72
	4.72
	4.72
	3.66
	3.66
	3.66

	a LSD (P = 0.05) 0.98
b LSD (P = 0.05) 0.60

	c Parents were grown within the same experiment as controls without intermating.




Appendix 2.10
	Individual family mean rating values for each cycle (C0, C1, C2) of cross 5 
at the second (S2) and third selfing (S3).

	Family
	 
	S2a
	 
	 
	S3b
	 

	
	C0
	C1
	C2
	C0
	C1
	C2

	1
	4.72
	4.58
	4.44
	4
	3.917
	4

	2
	4.30
	4.75
	4.47
	4
	4.443
	4.08

	3
	4.22
	4.5
	4.83
	3.66
	3.667
	4.08

	4
	3.58
	4.83
	4
	2
	3
	3.91

	5
	4
	4.33
	4
	2
	4.5
	2.91

	6
	4.19
	3.36
	4.16
	2
	3.86
	3.66

	7
	4.02
	4
	3.80
	2
	4.5
	4.08

	8
	4
	3.91
	4.75
	2.75
	4.083
	3.02

	9
	3.61
	3
	4.58
	2.39
	4
	4

	10
	3.55
	4
	3.5
	4
	3.667
	4.19

	11
	3.72
	3.91
	3.94
	3.75
	4
	4.19

	12
	3.77
	4.08
	4
	3.08
	4
	4.08

	UM500c
	3.86
	3.86
	3.86
	3
	3
	3

	UM700c
	4.83
	4.83
	4.83
	4
	4
	4

	a LSD (P = 0.05) 0.61
b LSD (P = 0.05) 0.48

	c Parents were grown within the same experiment as controls without intermating.




Appendix 2.11
	Individual family mean seeds per pod values for each cycle (C0, C1, C2) of cross 1
at the second (S2) and third selfing (S3).

	Family
	 
	S2a
	 
	 
	S3b
	 

	
	C0
	C1
	C2
	C0
	C1
	C2

	1
	9.62
	5.84
	9.16
	13.67
	9.77
	8.32

	2
	7.91
	5.68
	8.05
	10.26
	13.32
	10.81

	3
	8.43
	5.18
	10.13
	10.73
	12.01
	10.73

	4
	9.77
	8.05
	3.55
	10.73
	9.96
	4.45

	5
	4.5
	6.02
	6.86
	9.54
	7.89
	6.63

	6
	7.44
	6.25
	6.89
	8.81
	11.69
	8.7

	7
	7.02
	6.33
	8.13
	10
	12.24
	10.97

	8
	8.08
	6.10
	7.16
	10.32
	8.16
	9.43

	9
	6.21
	10.00
	7.08
	9.02
	13.79
	12.23

	10
	6.46
	9.19
	4.74
	9.21
	8.86
	12.76

	11
	4.49
	8.54
	3.72
	8.75
	7.99
	8.15

	12
	6.05
	9.54
	6.59
	10.36
	9.2
	9.45

	UM300c
	8.23
	8.23
	8.23
	13.80
	13.80
	13.80

	UM800c
	6.79
	6.79
	6.79
	9.15
	9.157
	9.15

	a LSD (P = 0.05) 3.32
b LSD (P = 0.05) 2.80

	c Parents were grown within the same experiment as controls without intermating.




Appendix 2.12
	Individual family mean seeds per pod values for each cycle (C0, C1, C2) of cross 2
at the second (S2) and third selfing (S3).

	Family
	 
	S2a
	 
	 
	S3b
	 

	
	C0
	C1
	C2
	C0
	C1
	C2

	1
	5.38
	4.78
	3.97
	9.98
	7.00
	8.37

	2
	3.73
	1.98
	4.58
	7.88
	4.96
	9.07

	3
	5.24
	5.58
	5.14
	8.45
	8.02
	6.58

	4
	3.60
	4.27
	5.49
	8.08
	8.23
	8.77

	5
	5.7
	4.20
	5.22
	7.62
	9.95
	9.19

	6
	6.22
	4.79
	4.45
	8.31
	8.86
	8.60

	7
	4.55
	7.88
	5.68
	6.45
	8.45
	7.3

	8
	7.15
	2.28
	9.27
	9.28
	7.61
	9.72

	9
	5.93
	3.50
	7.76
	9.57
	7.78
	10.40

	10
	5.68
	5.92
	8.13
	8.84
	9.34
	10.27

	11
	5.99
	5.24
	7.69
	10.96
	8.32
	8.45

	12
	6.09
	5.13
	8.18
	10.11
	7.57
	11.45

	UM400c
	4.60
	4.60
	4.60
	12.23
	12.23
	12.23

	UM900c
	3.09
	3.09
	3.09
	11.50
	11.50
	11.50

	a LSD (P = 0.05) 2.97
b LSD (P = 0.05) 4.03

	c Parents were grown within the same experiment as controls without intermating.





