Extended Data Figure 4. Frequency of PIK3CA, PTEN or
AKT1 alterations in NSCLC by histology in the TCGA
Cohorts.

a. 1877 ‘ Altered in 51 (8.28%) of 616 samples.

FO M h\ ﬂ\”mmJL..\MMJIML_MII.LMM I\i'.r.‘l,\,l.‘\.ut.m‘.}.‘..m.v.

PIK3CA I

PTEN I 2%

| lJn’n\ ..’ll.Mu‘M. J‘m‘nmu. “m’.,lh il Llh Ll .}U, I.‘.‘\MLn C Noosampes Ot

5%

SREBF1 1%

AKT1 0%

PCSK9 0%

B Missense_Mutation ® Nonsense Mutation

= Splice_Site = Frame_Shift_Ins
In_Frame_Del m Multi_Hit
2308 Altered in 120 (22.06%) of 544 samples.
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a, Frequency of indicated alterations in the TCGA cohort identified as lung adenocarcinoma (LUAD). b,
Frequency of indicated alterations in the TCGA cohort identified as lung squamous (LUSC).



