Supplementary Table S1. Detailed patient-level infection and mortality proportions
	Characteristic
	Category
	Total, n
	Infection, n/N (%; 95% CI)
	Mortality, n/N (%; 95% CI)

	Overall
	All eligible children
	723
	182/723 (25.2%; 95% CI 22.0–28.5)
	128/723 (17.7%; 95% CI 15.0–20.7)

	Sex
	Male
	424
	108/424 (25.5%; 95% CI 21.4–29.9)
	80/424 (18.9%; 95% CI 15.3–22.9)

	
	Female
	299
	74/299 (24.7%; 95% CI 20.0–30.0)
	48/299 (16.1%; 95% CI 12.1–20.7)

	Age group
	Infant (<1 year)
	237
	74/237 (31.2%; 95% CI 25.4–37.5)
	38/237 (16.0%; 95% CI 11.6–21.3)

	
	Young child (1–4 years)
	248
	56/248 (22.6%; 95% CI 17.5–28.3)
	45/248 (18.1%; 95% CI 13.6–23.5)

	
	Child (5–11 years)
	173
	43/173 (24.9%; 95% CI 18.6–32.0)
	32/173 (18.5%; 95% CI 13.0–25.1)

	
	Adolescent (12–17 years)
	65
	9/65 (13.8%; 95% CI 6.5–24.7)
	13/65 (20.0%; 95% CI 11.1–31.8)

	Admission ward
	PICU/general ICU
	315
	80/315 (25.4%; 95% CI 20.7–30.6)
	88/315 (27.9%; 95% CI 23.1–33.2)

	
	Cardiac ICU/open-heart ICU
	130
	46/130 (35.4%; 95% CI 27.2–44.2)
	21/130 (16.2%; 95% CI 10.3–23.6)

	
	Transplant/oncology
	175
	25/175 (14.3%; 95% CI 9.5–20.4)
	14/175 (8.0%; 95% CI 4.4–13.1)

	
	NICU/neonatal open-heart ICU
	57
	14/57 (24.6%; 95% CI 14.1–37.8)
	3/57 (5.3%; 95% CI 1.1–14.6)

	
	General medical wards
	38
	12/38 (31.6%; 95% CI 17.5–48.7)
	1/38 (2.6%; 95% CI 0.1–13.8)

	
	Surgical ward
	8
	5/8 (62.5%; 95% CI 24.5–91.5)
	1/8 (12.5%; 95% CI 0.3–52.7)


Note. Exact binomial 95% confidence intervals are shown. The surgical-ward estimates are based on eight children.


Supplementary Table S2. Categorical characteristics of infected children according to survival
	Characteristic
	Category
	Total, n
	Survived, n (%)
	Died, n (%)
	Mortality (%; 95% CI)

	Underlying disease
	Cardiac
	55
	44 (80.0%)
	11 (20.0%)
	11/55 (20.0%; 95% CI 10.4–33.0)

	
	Endocrine
	3
	3 (100.0%)
	0 (0.0%)
	0/3 (0.0%; 95% CI 0.0–70.8)

	
	Gastrointestinal
	13
	9 (69.2%)
	4 (30.8%)
	4/13 (30.8%; 95% CI 9.1–61.4)

	
	Hematological
	9
	7 (77.8%)
	2 (22.2%)
	2/9 (22.2%; 95% CI 2.8–60.0)

	
	Immunological
	11
	9 (81.8%)
	2 (18.2%)
	2/11 (18.2%; 95% CI 2.3–51.8)

	
	Infectious
	24
	19 (79.2%)
	5 (20.8%)
	5/24 (20.8%; 95% CI 7.1–42.2)

	
	Metabolic
	15
	11 (73.3%)
	4 (26.7%)
	4/15 (26.7%; 95% CI 7.8–55.1)

	
	Neurological
	9
	6 (66.7%)
	3 (33.3%)
	3/9 (33.3%; 95% CI 7.5–70.1)

	
	Oncological
	26
	17 (65.4%)
	9 (34.6%)
	9/26 (34.6%; 95% CI 17.2–55.7)

	
	Renal
	1
	1 (100.0%)
	0 (0.0%)
	0/1 (0.0%; 95% CI 0.0–97.5)

	
	Surgical
	16
	16 (100.0%)
	0 (0.0%)
	0/16 (0.0%; 95% CI 0.0–20.6)

