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Supplementary Table 1: List of primer sequences of ISSR, EST-SSR and SRR.
	[bookmark: _Hlk226897339]Type 
	Oligo Name
	Sequence 5' to 3'
	Length (bp)
	Ta (℃)

	eSSR
	DN142342_c0_g1_I1
	F: TATACCCAAGTCCCAAATCA
	20
	51

	
	
	R: ATCACCGTACTCATCACCAC
	20
	

	
	DN398_c2_g1_I2
	F: CTGTAACGTTGGGTTAACAAG
	21
	54

	
	
	R: AACCCACACATGTTTAGACG
	20
	

	
	DN6866_c0_g1_I18
	F: TGTTTCAAGTAGCACCATCA
	20
	52

	
	
	R: GACAACCAAAATCTGGACAA
	20
	

	
	DN142067_c0_g1_I1
	F: CTCTACGTGACCTGAGAAGC
	20
	53

	
	
	R: GAAGACAAATCCACGAAGAA
	20
	

	
	DN144481_c0_g1_I1
	F: CTGCTCCAGCCATTAAAAAT
	20
	49

	
	
	R: AAACGGTAATGTGATTGTGC
	20
	

	
	DN151951_c0_g1_i1
	F: TGGACCTAAGTAGTCGAACG
	20
	51

	
	
	R: AGGTTTACACCACAATGCTC
	20
	

	
	DN114330_c0_g1_i1
	F: TGATCGCAACTTGTAAGACC
	20
	54

	
	
	R: GATTCGTTCAATCAGAGGAA
	20
	

	
	DN6810_c0_g1_i7
	F: AATCCATATCCGACCGTTA
	19
	52

	
	
	R: CATGGAAGATCTGTGAGGTT
	20
	

	
	DN6886_c0_g1_i5
	F: CATGTGGTGGTTACAAGTCA
	20
	51

	
	
	R: TATGGAAAATTGGAGAGTGG
	20
	

	
	DN1250_c0_g1_i13
	F: GGCTAAATTGCAGATTGCT
	19
	52

	
	
	R: AAAACCTGTAGATGGTCACG
	20
	

	
	DN17647_c0_g2_i2
	F: AGCAGACCAAATGAGATGAC
	20
	55

	
	
	R: GCGGAGTATTATTTGGATGA
	20
	

	
	DN61877_c0_g1_i1
	F: TGTTTCCGATGGAGTATCAT
	20
	54

	
	
	R: TTTCACCTACTCGGATCTTG
	20
	

	
	DN94023_c0_g1_i1
	F: CACTTTCTTGGAAGATGGAA
	20
	52

	
	
	R: AGCAGCTTCACCTCCTACTT
	20
	

	
	DN20063_c0_g1_i5
	F: GAGAATCCTTGACCTTTTCC
	20
	53

	
	
	R: GGGCAGATGAGACCTCTTTA
	20
	

	
	DN20079_c0_g1_i2
	F: CTCTTCCAAAGGTTCCAAAT
	20
	52

	
	
	R: TAAATCGATCCCTCAACAAC
	20
	

	
	DN3548_c0_g1_i4
	F: ACCATTTGGTGCGATTAAC
	19
	52

	
	
	R: GAACGATAATTCCTTTGCAG
	20
	

	
	DN3569_c0_g1_i2
	F: GGCAGATTTGGTTTCATCT
	19
	52

	
	
	R: GATCAAAAGAACCTCATGGA
	20
	

	
	DN11434_c0_g2_i6
	F: ATGTGCTCTCCATGCTACTC
	20
	56

	
	
	R: AAATCGGATCAACTTCACAC
	20
	

	
	DN8538_c0_g1_i1
	F: GCTGACCATGCAATAACAG
	19
	51

	
	
	R: GTACGTACTCACCGCAAAAT
	20
	

	
	DN8558_c0_g1_i3
	F: GGATCAAGACCAACAACACTA
	21
	52

	
	
	R: TCTCATTAGCAAGGTGATTAGC
	22
	

	
	DN5058_c0_g1_i3
	F: ACAAACTTGGCTGTTGTTTC
	20
	52

	
	
	R: ATAATGTCACGGATGTTTGG
	20
	

	
	DN11011_c0_g1_i5
	F: AGGTCCAAATAAACCTCCAT
	20
	52

	
	
	R: ACCGGCTATCGACATAAAA
	19
	

	
	DN11039_c0_g1_i1
	F: TGTGAATCAAGCTGATTGTG
	20
	52

	
	
