Table 1: Phenotypic, genotypic and patients’ characteristics and their association with oxacillin disk susceptibility (defined as inhibition zone>6 mm around 1µg oxacillin disk)
	
	Oxacillin disk ‘susceptible’
N=205
	Oxacillin disk  ‘resistant’
N=123
	uOR (95% CI) for ‘susceptible’ phenotype
	P value
	aOR (95% CI) for ‘susceptible’ phenotype
	P value

	Genotype
	
	
	

	ST
22 
93 
45
5
1
239
30
78
6
Other
	
10 (5)
56 (27)
48 (23)
29 (14)
16 (8)
0 (0)
14 (7)
6 (3)
6 (3)
20 (10)
	
66 (54)
1 (1)
8 (7)
23 (19)
4 (3)
19 (15)
0 (0)
0 (0)
0 (0)
2 (2)
	
Ref
238.5 (54.9-2270.1)
36.1 (14.3-102.3)
7.9 (3.5-19.3)
23.2 (7.3-88.5)
0.16 (0-1.4)
183.7 (21.7-24130.9)
82.3 (8.69-11039.1)
82.3 (8.69-11039.1)
51.9 (13.9-288.8)
	

<0.001
<0.001
<0.001
<0.001
0.1
<0.001
<0.001
<0.001
<0.001
	
	

	HA-MRSA lineage*
CA-MRSA lineage*
Unclassified 
	12 (6)
173 (84)
20 (10)
	101 (82)
20(16)
2 (2)
	Ref
72.8 (35.4-162)
84.2 (21.3-571)
	
<0.001
<0.001
	
	

	mecA allele
R1
R2
R3
R4
S1
S2
S3
S5
	
8 (4)
1 (0.5)
0 (0)
1 (0.5)
4 (2)
123 (60)
55 (27)
13 (6)
	
63 (51)
31 (25)
3 (3)
5 (4)
0 (0)
19 (15)
2 (2)
0 (0)
	
Ref
0.35 (0.04-1.69)
1.06 (0-1.25)
2.04 (0.19-1.21)
67.23 (6.34-9.21)
47.31 (20.99-118.89)
165.84 (45.61-919.73)
201.70 (23.13-26691)
	

0.21
0.9
0.5
<0.001
<0.001
<0.001
<0.001
	
	

	Any ‘susceptible’ genotype
	195 (95)
	21 (17)
	94.7 (44.9-220)
	<0.001
	
	

	Participants characteristics**
	
	
	

	
	Oxacillin disk ‘susceptible’
N=204
	Oxacillin disk ‘resistant’
N=122
	uOR (95% CI) for ‘susceptible’ phenotype
	P value
	aOR (95% CI) for ‘susceptible’ phenotype
	P value

	Age (median, IQR)
	58 (43-73)
	68 (58-79)
	0.97 (0.95-0.98)
	<0.001
	
	

	Sex (male)
	130 (64)
	85 (70)
	0.76 (0.47-1.23)
	0.3
	0.74 (0.42-1.28)
	0.3

	Charlson Comorbidity Index (median, IQR)
	4 (1-7)
	6 (4-8)
	0.85 (0.79-0.91)
	<0.001
	0.90 (0.82-0.98)***
	0.01

	Acquisition
Hospital
Healthcare associated
Community
	
50 (25)
56 (27)
98 (48)
	
48 (39)
50 (41)
24 (20)
	
Ref
1.08 (0.62-1.87)
3.92 (2.18-7.21)
	

0.8
<0.001
	
Ref
0.73 (0.39-1.38)
2.09 (1.03-4.27)
	

0.3
0.04

	Country
Australia/ New Zealand
Singapore
Israel
	
169 (83)
32 (16)
3 (1)
	
72 (59)
21 (17)
29 (24)
	
Ref
0.65 (0.35-1.21)
0.04 (0.01-0.13)
	

0.2
<0.001
	
Ref
0.96 (0.49-1.90)
0.05 (0.01-0.15)
	

0.9
<0.001

	SOFA score- median (IQR)
	1 (0-4)
	3 (1-5)
	0.86(0.78-0.95)
	0.002
	0.88 (0.79-0.98)
	0.02

	Diagnosis of endocarditis
	33 (16)
	9 (7)
	2.42 (1.16-5.56)
	0.025
	3.29 (1.39-8.67)
	0.01



* Lineages were classified as CA-MRSA if they were ST1, ST6, ST30, ST45, ST78, ST93, or ST5 carrying SCCmec IV or V. HA-MRSA included ST22, ST239, and ST5 carrying SCCmec I or II.
** 2 isolates came from participants who were randomised in error and had no clinical data
*** Charlson Comorbidity Index includes age as a component; therefore patient’s age was not included in the multi variable model
uOR, unadjusted odds ratio; CI, confidence interval; aOR, adjusted odds ratio; ST, sequence type; CA-MRSA, community-associated methicillin-resistant Staphylococcus aureus; HA-MRSA, hospital-associated methicillin-resistant Staphylococcus aureus; SOFA, sequential organ failure assessment