	Catheter insertion setting
	ICU
	50
	31 (62.0%)
	19 (38.0%)
	19/50 (38.0%; 95% CI 24.7–52.8)

	
	Operating room
	130
	109 (83.8%)
	21 (16.2%)
	21/130 (16.2%; 95% CI 10.3–23.6)

	
	Ward
	2
	2 (100.0%)
	0 (0.0%)
	0/2 (0.0%; 95% CI 0.0–84.2)

	Catheter site
	Femoral
	50
	31 (62.0%)
	19 (38.0%)
	19/50 (38.0%; 95% CI 24.7–52.8)

	
	Jugular
	62
	53 (85.5%)
	9 (14.5%)
	9/62 (14.5%; 95% CI 6.9–25.8)

	
	Subclavian
	70
	58 (82.9%)
	12 (17.1%)
	12/70 (17.1%; 95% CI 9.2–28.0)

	Organ-support pattern
	Inotropes only
	29
	26 (89.7%)
	3 (10.3%)
	3/29 (10.3%; 95% CI 2.2–27.4)

	
	Mechanical ventilation and inotropes
	78
	45 (57.7%)
	33 (42.3%)
	33/78 (42.3%; 95% CI 31.2–54.0)

	
	Mechanical ventilation only
	17
	15 (88.2%)
	2 (11.8%)
	2/17 (11.8%; 95% CI 1.5–36.4)

	
	Neither
	58
	56 (96.6%)
	2 (3.4%)
	2/58 (3.4%; 95% CI 0.4–11.9)

	Organism group
	Fungi
	20
	16 (80.0%)
	4 (20.0%)
	4/20 (20.0%; 95% CI 5.7–43.7)

	
	Gram-negative bacteria
	104
	78 (75.0%)
	26 (25.0%)
	26/104 (25.0%; 95% CI 17.0–34.4)

	
	Gram-positive bacteria
	58
	48 (82.8%)
	10 (17.2%)
	10/58 (17.2%; 95% CI 8.6–29.4)


Note. Mortality percentages and exact 95% confidence intervals are reported within each category.


Supplementary Table S3. Clinical and laboratory characteristics and exploratory mortality analyses
Panel A. Descriptive and unadjusted comparisons
	Characteristic
	Survived, median (IQR)
	Died, median (IQR)
	Rank-biserial correlation
	Unadjusted P
	Holm-adjusted P

	Age, months
	16.5 (5.0–61.0)
	19.5 (4.0–60.0)
	-0.034
	 0.744
	 1.000

	Catheter insertion to positive culture, days
	10.0 (6.0–16.0)
	13.0 (7.0–23.0)
	0.197
	 0.059
	 0.472

	Admission to positive culture, days
	17.5 (10.0–30.0)
	26.0 (18.5–42.0)
	0.271
	 0.009
	 0.080

	White blood cell count
	8900.0 (5250.0–13000.0)
	6600.0 (3355.0–12400.0)
	-0.160
	 0.122
	 0.730

	Polymorphonuclear cells, %
	64.0 (49.5–76.5)
	64.5 (60.0–76.0)
	0.094
	 0.396
	 1.000

	Lymphocytes, %
	23.0 (14.0–35.0)
	23.0 (14.0–30.0)
	-0.023
	 0.833
	 1.000

	Platelet count
	178.5 (76.0–316.0)
	71.0 (31.0–186.0)
	-0.403
	<0.001
	<0.001

	Hemoglobin, g/dL
	9.8 (8.6–11.5)
	9.4 (7.6–10.8)
	-0.179
	 0.084
	 0.588

	Erythrocyte sedimentation rate
	27.0 (12.0–45.0)
	24.5 (8.0–46.0)
	-0.130
	 0.210
	 1.000

	C-reactive protein
	40.5 (19.0–67.0)
	36.0 (20.0–73.0)
	0.001
	 0.994
	 1.000


Panel B. Separate age- and sex-adjusted analyses
	Characteristic
	Model unit
	Age- and sex-adjusted OR (95% CI)
	Adjusted P
	Adjusted Holm P

	Age, months
	Per 5-year increase
	0.93 (0.57–1.45)
	 0.756
	 1.000

	Catheter insertion to positive culture, days
	Per 7-day increase
	1.19 (0.96–1.47)
	 0.106
	 0.740

	Admission to positive culture, days
	Per 7-day increase
	1.08 (1.00–1.17)
	 0.052
	 0.419