	R: ACGTACTTTCCTCGAAAACA
	20
	

	
	DN1713_c0_g1_i8
	F: CAGGCTCTTTAGCATGTGAT
	20
	55

	
	
	R: GCCTGTAGTTATGCTTTTGC
	20
	

	
	DN2306_co_g2_i4
	F: GGTGAAGCTGCTGAAAGATA
	20
	53

	
	
	R: CTGCAGCTCTCACTTCTTCT
	20
	

	SSRs
	T31
	F: GAGAGAGGTTTAGAAATAGGG
	24
	51

	
	
	R: GGTAGGTTTGAAAGTATTTTGG
	25
	

	
	T34
	F: GAGAGAGGAGAAGAGGGGC
	22
	55

	
	
	R: GAGAGAGGCTAGATAGTCG
	22
	

	
	T52
	F: CACACCCACAGCCACAGC
	21
	55

	
	
	R: CACACACACCATTTTCATC
	22
	

	
	T76
	F: GAGAGAGAGAGAGCAAGGGG
	23
	56

	
	
	R: GTAGAGAGAGAAATCACCTC
	23
	

	
	T84
	F: GAGAGAGAGAGCTATGAGGC
	23
	54

	
	
	R: GAGAGAGAGAGTTAGGTTC
	22
	

	
	TE02
	F: CAGCAGTAGTAGCAGCAGCA
	23
	54

	
	
	R: AATACGACACGAGCACGAA
	22
	

	
	TE11
	F: CGCCTAATTTGTTGCATGG
	22
	53

	
	
	R: ATGTCACCGCCAAAGGATT
	22
	

	
	TE12
	F: TTGAAGGCGAAAGTTGCAG
	22
	50

	
	
	R: GAACGAGCAAATCGAAGCA
	22
	

	
	TE19
	F: AGGTCTTGTGCGTGTTGTTG
	23
	55

	
	
	R: TTGCTGCCGTTAGACACAGA
	23
	

	
	TE20
	F: CAGGCCATCAAACCATCTG
	22
	55

	
	
	R: CGACCCACACAAACTCCAC
	22
	

	
	TE21
	F: TGCTGCCTACTGCGAGTCTA
	23
	54

	
	
	R: GGCAACCCCTAAATTCAACA
	23
	

	
	TE27
	F: CGGTTTTCTGTCCTCCAAAA
	23
	53

	
	
	R: TTCCTTCTCCTTCATCCCTG
	23
	

	
	TE32
	F: CCACACCAAGTGCGAAATC
	22
	54

	
	
	R: GGGTAAAGGCACACCTCGT
	22
	

	
	TE35
	F: ACCCTCCTTGACCCTGTTG
	22
	54

	
	
	R: GGTGTTGTTGCTGCTTGCT
	22
	

	
	TE45
	F: CTTCTTCTGCGTGATCTCAA
	23
	54

	
	
	R: CCCTGCCATACCCATATCT
	22
	

	
	TE55
	F: ACGTTGTTTCAGGTTGTCGG
	23
	53

	
	
	R: GGCGTTCGCTGTTCAAGATA
	23
	

	
	TE73
	F: TCAAACGTCCCTCATCCAAC
	23
	55

	
	
	R: CCGAAGAAGTGAGATCCGTG
	23
	

	
	TE78
	F: GAGAGGATCTGGTGGGATGA
	23
	55

	
	
	R: GGTGGCTCCAAACTACCAAG
	23
	

	
	TE89
	F: TCCCCAACCGAACTATATGA
	23
	50

	
	
	R: ACTGAACCTGAAACATTGCC
	23
	

	
	TE92
	F: TCTAAAGTGAGCACCCTCGC
	23
	53

	
	