Appendix 2.13
	Individual family mean seeds per pod values for each cycle (C0, C1, C2) of cross 3
at the second (S2) and third selfing (S3).

	Family
	 
	S2a
	 
	 
	S3b
	 

	
	C0
	C1
	C2
	C0
	C1
	C2

	1
	3.91
	4.92
	2.07
	8.32
	8.84
	5.57

	2
	2.74
	3.97
	1.56
	6.14
	7.50
	7.40

	3
	2.98
	2.76
	1.99
	7.66
	7.51
	6.37

	4
	2.98
	6.52
	8.67
	6.95
	8.24
	10.93

	5
	3.68
	3.05
	3.52
	5.57
	7.86
	7.99

	6
	6.03
	2.77
	3.02
	7.42
	7.74
	8.59

	7
	4.21
	2.30
	5.59
	8.41
	6.72
	6.78

	8
	3.56
	6.78
	6.77
	6.19
	9.76
	7.4

	9
	3.93
	3.68
	1.52
	8.38
	8.63
	6.07

	10
	4.48
	2.79
	1.86
	9.05
	7.18
	7.47

	11
	3.85
	3.32
	1.76
	7.63
	5.52
	7.71

	12
	3.94
	2.89
	1.70
	8.36
	7.63
	6.26

	UM500c
	3.31
	3.31
	3.31
	13.43
	13.43
	13.43

	UM700c
	3.46
	3.46
	3.46
	5.91
	5.91
	5.91

	a LSD (P = 0.05) 3.23
b LSD (P = 0.05) 2.56

	c Parents were grown within the same experiment as controls without intermating.




Appendix 2.14
	Individual family mean seeds per pod values for each cycle (C0, C1, C2) of cross 4
at the second (S2) and third selfing (S3).

	Family
	 
	S2a
	 
	 
	S3b
	 

	
	C0
	C1
	C2
	C0
	C1
	C2

	1
	3.13
	4.18
	3.53
	7.31
	10.69
	11.06

	2
	3.01
	3.96
	3.9
	9.51
	8.78
	7.94

	3
	4.37
	5.31
	3.01
	8.13
	9.82
	11.05

	4
	3.24
	5.16
	3.75
	6.02
	9.84
	11.41

	5
	3.38
	6.87
	1.74
	9.01
	13.03
	7.61

	6
	3.86
	4.80
	4.21
	8.40
	10.43
	11.04

	7
	4.46
	5.61
	1.18
	10.32
	9.59
	8.41

	8
	6.14
	5.12
	5.36
	8.47
	7.8
	11.65

	9
	5.23
	3.95
	2.38
	6.8
	8.04
	7.58

	10
	6.14
	3.31
	0.08
	7.41
	12.57
	8.39

	11
	4.32
	2.71
	0.74
	10.36
	7.93
	8.40

	12
	5.49
	2.72
	2.37
	6.97
	9.87
	8.96

	UM600c
	4.46
	4.46
	4.46
	11.49
	11.49
	11.49

	UM1000c
	4.41
	4.41
	4.41
	10.66
	10.66
	10.66

	a LSD (P = 0.05) 2.23
b LSD (P = 0.05) 4.06

	c Parents were grown within the same experiment as controls without intermating.




Appendix 2.15
	Individual family mean seeds per pod values for each cycle (C0, C1, C2) of cross 5
at the second (S2) and third selfing (S3).

