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Frozen outcome scale after standardization
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Tested-gene scale across all discovery and follow-up layers
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Lead-gene significance across all analyses
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Supplementary Figure S1. Outcome backbone and analysis coverage
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Supplementary Figure S2. Significant-pairs sensitivity gains across whole blood and brain tissues
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Supplementary Figure S3. Focused colocalization full technical support



EUR AFR EAS

Cortex

Cerebellum

Hippocampus

Basal ganglia

Spinal cord

2 files

2 files

2 files 2 files2 files

2 files

2 files

A
Downloaded MetaBrain files staged for external support

Total size
~300 MB
~800 MB
~1600 MB

Cerebellum EUR

Hippocampus EUR

Cortex EUR

Basal ganglia EUR

Spinal co
rd EUR

Cortex AFR

Cortex EAS

BIN1

CEACAM16-AS1

ZNF227

24.8 2.5 6.3 4.1 3.5 3.8 2.8

NA NA NA NA NA NA NA

4.6 3.1 4.7 3.1 3.3 3.1 3.1

B
Exact-gene MetaBrain support across tissue and ancestry subsets

Cerebellum EUR

Hippocampus EUR

Cortex EUR

Basal ganglia EUR

Spinal co
rd EUR

Cortex AFR

Cortex EAS

BIN1

CEACAM16-AS1

ZNF227

21.8 1.1 2.3 3.9 0.8 2.2 1.3

NA NA NA NA NA NA NA

4.0 1.4 0.4 0.1 0.1 0.7 0.4

C
Lead-rsid recovery across exact-gene MetaBrain rows

Exact gene Lead rsid

BIN1 | Cerebellum | AD risk

BIN1 | Hippocampus | AD risk

CEACAM16-AS1 | ACC BA24 | AD risk

CEACAM16-AS1 | Cerebellum | AD risk

CEACAM16-AS1 | Cortex | AD risk

CEACAM16-AS1 | Frontal BA9 | AD risk

CEACAM16-AS1 | Hippocampus | AD risk

ZNF227 | Cerebellum | AD risk

ZNF227 | Cerebellum | Amyloid beta positivity

ZNF227 | Cerebellum | Cerebral amyloid beta deposition

yes yes

yes yes

no no

no no

no no

no no

no no

yes yes

yes yes

yes yes

D
Row-level MetaBrain support across the focused shortlist panel

5.0

7.5

10.0

12.5

15.0

17.5

20.0

22.5

-lo
g1

0(
to

p 
M

et
aB

ra
in

 P
)

2.5

5.0

7.5

10.0

12.5

15.0

17.5

20.0

-lo
g1

0(
be

st
 le

ad
-rs

id
 P

)

Supplementary Figure S4. MetaBrain support detail for the external brain-eQTL layer