	R: TTGCAGCCAAAGAAAAGGTT
	24
	

	ISSRs
	UBC-808
	AGAGAGAGAGAGAGAGC
	17
	49

	
	UBC-810
	GAGAGAGAGAGAGAGAT
	17
	47

	
	UBC-813
	CTCTCTCTCTCTCTCTT
	17
	47

	
	UBC-814
	CTCTCTCTCTCTCTCTA
	17
	47

	
	UBC-815
	CTCTCTCTCTCTCTCTG
	17
	49

	
	UBC-817
	CACACACACACACACAA
	17
	47

	
	UBC-818
	CACACACACACACACAG
	17
	49

	
	UBC-820
	GTGTGTGTGTGTGTGTC
	17
	49

	
	UBC-821
	GTGTGTGTGTGTGTGTT
	17
	47

	
	UBC-822
	TCTCTCTCTCTCTCTCA
	17
	47

	
	UBC-825
	ACACACACACACACACT
	17
	42

	
	UBC-826
	ACACACACACACACACC
	17
	49

	
	UBC-827
	ACACACACACACACACG
	17
	49

	
	UBC-829
	TGTGTGTGTGTGTGTGC
	17
	49

	
	UBC-834
	AGAGAGAGAGAGAGAGYT
	18
	49

	
	UBC-835
	AGAGAGAGAGAGAGAGYC
	18
	51

	
	UBC-836
	AGAGAGAGAGAGAGAGYA
	18
	51

	
	UBC-841
	GAGAGAGAGAGAGAGAYC
	18
	51

	
	UBC-842
	GAGAGAGAGAGAGAGAYG
	18
	51

	
	UBC-843
	CTCTCTCTCTCTCTCTRA
	18
	51

	
	UBC-846
	CACACACACACACACACRT
	18
	51

	
	UBC-850
	GTGTGTGTGTGTGTGTYC
	18
	51

	
	UBC-852
	TCTCTCTCTCTCTCTCRA
	18
	47

	
	UBC-853
	TCTCTCTCTCTCTCTCRT
	18
	49

	
	UBC-855
	ACACACACACACACACYT
	18
	

	
	UBC-856
	ACACACACACACACACYA
	18
	49

	
	UBC-861
	ACCACCACCACCACCACC
	18
	57

	
	UBC-863
	AGCAGCAGCAGCAGCAGC
	18
	

	
	UBC-864
	ATGATGATGATGATGATG
	18
	43

	
	UBC-865
	CCGCCGCCGCCGCCGCCG
	18
	60

	
	UBC-866
	CGACGACGACGACGACGA
	18
	57

	
	UBC-867
	GGCGGCGGCGGCGGCGGC
	18
	59

	
	UBC-873
	GACAGACAGACAGACAGA
	18
	46

	
	UBC-880
	GGAGAGGAGAGGAGAGGA
	18
	55

	
	UBC-899
	CATGGTGTTGGTCATTGTT
	19
	54

	
	UBC-901
	CACAACATGGTGTTGGTCA
	19
	50

	
	UBC-903
	GTGCAAGGTCGAGCATCAG
	19
	52

	
	ISSR-6F
	AGCAGCAGCAGCAGCCG
	17
	57

	
	ISSR-4F
	AAGAAGAAGAAGAAGCC
	17
	44

	
	ISSR-840
	GAGAGAGAGAGAGAGACTT
	19
	51

	
	ISSR-855
	ACACACACACACACACCTT 
	19
	51

	
	ISSR-857
	ACACACACACACACACCTG 
	19
	53

	
	AaISSR-9
	CCCGATTGGCATGATCTAGG 
	20
	56

	
	AaISSR-21
	GGACGCTGGACCACATAGC 
	19
	57

	
	AaISSR-27
	CATGTGTGCCTCATTTAGAGCC 
	22
	57

	
	AaISSR-32
	AGCGGTCAGCGACACTGG 
	18
	57

	
	AaISSR-50
	CGTACACCGAGCCACATACC 
	20
	58

	
	AaISSR-70
	ACTTAAAATTCTGATGATGCCCC 
	23
	54

	
	AaISSR-72
	CTAGGGCTGACTCCGAATCC 
	20
	58






Supplementary Table 2: Genetic diversity parameter in EST-SSR, SSR and ISSR primers.
	Sr. No.
	Primer
	TB
	PB
	MB
	PPB
	PIC
	EMR
	MI
	Rp
	Band Range

