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Altered in 51 (8.28%) of 616 samples.
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Altered in 120 (22.06%) of 544 samples.
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Extended Data Figure 4. Frequency of PIK3CA, PTEN or 
AKT1 alterations in NSCLC by histology in the TCGA 
Cohorts.

a, Frequency of indicated alterations in the TCGA cohort identified as lung adenocarcinoma (LUAD). b, 
Frequency of indicated alterations in the TCGA cohort identified as lung squamous (LUSC).