	White blood cell count
	Per doubling
	0.81 (0.68–0.96)
	 0.014
	 0.127

	Polymorphonuclear cells, %
	Per 10-percentage-point increase
	1.14 (0.92–1.44)
	 0.233
	 0.932

	Lymphocytes, %
	Per 10-percentage-point increase
	0.93 (0.71–1.20)
	 0.585
	 1.000

	Platelet count
	Per halving
	1.62 (1.29–2.07)
	<0.001
	<0.001

	Hemoglobin, g/dL
	Per 1-g/dL increase
	0.89 (0.75–1.03)
	 0.126
	 0.754

	Erythrocyte sedimentation rate
	Per doubling of ESR + 1
	0.82 (0.64–1.06)
	 0.128
	 0.754

	C-reactive protein
	Per doubling of CRP + 1
	1.00 (0.81–1.26)
	 0.983
	 1.000


Continuous variables are presented as median (interquartile range). Each adjusted estimate was obtained from a separate model. Holm-adjusted P values account for multiple exploratory comparisons.


Supplementary Table S4. Internal validation of the mortality models
Panel A. Bootstrap internal-validation summary
	Model
	Successful bootstrap samples
	Apparent AUC
	Corrected AUC
	Corrected Brier score
	Corrected calibration slope

	Primary temporally conservative model
	500/500
	0.751
	0.708
	0.156
	0.859

	Secondary severity-augmented model
	500/500
	0.880
	0.851
	0.126
	0.897


Panel B. Coefficient stability in the primary mortality model
	Characteristic
	Comparison or unit
	Original OR (95% CI)
	Median bootstrap OR
	Bootstrap 95% range
	Same direction (%)

	Age
	Per 5-year increase
	0.87 (0.48–1.48)
	0.87
	0.46–1.52
	68.8

	Catheter site
	Femoral versus non-femoral
	3.04 (1.37–6.82)
	3.23
	1.27–7.40
	99.4

	Organism group
	Gram-negative versus other organism
	1.21 (0.54–2.81)
	1.18
	0.54–3.18
	67.4

	Underlying disease
	Oncologic/hematologic/immunologic versus other
	1.62 (0.63–4.10)
	1.61
	0.62–4.28
	82.4

	Platelet count
	Per halving of platelet count
	1.51 (1.20–1.94)
	1.56
	1.26–1.95
	100.0

	Sex
	Female versus male
	1.18 (0.55–2.50)
	1.14
	0.52–2.50
	65.6


Results are based on 500 bootstrap samples and represent internal rather than external validation.


Supplementary Table S5. Organism-specific antimicrobial susceptibility results
	Organism group
	Organism
	Antibiotic
	Tested
	S
	I
	R
	Non-susceptible
	Non-susceptibility (%; 95% CI)

	Acinetobacter
	Acinetobacter
	Amikacin
	10
	1
	0
	9
	9
	90.0% (9/10; 95% CI 55.5–99.7)

	
	
	Cefepime
	10
	1
	0
	9
	9
	90.0% (9/10; 95% CI 55.5–99.7)

	
	
	Ceftazidime
	10
	0
	1
	9
	10
	100.0% (10/10; 95% CI 69.2–100.0)

	
	
	Ciprofloxacin
	10
	1
	0
	9
	9
	90.0% (9/10; 95% CI 55.5–99.7)

	
	
	Gentamicin
	10
	1
	0
	9
	9
	90.0% (9/10; 95% CI 55.5–99.7)

	
	
	Imipenem
	10
	2
	0
	8
	8
	80.0% (8/10; 95% CI 44.4–97.5)

	
	
	Trimethoprim–sulfamethoxazole
	10
	1
	0
	9
	9
	90.0% (9/10; 95% CI 55.5–99.7)

	Coagulase-negative Staphylococcus
	Staphylococcus epidermidis
	Erythromycin
	37
	0
	1
	36
	37
	100.0% (37/37; 95% CI 90.5–100.0)

	
	
	Oxacillin
	37
	0
	0
	37
	37
	100.0% (37/37; 95% CI 90.5–100.0)

	
	
	Vancomycin
	37
	37
	0
	0
	0
	0.0% (0/37; 95% CI 0.0–9.5)

	
	
	Clindamycin
	36
	2
	1
	33
	34
	94.4% (34/36; 95% CI 81.3–99.3)

	
	
