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Dual-degenerate TCRs target multiple KRAS hotspot and HLA-A3 family combinations
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Table 1
Table 2



	Peptide
	HLA
	% Rank
	Affinity (nM)

	VVGACGVGK
	A*01:01
	28.74
	30,608

	
	A*02:01
	43.67
	30,282

	
	A*03:01
	0.67
	215

	
	A*24:02
	50.20
	39,917

	
	B*07:02
	40.29
	33,119

	
	B*08:01
	87.97
	39,906

	
	C*04:01
	33.63
	33,508

	
	C*06:02
	68.89
	42,143

	
	C*07:01
	42.74
	33,843

	
	C*07:02
	45.65
	35,072

	VVGAVGVGK
	A*01:01
	33.95
	32,152

	
	A*02:01
	43.38
	30,145

	
	A*03:01
	0.48
	134

	
	A*24:02
	50.48
	39,971

	
	B*07:02
	42.62
	33,830

	
	B*08:01
	90.30
	40,613

	
	C*04:01
	40.43
	35,266

	
	C*06:02
	63.63
	41,194

	
	C*07:01
	41.97
	33,596

	
	C*07:02
	46.40
	35,290

	VVGADGVGK
	A*01:01
	39.57
	33,577

	
	A*02:01
	57.30
	35,485

	
	A*03:01
	1.82
	1,105

	
	A*24:02
	75.00
	44,031

	
	B*07:02
	59.69
	37,933

	
	B*08:01
	95.96
	43,688

	
	C*04:01
	56.64
	38,548

	
	C*06:02
	78.36
	43,721

	
	C*07:01
	63.42
	39,133

	
	C*07:02
	62.69
	39,399




Table 1. Predicted scores by NetMHCpan4.1-BA for KRASG12C/V/D neoantigens and top 10 most common HLA types in U.S. Highlighted pairs were chosen for discovery and validation workflow.


	Cell Line Name
	Origin
	KRAS Status
	HLA-A Allele

	H1792G12C
	Lung adenocarcinoma
	G12C
	endogenous
	02:01,26:08
	endogenous

	H1792G12C A3
	
	
	
	03:01
	transduced

	H1792G12C A11
	
	
	
	11:01
	transduced

	H2444G12V
	Lung non-small cell carcinoma
	G12V
	endogenous
	03:01,03:01
	endogenous

	H1650WT
	Minimally invasive lung adenocarcinoma
	WT
	endogenous
	02:01,02:01
	endogenous

	H441G12V 
	Lung papillary adenocarcinoma
	G12V
	endogenous
	02:01,03:01
	endogenous

	H441G12V A11
	
	
	
	11:01
	transduced

	293WT
	Embryonic kidney
	WT
	endogenous
	02:01,03:01
	endogenous

	293WT A11
	
	
	
	11:01
	transduced

	293WT A11 G12V
	
	G12V
	transduced
	
	



Table 2. Lung cancer cell lines with endogenous or exogenous KRASG12C/V neoantigens and HLA-A allele. 
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