	1
	DN11039_c0_g1_i1
	2
	1
	1
	50
	0.39
	0.78
	0.30
	0.53
	150-200

	2
	DN6810_c0_g1_i7
	3
	3
	0
	100
	0.31
	0.92
	0.28
	1.16
	100-200

	3
	DN8558_c0_g1_i3
	2
	2
	0
	100
	0.39
	0.78
	0.30
	1.05
	100-150

	4
	DN11434_c0_g2_i6
	2
	1
	1
	50
	0.39
	0.78
	0.30
	0.53
	150-200

	5
	DN144481_c0_g1_I1
	3
	3
	0
	100
	0.36
	1.09
	0.39
	1.89
	150-250

	6
	DN3548_c0_g1_i4
	2
	1
	1
	50
	0.43
	0.86
	0.37
	0.63
	200-250

	7
	DN61877_c0_g1_i1
	1
	1
	0
	100
	0.10
	0.10
	0.01
	0.11
	150-200

	8
	DN398_c2_g1_I2
	2
	2
	0
	100
	0.27
	0.53
	0.14
	0.63
	150-200

	9
	DN94023_c0_g1_i1
	2
	1
	1
	50
	0.27
	0.53
	0.14
	0.32
	200-300

	10
	DN8538_c0_g1_i1
	2
	2
	0
	100
	0.39
	0.78
	0.30
	1.05
	150-200

	11
	DN3569_c0_g1_i2
	3
	2
	1
	66.67
	0.38
	1.15
	0.44
	1.05
	150-200

	12
	DN142067_c0_g1_I1
	3
	3
	0
	100
	0.41
	1.24
	0.51
	2.00
	100-200

	13
	DN2306_co_g2_i4
	5
	4
	1
	80
	0.34
	1.69
	0.57
	1.79
	400-1000

	14
	DN11011_c0_g1_i5
	1
	1
	0
	100
	0.39
	0.39
	0.15
	0.53
	300-350

	15
	DN20063_c0_g1_i5
	3
	3
	0
	100
	0.40
	1.21
	0.49
	1.79
	100-200

	16
	DN142342_c0_g1_I1
	6
	5
	1
	83.33
	0.40
	2.39
	0.95
	2.95
	150-800

	17
	TE19
	2
	2
	0
	100
	0.28
	0.57
	0.16
	0.84
	400-500

	18
	TE20
	4
	4
	0
	100
	0.20
	0.80
	0.16
	0.95
	200-600

	19
	TE89
	3
	3
	0
	100
	0.33
	1.00
	0.33
	1.37
	300-500

	20
	TE32
	3
	2
	1
	66.67
	0.36
	1.08
	0.39
	0.95
	300-400

	21
	TE35
	3
	2
	1
	66.67
	0.29
	0.86
	0.25
	0.74
	150-500

	22
	TE55
	3
	3
	0
	100
	0.28
	0.85
	0.24
	1.05
	350-500

	23
	TE92
	2
	2
	0
	100
	0.36
	0.72
	0.26
	0.95
	300-450

	24
	TE73
	1
	1
	0
	100
	0.27
	0.27
	0.07
	0.32
	250-300

	25
	TE78
	2
	2
	0
	100
	0.27
	0.53
	0.14
	0.74
	200-300

	26
	TE12
	6
	4
	2
	66.67
	0.39
	2.33
	0.90
	2.32
	200-900

	27
	TE02
	9
	8
	1
	88.89
	0.43
	3.83
	1.63
	5.58
	<100->1000

	28
	TE27
	1
	1
	0
	100
	0.10
	0.10
	0.01
	0.11
	250-300

	29
	TE45
	4
	4
	0
	100
	0.18
	0.73
	0.13
	0.95
	100-200

	30
	TE11
	3
	3
	0
	100
	0.46
	1.39
	0.64
	2.21
	200-300

	31
	T31
	3
	2
	1
	66.67
	0.36
	1.08
	0.39
	0.95
	100-700

	32
	T76
	5
	5
	0
	100
	0.37
	1.87
	0.70
	2.95
	100->1000

	33
	T52
	2
	1
	1
	50
	0.39
	0.78
	0.30
	0.53
	450-1500

	34
	T84
	4
	4
	0
	100
	0.30
	1.19
	0.35
	1.68
	200-300

	35
	T34
	4
	4
	0
	100
	0.34
	1.37
	0.47
	1.89
	100-500

	36
	UBC-842
	12
	11
	1
	91.67
	0.40
	4.77
	1.90
	6.95
	100->1000

	37
	UBC-829
	12
	12
	0
	100
	0.37
	4.45
	1.65
	6.84
	100->1000

	38
	UBC-813
	4
	4
	0
	100
	0.30
	1.22
	0.37
	1.79
	500->1000

	39
	UBC-810
	11
	7
	4
	63.64
	0.41
	4.46
	1.81
	4.63
	600->1000

	40
	UBC-822
	6
	5
	1
	83.33
	0.30
	1.78
	0.53
	2.11
	500->1000

	41
	UBC-873
	17
	17
	0
	100
	0.39
	6.69
	2.63
	10.74
	400->1000

	42
	UBC-820
	8
	8
	0
	100
	0.45
	3.62
	1.64
	5.79
	>1000-

	43
	UBC-818
