Table S2. Details of the R packages used in the study.
	R package
	Version

	TCGAbiolinks 

ggVolcano
	2.30.4

0.0.2

	DESeq2
	1.42.1

	EPIC 
	1.1.7

	MCP-counter 
	1.2.0

	xCell
	1.1.0

	clusterProfiler 
	4.4.4

	ggplot2 
	3.4.4

	WGCNA
	1.73

	survival
	3.8.3

	glmnet
	4.1,8

	rms 
	6.8.0

	randomForestSRC 
	3.3.3