	Family
	 
	S2a
	 
	 
	S3b
	 

	
	C0
	C1
	C2
	C0
	C1
	C2

	1
	3.04
	5.70
	6.61
	8.6
	7.65
	12.37

	2
	5.41
	3.60
	4.30
	10.52
	7.91
	9.88

	3
	2.6
	6.36
	3.59
	10.58
	9.30
	9.58

	4
	5.67
	3.50
	3.11
	12.61
	11.08
	10.28

	5
	5.09
	6.13
	7.56
	16.00
	7.96
	17.47

	6
	4.45
	4.20
	6.35
	15.42
	10.55
	12.81

	7
	3.6
	3.22
	4.26
	11.43
	8.88
	9.40

	8
	4.09
	4.29
	3.13
	12.20
	10.47
	10.75

	9
	4.53
	8.61
	3.61
	13.11
	14.37
	10.85

	10
	4.14
	6.33
	5.71
	11.69
	11.23
	9.48

	11
	3.95
	7.27
	5.94
	11.88
	10.07
	8.36

	12
	3.77
	5.763
	6.50
	10.73
	12.88
	12.21

	UM500c
	7.61
	7.61
	7.61
	10.68
	10.68
	10.68

	UM700c
	3.46
	3.46
	3.46
	13.43
	13.43
	13.43

	a LSD (P = 0.05) 2.95
b LSD (P = 0.05) 3.44

	c Parents were grown within the same experiment as controls without intermating.




Appendix 2.16
	Individual family mean thousand seed weight (g) values for each cycle (C0, C1, C2) of cross 1
at the second (S2) and third selfing (S3).

	Family
	 
	S2a
	 
	 
	S3b
	 

	
	C0
	C1
	C2
	C0
	C1
	C2

	1
	3.82
	4.04
	3.19
	3.54
	3.46
	3.67

	2
	4.13
	3.87
	3.37
	3.75
	3.51
	3.71

	3
	4.12
	4.05
	3.58
	3.66
	3.58
	4.1

	4
	3.71
	3.38
	3.57
	3.50
	3.04
	4.69

	5
	4.29
	3.79
	3.63
	3.87
	3.96
	4.54

	6
	4.21
	3.79
	3.29
	3.79
	3.58
	3.92

	7
	4.38
	3.71
	3.29
	3.96
	3.41
	3.92

	8
	3.96
	3.71
	3.07
	3.63
	4.48
	3.83

	9
	4
	3.42
	3.13
	4.17
	3.42
	3.50

	10
	4.04
	4.13
	3.54
	3.91
	3.92
	3.58

	11
	4.04
	3.44
	3.58
	3.88
	4.42
	3.33

	12
	4.08
	3.46
	3.04
	4.16
	3.54
	3.71

	UM300c
	3.21
	3.21
	3.21
	4.00
	4.00
	4.00

	UM800c
	4.08
	4.08
	4.08
	3.96
	3.96
	3.96

	a LSD (P = 0.05) 0.75
b LSD (P = 0.05) 0.55

	c Parents were grown within the same experiment as controls without intermating.





Appendix 2.17

	Individual family mean thousand seed weight (g) values for each cycle (C0, C1, C2) of cross 2
at the second (S2) and third selfing (S3).

	Family
	 
	S2a
	 
	 
	S3b
	 

	
	C0
	C1
	C2
	C0
	C1
	C2

	1
	3.58
	4.03
	3.33
	4.00
	3.96
	3.79

	2
	3.87
	2.91
	3.22
	3.63
	3.32
	3.48

	3
	3.68
	3.82
	3.08
	4.08
	3.96
	4.08

	4
	3.64
	3.87
	3.26
	4.04
	4.25
	3.75

	5
	3.40
	4.04
	3.79
	4.21
	4.00
	3.83

	6
	4.54
	4.08
	3.83
	3.96
	3.87
	3.6

	7
	3.6
	3.07
	3.30
	3.75
	3.92
	4.04

	8
	3.92
	2.79
	3.54
	3.83
	4.11
	4.14

	9
	3.88
	4.15
	3.44
	3.83
	4.00
	3.68

	10
	3.6
	3.79
	3.52
	4.00
	4.04
	3.87

	11
	3.71
	3.51
	3.79
	3.60
	4.04
	3.88

	12
	3.44
	3.08
	3.25
	3.61
	3.83
	3.58

	UM4003
	3.63
	3.63
	3.63
	3.71
	3.71
	3.71

	UM9003
	3.51
	3.51
	3.51
	3.43
	3.43
	3.43

	a LSD (P = 0.05) 0.95
b LSD (P = 0.05) 0.62

	c Parents were grown within the same experiment as controls without intermating.