	Penicillin
	36
	0
	0
	36
	36
	100.0% (36/36; 95% CI 90.3–100.0)

	
	
	Trimethoprim–sulfamethoxazole
	36
	16
	0
	20
	20
	55.6% (20/36; 95% CI 38.1–72.1)

	Enterobacterales
	Escherichia coli
	Amikacin
	6
	4
	0
	2
	2
	33.3% (2/6; 95% CI 4.3–77.7)

	
	
	Cefepime
	6
	0
	0
	6
	6
	100.0% (6/6; 95% CI 54.1–100.0)

	
	
	Cefotaxime
	6
	0
	0
	6
	6
	100.0% (6/6; 95% CI 54.1–100.0)

	
	
	Imipenem
	6
	3
	0
	3
	3
	50.0% (3/6; 95% CI 11.8–88.2)

	
	
	Trimethoprim–sulfamethoxazole
	6
	0
	1
	5
	6
	100.0% (6/6; 95% CI 54.1–100.0)

	
	
	Gentamicin
	5
	4
	0
	1
	1
	20.0% (1/5; 95% CI 0.5–71.6)

	
	Klebsiella
	Gentamicin
	40
	4
	0
	36
	36
	90.0% (36/40; 95% CI 76.3–97.2)

	
	
	Amikacin
	39
	3
	3
	33
	36
	92.3% (36/39; 95% CI 79.1–98.4)

	
	
	Cefepime
	39
	2
	0
	37
	37
	94.9% (37/39; 95% CI 82.7–99.4)

	
	
	Trimethoprim–sulfamethoxazole
	39
	7
	0
	32
	32
	82.1% (32/39; 95% CI 66.5–92.5)

	
	
	Cefotaxime
	38
	0
	1
	37
	38
	100.0% (38/38; 95% CI 90.7–100.0)

	
	
	Piperacillin–tazobactam
	38
	3
	1
	34
	35
	92.1% (35/38; 95% CI 78.6–98.3)

	
	
	Imipenem
	37
	8
	0
	29
	29
	78.4% (29/37; 95% CI 61.8–90.2)

	
	
	Ciprofloxacin
	34
	1
	1
	32
	33
	97.1% (33/34; 95% CI 84.7–99.9)

	
	Serratia
	Amikacin
	19
	0
	0
	19
	19
	100.0% (19/19; 95% CI 82.4–100.0)

	
	
	Cefotaxime
	19
	0
	0
	19
	19
	100.0% (19/19; 95% CI 82.4–100.0)

	
	
	Gentamicin
	19
	10
	1
	8
	9
	47.4% (9/19; 95% CI 24.4–71.1)

	
	
	Imipenem
	19
	15
	1
	3
	4
	21.1% (4/19; 95% CI 6.1–45.6)

	
	
	Trimethoprim–sulfamethoxazole
	19
	18
	0
	1
	1
	5.3% (1/19; 95% CI 0.1–26.0)

	
	
	Cefepime
	18
	0
	0
	18
	18
	100.0% (18/18; 95% CI 81.5–100.0)

	
	
	Piperacillin–tazobactam
	17
	0
	7
	10
	17
	100.0% (17/17; 95% CI 80.5–100.0)

	
	
	Ciprofloxacin
	6
	4
	1
	1
	2
	33.3% (2/6; 95% CI 4.3–77.7)

	Enterococcus
	Enterococcus
	Linezolid
	16
	16
	0
	0
	0
	0.0% (0/16; 95% CI 0.0–20.6)

	
	
	Penicillin
	16
	3
	0
	13
	13
	81.2% (13/16; 95% CI 54.4–96.0)

	
	
	Vancomycin
	16
	3
	0
	13
	13
	81.2% (13/16; 95% CI 54.4–96.0)

	
	
	Ampicillin
	15
	2
	0
	13
	13
	86.7% (13/15; 95% CI 59.5–98.3)

	Pseudomonas
	Pseudomonas
	Cefepime
	20
	6
	2
	12
	14
	70.0% (14/20; 95% CI 45.7–88.1)

	
	
	Imipenem
	20
	10
	2
	8
	10
	50.0% (10/20; 95% CI 27.2–72.8)

	
	
	Piperacillin–tazobactam
	20
	11
	0
	9
	9
	45.0% (9/20; 95% CI 23.1–68.5)

	
	
	Ceftazidime
	19
	7
	1
	11
	12
	63.2% (12/19; 95% CI 38.4–83.7)

