STROBE Statement Checklist
Checklist type: STROBE checklist for observational studies, adapted for a retrospective aggregate time-series and subnational ecological analysis using publicly available outbreak situation reports. Page references are approximate and based on the reviewed manuscript layout; section names are provided to remain valid if pagination changes during journal formatting.
	Section
	Item
	STROBE recommendation
	Checklist comment

	Title and abstract
	1a
	Indicate the study’s design with a commonly used term in the title or the abstract.
	Reported. The abstract identifies the design as retrospective, aggregate, observational time-series and subnational ecological analysis.

	Title and abstract
	1b
	Provide in the abstract an informative and balanced summary of what was done and what was found.
	Reported. The abstract summarises background, methods, key results, and cautious interpretation.

	Introduction
	2
	Explain the scientific background and rationale for the investigation being reported.
	Reported. The background describes BVD, the 2026 outbreak context, and the need for source-traced operational analysis.

	Introduction
	3
	State specific objectives, including any pre-specified hypotheses.
	Reported. The objective is to describe detected case growth, observed case fatality heterogeneity, and response-system bottlenecks using official aggregate data.

	Methods
	4
	Present key elements of study design early in the paper.
	Reported.

	Methods
	5
	Describe the setting, locations, and relevant dates, including periods of data collection.
	Reported. The DRC setting, Uganda companion series, reporting period, and SitRep 001–028 cut-off are described.

	Methods
	6
	Describe eligibility criteria and sources or methods used to select participants.
	Adapted for aggregate data. No individual participants were recruited; aggregate reporting units and surveillance events were included.

	Methods
	7
	Clearly define outcomes, exposures, predictors, potential confounders, and effect modifiers. Give diagnostic criteria, if applicable.
	Reported. Key variables and operational definitions are described in Methods and detailed in Supplementary Table S1.

	Methods
	8
	For each variable of interest, give sources of data and details of methods of assessment or measurement.
	Reported. Data sources, extraction approach, recalculation of percentages, and analytic flags are described.

	Methods
	9
	Describe efforts to address potential sources of bias.
	Reported. The manuscript addresses harmonisation events, multi-day increments, incomplete reporting, unresolved outcomes, and reporting artefacts.

	Methods
	10
	Explain how the study size was arrived at.
	Reported. The analysis included all available official reports through SitRep 028; the lagged contact follow-up analysis used a pre-specified feasibility threshold.

	Methods
	11
	Explain how quantitative variables were handled in the analyses. If applicable, describe which groupings were chosen and why.
	Reported. CFRs, growth rates, doubling times, contact follow-up coverage, positivity, and suppression of small denominators are described.

	Methods
	12a
	Describe all statistical methods, including those used to control for confounding.
	Reported. The analysis is descriptive and ecological; no causal adjustment was attempted.

	Methods
	12b
	Describe any methods used to examine subgroups and interactions.
	Reported as descriptive subnational analyses by province and selected health zones; no formal interaction testing was performed.

	Methods
	12c
	Explain how missing data were addressed.
	Reported. Missing, incomplete, or ambiguous values were flagged; incomplete contact follow-up values were excluded from primary interpretation where appropriate.

	Methods
	12d
	If applicable, explain how loss to follow-up, matching, or sampling strategy was addressed.
	Not applicable to individual participants. The study used aggregate public reporting data; unresolved outcomes and incomplete follow-up reporting are described separately.

	Methods
	12e
	Describe any sensitivity analyses.
	Reported. Sensitivity analyses include resolved-outcome CFR and clean-record growth analysis excluding flagged records.

	Results
	13a
	Report numbers of individuals at each stage of the study.
	Adapted for aggregate data. Numbers of reported cases, deaths, recoveries, unresolved outcomes, health zones, and usable observations are provided.

	Results
	13b
	Give reasons for non-participation at each stage.
	No individual recruitment or non-participation occurred.

	Results
	13c
	Consider use of a flow diagram.
	Not required for this aggregate situation-report analysis. Trajectory and analytic flow are described in text and figures.

	Results
	14a
	Give characteristics of study participants and information on exposures and potential confounders.
	Adapted for aggregate data. Case, death, recovery, health-zone, province, and operational characteristics are described.

	Results
	14b
	Indicate the number of participants with missing data for each variable of interest.
	Reported where relevant. Unresolved outcomes, unallocated Ituri cases, and incomplete contact follow-up reporting are described.

	Results
	14c
	Summarise follow-up time, if applicable.
	Partly applicable. The reporting period and unresolved outcomes are described; individual follow-up time was not available.

	Results
	15
	Report numbers of outcome events or summary measures.
	Reported. Confirmed cases, confirmed deaths, recoveries, unresolved outcomes, CFRs, growth estimates, and operational indicators are presented.

	Results
	16a
	Give unadjusted estimates and, if applicable, confounder-adjusted estimates and their precision.
	Reported. CFRs include exact binomial confidence intervals; no adjusted estimates were generated because causal inference was not attempted.

	Results
	16b
	Report category boundaries when continuous variables were categorised.
	Reported. Seven-day growth phases and suppression of CFR percentages where confirmed cases were fewer than five are specified.

	Results
	16c
	If relevant, translate estimates of relative risk into absolute risk.
	No relative risk estimates were calculated.

	Results
	17
	Report other analyses performed, including subgroup analyses and sensitivity analyses.
	Reported. Includes subnational CFRs, clean-record growth sensitivity analysis, resolved-outcome CFR, and lagged contact follow-up correlations.

	Discussion
	18
	Summarise key results with reference to study objectives.
	Reported.

	Discussion
	19
	Discuss limitations, considering sources of potential bias or imprecision.
	Reported. Limitations include aggregate reporting-date data, reporting artefacts, unresolved outcomes, incomplete indicators, and inability to infer causal effects.

	Discussion
	20
	Give a cautious overall interpretation of results considering objectives, limitations, multiplicity of analyses, and evidence from similar studies.
	Reported. The manuscript interprets findings as detected surveillance and operational signals, not final transmission or causal estimates.

	Discussion
	21
	Discuss the generalisability of the study results.
	Reported cautiously. The findings are framed as operational lessons for interpreting aggregate outbreak reports rather than broadly generalisable biological estimates.

	Other information
	22
	Give the source of funding and the role of the funders.
	Reported. No specific funding was received.