	

	




Appendix 2.18
	Individual family mean thousand seed weight (g) values for each cycle (C0, C1, C2) of cross 3
at the second (S2) and third selfing (S3).

	Family
	 
	S2a
	 
	 
	S3b
	 

	
	C0
	C1
	C2
	C0
	C1
	C2

	1
	4.25
	3.29
	4
	3.61
	3.62
	4.37

	2
	4.42
	3.65
	3.11
	3.90
	4.08
	3.92

	3
	4.08
	4.88
	3.66
	3.75
	4.08
	4.42

	4
	2.47
	3.25
	2.93
	3.23
	3.83
	3.58

	5
	3.33
	3.56
	3.91
	4.29
	3.92
	3.67

	6
	2.82
	4.55
	3.48
	4.29
	3.92
	3.33

	7
	3.13
	4.25
	3.47
	3.96
	4.33
	4.29

	8
	3.08
	3.83
	3.39
	4.97
	4.17
	3.62

	9
	3.35
	2.97
	4.5
	4.04
	4.21
	4.17

	10
	3.83
	4.5
	4.76
	3.50
	3.67
	3.71

	11
	4.63
	3.69
	3.75
	4.04
	4.46
	3.75

	12
	4.25
	3.67
	4.44
	3.62
	3.96
	3.62

	UM500c
	3.69
	3.69
	3.69
	3.12
	3.12
	3.12

	UM700c
	3.5
	3.5
	3.5
	4.33
	4.33
	4.33

	a LSD (P = 0.05) 0.71
b LSD (P = 0.05) 0.63

	c Parents were grown within the same experiment as controls without intermating.





Appendix 2.19
	Individual family mean thousand seed weight (g) values for each cycle (C0, C1, C2) of cross 4 at the second (S2) and third selfing (S3).

	Family
	 
	S2a
	 
	 
	S3b
	 

	
	C0
	C1
	C2
	C0
	C1
	C2

	1
	3.4
	3.38
	3.75
	3.58
	3.29
	3.25

	2
	3.11
	3.25
	3.71
	3.53
	3.58
	3.46

	3
	3.96
	3.67
	3.62
	3.96
	3.58
	3.44

	4
	3.79
	3.83
	3.76
	3.79
	3.29
	3.12

	5
	4.29
	3.5
	3.73
	3.44
	3.31
	3.46

	6
	2.41
	3.58
	3.5
	3.6
	3.62
	3.43

	7
	3.96
	3.83
	3.43
	3.58
	3.26
	3.89

	8
	3.26
	3.71
	3.79
	3.54
	3.5
	3.37

	9
	2.75
	3.85
	3.75
	3.58
	3.92
	3.50

	10
	3.50
	3.47
	1.18
	3.6
	3.37
	3.33

	11
	3.71
	3.51
	4.07
	3.46
	3.54
	4.28

	12
	3.88
	3.62
	5.11
	3.67
	3.46
	4.37

	UM600c
	3.67
	3.67
	3.67
	3.18
	3.18
	3.18

	UM1000c
	3.6
	3.6
	3.6
	3.54
	3.54
	3.54

	a LSD (P = 0.05) 0.82
b LSD (P = 0.05) 0.51

	c Parents were grown within the same experiment as controls without intermating.



	

Appendix 2.20
	Individual family mean thousand seed weight (g) values for each cycle (C0, C1, C2) of cross 5
at the second (S2) and third selfing (S3).

	Family
	 
	S2a
	 
	 
	S3b
	 

	
	C0
	C1
	C2
	C0
	C1
	C2

	1
	3.5
	3.62
	3.33
	4.46
	3.82
	3.75

	2
	3.93
	3.46
	3.62
	4.17
	3.58
	3.71

	3
	3.39
	3.21
	4.22
	3.67
	3.50
	3.67

	4
	3.72
	3.29
	3.57
	3.00
	3.00
	3.33

	5
	3.71
	3.50
	3.21
	3.08
	3.54
	2.50

	6
	3.83
	4.39
	4.05
	3.33
	3.69
	3.17

	7
	3.86
	4.17
	4.05
	3.62
	3.54
	3.46

	8
	3.97
	2.99
	4.08
	3.50
	3.71
	3.62

	9
	3.44
	3.71
	4.12
	3.55
	3.04
	3.6

	10
	3.82
	3.37
	3.64
	3.58
	3.50
	3.64

	11
	3.49
	3.83
	3.31
	3.42
	3.87
	3.72

	12
	3.72
	3.37
	3.61
	3.73
	3.08
	3.33

	UM500c
	2.83
	2.83
	2.83
	3.29
	3.29
	3.29

	UM700c
	3.5
	3.5
	3.5
	3.12
	3.12
	3.12

	a LSD (P = 0.05) 0.54
b LSD (P = 0.05) 0.50

	c Parents were grown within the same experiment as controls without intermating.






