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Figure S1. Repeat composition and divergence landscape of the Oncideres impluviata genome.
(a) Sankey diagram summarizing the hierarchical composition of repetitive and non-repetitive sequence in the O. impluviata genome. Flow widths are proportional to the genomic contribution of each category. (b) Repeat landscape including only classified repeat elements. (c) Repeat landscape including unclassified transposable elements. Repeat annotation was generated using a combined de novo and homology-based approach with RepeatModeler and RepeatMasker.
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Figure S2. Genome-wide differential expression between larvae and adults in Oncideres impluviata.
Volcano plots showing genome-wide differential expression for three developmental contrasts: (a) larvae vs adults with males and females pooled, (b) larvae vs adult males, and (c) larvae vs adult females. Each point represents a gene. Differential expression was assessed with DESeq2 using Benjamini-Hochberg correction. Numbers correspond to gene identifiers with the “FUN_” prefix removed. Gene identifications are provided in Table S3.
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Figure S3. Genome-wide differential expression by sex and adult tissue in Oncideres impluviata.
Volcano plots showing genome-wide differential expression for adult sex and tissue contrasts: (a) adult males vs females with antennae and thorax pooled, (b) male vs female antennae, (c) male vs female thorax, and (d) adult antennae vs thorax with males and females pooled. Each point represents a gene. Differential expression was assessed with DESeq2 using Benjamini-Hochberg correction. Numbers correspond to gene identifiers with the “FUN_” prefix removed. Gene identifications are provided in Table S3.
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a. Larva vs adults (male and female pooled)
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