	9
	9
	0
	100
	0.35
	3.14
	1.09
	4.32
	400->1000

	44
	UBC-880
	16
	16
	0
	100
	0.41
	6.52
	2.65
	10.00
	300->1000

	45
	UBC-815
	5
	5
	0
	100
	0.36
	1.80
	0.64
	2.63
	-2000

	46
	UBC-863
	3
	3
	0
	100
	0.28
	0.85
	0.24
	1.26
	400-600

	47
	UBC-843
	3
	3
	0
	100
	0.42
	1.27
	0.54
	2.00
	600-1000

	48
	UBC-836
	17
	17
	0
	100
	0.39
	6.58
	2.55
	10.00
	400->1000

	49
	UBC-866
	12
	12
	0
	100
	0.39
	4.63
	1.79
	7.05
	300->1000

	50
	UBC-814
	12
	11
	1
	91.67
	0.34
	4.10
	1.40
	5.58
	400->1000

	51
	UBC-834
	17
	17
	0
	100
	0.34
	5.74
	1.94
	8.63
	400->1000

	52
	UBC-856
	13
	13
	0
	100
	0.33
	4.30
	1.42
	5.79
	500->1000

	53
	UBC-853
	2
	2
	0
	100
	0.34
	0.68
	0.23
	1.05
	700->1000

	54
	UBC-808
	15
	15
	0
	100
	0.33
	4.91
	1.61
	6.63
	100->1000

	55
	UBC-846
	20
	18
	2
	90
	0.28
	5.66
	1.60
	7.26
	500->1000

	56
	UBC-835
	18
	16
	2
	88.89
	0.31
	5.58
	1.73
	7.16
	300->1000

	57
	UBC-850
	4
	4
	0
	100
	0.31
	1.25
	0.39
	2.00
	800->1000

	58
	UBC-903
	8
	8
	0
	100
	0.36
	2.88
	1.04
	4.21
	700->1000

	59
	UBC-899
	1
	1
	0
	100
	0.19
	0.19
	0.04
	0.21
	>1000

	60
	UBC-825
	18
	16
	2
	88.89
	0.34
	6.12
	2.08
	7.68
	300->1000

	61
	UBC-817
	4
	4
	0
	100
	0.30
	1.22
	0.37
	1.79
	300->1000

	62
	UBC-861
	4
	4
	0
	100
	0.44
	1.76
	0.78
	2.84
	500->1000

	63
	UBC-827
	17
	15
	2
	88.24
	0.34
	5.70
	1.91
	7.37
	300->1000

	64
	UBC-826
	18
	17
	1
	94.44
	0.36
	6.42
	2.29
	9.05
	300->1000

	65
	UBC-865
	18
	15
	3
	83.33
	0.39
	6.98
	2.71
	9.16
	500->1000

	66
	UBC-841
	6
	6
	0
	100
	0.45
	2.71
	1.23
	4.32
	200->1000

	67
	UBC-867
	5
	4
	1
	80
	0.44
	2.22
	0.98
	2.74
	500-2000

	68
	UBC-852
	9
	4
	5
	44.44
	0.43
	3.84
	1.64
	2.53
	300->1000

	69
	ISSR-4F
	11
	9
	2
	81.82
	0.35
	3.90
	1.38
	4.74
	400->1000

	70
	ISSR-6F
	8
	8
	0
	100
	0.30
	2.40
	0.72
	3.16
	200->1000

	71
	ISSR-840
	25
	25
	0
	100
	0.32
	7.91
	2.50
	11.58
	200->1000

	72
	ISSR-855
	24
	21
	3
	87.50
	0.36
	8.52
	3.03
	11.05
	300->1000

	73
	ISSR-857
	13
	13
	0
	100
	0.30
	3.96
	1.20
	5.68
	200->1000

	74
	AaISSR-21
	1
	1
	0
	100
	0.33
	0.33
	0.11
	0.42
	600-700

	75
	AaISSR-27
	3
	3
	0
	100
	0.36
	1.09
	0.39
	1.58
	400->1000

	76
	AaISSR-32
	5
	5
	0
	100
	0.41
	2.05
	0.84
	3.05
	400->1000

	77
	AaISSR-50
	7
	5
	2
	71.43
	0.44
	3.07
	1.35
	3.58
	400->1000

	78
	AaISSR-70
	5
	4
	1
	80
	0.28
	1.39
	0.38
	1.37
	300->1000

	79
	AaISSR-72
	5
	5
	0
	100
	0.23
	1.13
	0.26
	1.37
	600->1000

	Total
	
	557
	510
	47
	Mean=
90.4413
	Mean=
0.34304
	Mean=
2.48557
	Mean=
0.89544
	Mean=
3.35165
	


TB=Total Bands, PB=Polymorphic bands, MB=Monomorphic bands, PPB = Per cent Polymorphic bands, PIC = Polymorphic Information Content, EMR=Effective Multiplex Ratio, MI=Marker index, Rp=Resolving Power.