Appendix 2.21
	Individual family mean yield (g) values for each cycle (C0, C1, C2) of cross 1
at the second (S2) and third selfing (S3).

	Family
	 
	S2a
	 
	 
	S3b
	 

	
	C0
	C1
	C2
	C0
	C1
	C2

	1
	1.65
	1.24
	1.34
	3.32
	2.85
	2.21

	2
	1.63
	1.20
	1.05
	2.97
	4.63
	3.16

	3
	1.56
	1.13
	1.57
	2.97
	3.68
	2.57

	4
	1.71
	1.40
	0.41
	2.93
	3.73
	1.27

	5
	0.78
	0.67
	0.97
	2.69
	2.06
	2.12

	6
	1.4
	1.06
	1.09
	2.40
	2.62
	2.38

	7
	1.48
	0.68
	1.01
	2.90
	2.80
	2.74

	8
	1.21
	1.15
	0.96
	3.04
	2.64
	2.29

	9
	1.20
	1.77
	0.79
	2.66
	3.46
	3.79

	10
	1.48
	2.03
	0.66
	2.8
	2.76
	4.29

	11
	1.06
	1.79
	0.59
	2.35
	2.28
	2.56

	12
	1.12
	1.90
	0.85
	2.63
	2.90
	2.91

	UM300c
	1.54
	1.54
	1.54
	3.31
	3.31
	3.31

	UM800c
	1.26
	1.26
	1.26
	3.39
	3.39
	3.39

	a LSD (P = 0.05) 0.69
b LSD (P = 0.05) 1.12

	c Parents were grown within the same experiment as controls without intermating.





Appendix 2.22
	Individual family mean yield (g) values for each cycle (C0, C1, C2) of cross 2
at the second (S2) and third selfing (S3).

	Family
	 
	S2a
	 
	 
	S3b
	 

	
	C0
	C1
	C2
	C0
	C1
	C2

	1
	1.01
	0.79
	0.31
	2.79
	1.80
	2.21

	2
	0.9
	0.14
	0.35
	1.80
	1.3
	2.55

	3
	0.90
	1.14
	0.6
	2.13
	2.09
	1.56

	4
	0.62
	0.62
	0.43
	2.23
	1.75
	2.64

	5
	1.16
	0.52
	0.59
	2.02
	2.56
	2.25

	6
	1.37
	0.56
	0.83
	2.29
	2.62
	2.48

	7
	1.03
	0.68
	0.70
	1.43
	2.82
	1.73

	8
	1.74*
	0.18
	1.34
	2.41
	1.48
	2.63

	9
	1.56*
	0.48
	1.47*
	2.28
	2.28
	2.98

	10
	1.25
	0.77
	1.25
	2.56
	2.62
	2.69

	11
	1.44*
	0.47
	1.06
	2.67
	2.82
	2.31

	12
	1.17
	0.55
	1.11
	2.48
	2.15
	3.37

	UM400c
	0.76
	0.76
	0.76
	1.95
	1.95
	1.95

	UM900c
	0.28
	0.28
	0.28
	2.47
	2.47
	2.47

	a LSD (P = 0.05) 0.62
b LSD (P = 0.05) 0.90

	c Parents were grown within the same experiment as controls without intermating.





Appendix 2.23
	Individual family mean yield (g) values for each cycle (C0, C1, C2) of cross 3
at the second (S2) and third selfing (S3).

