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1. French CML Observatory
The French CML Observatory (clinicaltrials: # NCT05963061), a multicenter database designed to collect real-world data of patients with chronic myeloid leukemia (CML)1. The CML Observatory database was created in France in 2013. This database consists of a robust security infrastructure to support data authentication, confidentiality and integrity. To access the system, each user receives a personal username and password. Online data input and access are restricted to clinicians and clinical research assistants with a personal account. The administrator generates the access codes, after the user has signed a written agreement. Healthcare professionals have secure access to the data of the patients with CML they have included. Conversely, only fully anonymous data are available to researchers and for analysis. All registered patients have a CML ID that is automatically generated at the first registration. This database is a 4D development platform. The daily automatic backup of the structure and data files are ensured on two independent servers. The development software is updated every 6 months. The CML Observatory is hosted by a professional health data host (MIPIH). The clinical and laboratory data of each patient are recorded after obtaining the informed consent. The record sheet has been adapted to the follow-up of patients with CML. Data recording is retrospective and prospective. The patient’s characteristics, treatments (dosage, treatment changes and their reasons), and laboratory results (particularly BCR::ABL1 transcript quantification) are recorded. Some variables, such as prognostic scores, are calculated automatically. The CML Observatory has been authorized by CNIL (authorization no. 914456), the French data protection authority. It is promoted by Clermont-Ferrand University Hospital that is the coordinating center. 
[bookmark: _GoBack]
1.	Saugues S, Lambert C, Daguenet E, et al. Real-world therapeutic response and tyrosine kinase inhibitor discontinuation in chronic phase-chronic myeloid leukemia: data from the French observatory. Ann Hematol. 2022;101(10):2241-2255. doi:10.1007/s00277-022-04955-z
2. Molecular responses
Molecular responses were assessed according to the International Scale (BCR::ABL1IS) using ABL1 as internal reference gene. Molecular response 2 log (MR2) is equivalent to complete cytogenetic remission (CCyR) and is defined by ≤1% BCR::ABL1IS/ABL1. MR3 (or major molecular response), MR4, MR4.5 and MR5 were defined by ≤ 0.1%, ≤0.01%, ≤0.0032% and ≤0.001%, respectively. Deep molecular response (DMR) is defined as MR4 or deeper, irrespective of whether BCR::ABL1 is detected or not. 
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