	
	
	Amikacin
	18
	8
	1
	9
	10
	55.6% (10/18; 95% CI 30.8–78.5)

	
	
	Gentamicin
	13
	5
	0
	8
	8
	61.5% (8/13; 95% CI 31.6–86.1)

	
	
	Ciprofloxacin
	8
	4
	1
	3
	4
	50.0% (4/8; 95% CI 15.7–84.3)

	Stenotrophomonas
	Stenotrophomonas
	Trimethoprim–sulfamethoxazole
	8
	7
	0
	1
	1
	12.5% (1/8; 95% CI 0.3–52.7)


Note. Only organism-antibiotic combinations with at least five tested isolates are shown. Non-susceptible includes intermediate and resistant results. S, susceptible; I, intermediate; R, resistant.


Supplementary Table S6. Multidrug-resistance analyses
Panel A. Primary patient-level MDR prevalence
	Analysis
	Eligible patients
	Assessable patients
	Not classifiable
	MDR detected
	MDR not detected
	MDR prevalence

	Patient-level MDR prevalence
	101
	100
	1
	82
	18
	82.0% (82/100; 95% CI 73.1–89.0)


Panel B. First-isolate and all-isolate sensitivity analyses
	Analysis
	Organism group
	Eligible records
	Assessable records
	Not classifiable
	MDR detected
	MDR not detected
	MDR prevalence

	First MDR-eligible isolate per patient
	Acinetobacter
	10
	10
	0
	9
	1
	90.0% (9/10; 95% CI 55.5–99.7)

	
	Enterobacterales
	68
	67
	1
	62
	5
	92.5% (62/67; 95% CI 83.4–97.5)

	
	Pseudomonas
	19
	19
	0
	8
	11
	42.1% (8/19; 95% CI 20.3–66.5)

	
	Staphylococcus aureus
	4
	4
	0
	3
	1
	75.0% (3/4; 95% CI 19.4–99.4)

	
	Overall eligible organisms
	101
	100
	1
	82
	18
	82.0% (82/100; 95% CI 73.1–89.0)

	All eligible isolate records
	Acinetobacter
	10
	10
	0
	9
	1
	90.0% (9/10; 95% CI 55.5–99.7)

	
	Enterobacterales
	68
	67
	1
	62
	5
	92.5% (62/67; 95% CI 83.4–97.5)

	
	Pseudomonas
	20
	20
	0
	8
	12
	40.0% (8/20; 95% CI 19.1–63.9)

	
	Staphylococcus aureus
	4
	4
	0
	3
	1
	75.0% (3/4; 95% CI 19.4–99.4)

	
	Overall eligible organisms
	102
	101
	1
	82
	19
	81.2% (82/101; 95% CI 72.2–88.3)


Panel C. Exploratory association between MDR and mortality
	Assessable patients
	MDR patients
	Deaths among MDR
	MDR mortality (%)
	Non-MDR patients
	Deaths among non-MDR
	Non-MDR mortality (%)
	Odds ratio (95% CI)
	P value

	100
	82
	21
	25.6
	18
	3
	16.7
	1.71 (0.42–10.14)
	0.55


MDR was defined as non-susceptibility in at least three evaluable antimicrobial categories, with the prespecified MRSA rule. MDR, multidrug resistance.


Supplementary Table S7. Time to culture negativity
Panel A. Time to culture negativity by organism group
	Organism group
	Total patients
	Observed times
	Missing times
	Median days (IQR)

	Fungi
	20
	16
	4
	5.5 (4.0–7.0)

	Gram-negative bacteria
	104
	98
	6
	5.0 (4.0–6.0)

	Gram-positive bacteria
	58
	58
	0
	3.0 (3.0–5.0)


Panel B. Time to culture negativity by survival status
	Outcome
	Total patients
	Observed times
	Missing times
	Median days (IQR)

	Alive
	142
	137
	5
	4.0 (3.0–6.0)

	Dead
	40
	35
	5
	5.0 (3.0–6.0)


Panel C. Exploratory comparisons
	Comparison
	Test
	P value

	Culture-negativity time across organism groups
	Kruskal–Wallis test
	0.002

	Culture-negativity time by in-hospital mortality
	Wilcoxon rank-sum test
	0.756


Time to culture negativity was treated as a post-infection outcome and was not included as a baseline mortality predictor.