	Family
	 
	S2a
	 
	 
	S3b
	 

	
	C0
	C1
	C2
	C0
	C1
	C2

	1
	0.73*
	1.01
	0.21
	2.49
	2.83
	1.95

	2
	0.50
	0.83*
	0.14
	1.88
	2.77
	2.19

	3
	0.48
	0.59
	0.17
	2.07
	2.48
	2.27

	4
	0.05
	1.37*
	0.84
	1.69
	2.06
	3.06

	5
	0.22
	0.55
	0.58
	1.78
	2.20
	2.66

	6
	0.18
	0.66
	0.49
	1.91
	2.52
	2.54

	7
	0.17
	0.47
	0.44
	2.51
	1.99
	2.51

	8
	0.22
	1.37*
	0.21
	1.85
	2.44
	2.68

	9
	0.23
	0.57
	0.22
	2.36
	2.48
	1.95

	10
	0.93
	0.59
	0.42
	3.05
	2.06
	2.23

	11
	1.09*
	0.28
	0.19
	2.86
	2.03
	2.53

	12
	1.07*
	0.43
	0.26
	2.71
	2.28
	2.18

	UM500c
	0.32
	0.32
	0.32
	3.91
	3.91
	3.91

	UM700c
	0.32
	0.32
	0.32
	2.09
	2.09
	2.09

	a LSD (P = 0.05) 0.39
b LSD (P = 0.05) 0.70

	c Parents were grown within the same experiment as controls without intermating.



	

Appendix 2.24

	Individual family mean yield (g) values for each cycle (C0, C1, C2) of cross 4
at the second (S2) and third selfing (S3).

	Family
	 
	S2a
	 
	 
	S3b
	 

	
	C0
	C1
	C2
	C0
	C1
	C2

	1
	0.45
	0.33
	0.25
	2.10
	2.55
	2.52

	2
	0.41
	0.29
	0.59
	2.62
	2.19
	1.74

	3
	0.54
	0.70
	0.35
	2.31
	2.72
	2.65

	4
	0.48
	0.33
	0.30
	1.57
	3.49
	2.98

	5
	0.38
	0.77
	0.11
	2.70
	3.56
	2.04

	6
	0.15
	0.59
	0.31
	2.27
	2.57
	2.66

	7
	0.37
	0.62
	0.09
	2.61
	2.41
	2.68

	8
	0.31
	0.61
	0.33
	2.11
	1.92
	2.79

	9
	0.28
	0.44
	0.41
	1.86
	2.10
	1.93

	10
	0.30
	0.32
	0.04
	2.58
	3.04
	1.80

	11
	0.44
	0.30
	0.15
	3.08
	2.17
	2.33

	12
	0.61
	0.25
	0.97
	2.07
	2.82
	2.26

	UM600c
	0.53
	0.53
	0.53
	2.24
	2.24
	2.24

	UM1000c
	0.56
	0.56
	0.56
	3.67
	3.67
	3.67

	a LSD (P = 0.05) 0.39
b LSD (P = 0.05) 1.35

	c Parents were grown within the same experiment as controls without intermating.




Appendix 2.25
	Individual family mean yield (g) values for each cycle (C0, C1, C2) of cross 5
at the second (S2) and third selfing (S3).

	Family
	 
	S2a
	 
	 
	S3b
	 

	
	C0
	C1
	C2
	C0
	C1
	C2

	1
	0.61
	0.43
	0.41
	2.20
	2.34
	2.07

	2
	0.99
	0.49
	0.53
	2.80
	1.83
	2.62

	3
	0.3
	0.85
	0.68
	2.06
	2.38
	1.79

	4
	1.66
	0.54
	0.64
	2.3
	2.33
	2.68

	5
	0.8
	1.32
	1.17
	3.25
	1.68
	3.18

	6
	0.66
	0.93
	1.25
	3.28
	2.32
	2.38

	7
	0.6
	0.66
	0.53
	2.74
	1.77
	2.41

	8
	0.64
	0.9
	0.39
	2.95
	2.31
	2.67

	9
	0.59
	2.37
	0.5
	3.17
	2.81
	2.35

	10
	0.59
	1.39
	1.41
	2.47
	3.06
	2.30

	11
	0.67
	1.40
	0.92
	2.29
	1.77
	1.75

	12
	0.69
	1
	0.98
	2.32
	2.47
	2.37

	UM500c
	1.33
	1.33
	1.33
	3.15
	3.15
	3.15

	UM700c
	0.32
	0.32
	0.32
	3.91
	3.91
	3.91

	a LSD (P = 0.05) 0.67
b LSD (P = 0.05) 0.93

	c Parents were grown within the same experiment as controls without intermating.




