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Table S1. The usage of DNA and RNA probe sequences in this study.
	Name
	Sequence (From 5’ to 3’)

	Pow
	AACTATGCCGACTAGGTTTTGGATGAAAAGTTTTTAAATAAGAAAATTCCTTTTGGAAATTTCTTAGATTGCTTCCTTCAGT

	Poc
	AACTATGCCGACTAGGTTTTGGATGAAAGATTTTTAAATAAGAAAATTCCTTTCGGGGAAATTTCTTAGATTGCTTCCTTCAGT

	Forward primer
	AACTATGCCGACTAGGTT

	Reverse primer
	ACTGAAGGAAGCAATCTAAG

	crRNA1
	UAAUUUCUACUAAGUGUAGAUAAGAAAAUUCCUUUUGGAAA

	crRNA 2
	UAAUUUCUACUAAGUGUAGAUUUCCAAAAGGAAUUUUCUUA

	crRNA 3
	UAAUUUCUACUAAGUGUAGAUCAAAAGGAAUUUUCUUAUUU

	crRNA 4
	UAAUUUCUACUAAGUGUAGAUUUCCCCGAAAGGAAUUUUCU

	crRNA 5
	UAAUUUCUACUAAGUGUAGAUAGAAAUUUCCCCGAAAGGA

	Reporter
	6-FAM-TTTTTT-BHQ-1



The feasible of PCR amplification
[image: ]
Fig. S1 Gel electrophoresis analysis of PCR product. Lane 1: Marker, Lane 2: Negative control, Lane 3: Sample Pow, Lane 4: Sample Poc, Lane 5: Standard sample Pow, Lane 6: Standard sample Poc.

Real sample tests
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Fig. S2 CRISPR/Cas12a detection for other non-target malaria species. (A) The fluorescence result of P.m and P.v. (B) The fluorescence result of P.f.









Table S2. Comparison of different methods for discriminating Pow and Poc detection
	Ref.
	Target
	Method
	Equipment dependency
	How to identify
	Poc
	Pow
	Detection performance

	(1)
	18S rRNA
	Real-time qPCR
	High
	Not mentioned
	20
	11
	50 plasmid copies/uL (Pow)

	(2)
	18S rRNA
	Real-time qPCR
	High
	Differentiated with a small ΔTm
	14
	19
	88% specificity for P.ovale spp.

	(3)
	PoTRA
	Nested PCR
	low
	Band size
	7
	10
	2 to 10 parasites/μL blood.

	This study
	18S rRNA
	CRISPR/Cas12a
	low
	Fluorescence intensity
	31
	37
	100 copy/μL for Pow, 30 copy/μL for Poc
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