Table 1. Significantly enriched miRNA-target networks of BUB1 in lung adenocarcinoma (LinkedOmics).
	Geneset
	Leading Edge Gene

	MIR-143
	ATP6V1A, DIP2B, DNMT3A, DTNA, ETV6, FNDC3B, HTR2C, LRP12, MIPOL1, PHTF2, PSME4, SMNDC1, ZNF607

	MIR-200A
	ARMC1, CHD7, HTR2C, PAPOLG, SUZ12

	MIR-101
	ABCC5, BCL2L11, C1orf52, CBL, CCDC18, CDK6, DCBLD2, DIP2B, DNMT3A, EED, EZH2, FGA, FZD6, LMNB1, MARK1, MYCN, NRK, PAPOLG, PPFIA4, RBBP7, RGS1, RRM1, SMARCD1, STC1, TMEM135, WSB1

	MIR-217
	ADAMTS5, ATP6V1A, C18orf25, EZH2, FNDC3B, POLG, RBM38, SENP5, YWHAG

	MIR-374
	CCNE2, CCNL1, CHD7, EIF2S2, ETV6, FNDC3B, IL15RA, KIF20A, MAP2K6, MGAT4A, PCGF3, RSF1, SOCS4, SP1, STYX, TCERG1, UBE2H


Table 2. Significantly enriched kinase-target networks of BUB1 in lung adenocarcinoma (LinkedOmics).
	Geneset
	Leading Edge Gene

	Kinase_CDK1
	ABI1, ANAPC4, BCLAL11, BIRC5, BUB1, CDC20, CDC25C, CDC7, CKAP2, DTL, E2F1, EFHD2, ESPL1, EZH2, HIST1H1E,HMGA1, IREB2, KIF11, KRT8, LBR, LIG1, LMNB1, LMNB2, MKI67, NME1, NUSAP1, PIK3C3, PRC1, RAD9A, RFC3, RFC4, RNMT, RRM2, RSF1, SAMHD1, SP1, TMPO, U2AF2, UNC

	Kinase_CDK2
	ANAPC4, ANAPC7, C2orf49, CDC20, CDC25C, CDC5L, CDC7, CDKN2D, CDT1, CEP76, CHD7, DTL, E2F1, EFHD2, ERAL1, EZH2, HIST1H1E, HMGA1, IREB2, LIG1, LMNB2, MCM3, MCM4, MKI67, MTHFD1L, MYBL2, NBN, NUP107, NUP153, PML, POU2F1, PTHLH, PTPN12, RAD9A, RBM27, RNF4, RRM2, SAMHD1, SNW1, SUPT5H, TBCE, TSR1, UNC, USP37

	Kinase_ATR
	CHEK2, CLSPN, DBF4, DCK, E2F1, FANCD2, H2AFX, MCM3, NBN, RAD9A, SP1, TDP1, XRC3

	Kinase_ATM
	BID, BUB1, CHEK2, DBF4, DCK, E2F1, EZH2, FANCD2, H2AFX, HMGA1, ITCH, MCM3, NBN, NUSAP1, RAD9A, RNF138, SP1, STRAP, TDP1

	Kinase_AURKB
	BIRC5, CDCA2, CKAP2, DSN1, HIST1H3F, HIST1H3G, HIST1H3H, KIF23, KIF4A, KRT8, MKI67, NUSAP1, PPHLN1, RACGAP1, SUPT16H


Table 3. Significantly enriched transcription factor-target networks of BUB1 in lung adenocarcinoma (LinkedOmics).
	Geneset
	Leading Edge Gene

	V$E2F1_Q6
	BRMS1L, CDC5L, CDCA7, CDT1, CLSPN, DCK, E2F1, E2F7, E2F8, EED, EZH2, FANCD2, FBXO5, GMNN, HIST1H4A, HMGA1, MCM3, MCM4, MSH2, MSH5, MYC, PKMYT1, POLD1, POLD3, RRM2, SMC6, SUMO1, TMPO, UNG, USP37

	V$E2F_Q6
	BRMS1L, CDCA7, CDT1, CLSPN, DCK, E2F1, E2F7, E2F8, EED, EZH2, FANCD2, FBXO5, GMNN, MCM3, MCM4, MSH2, NUP153, PKMYT1, POLA2, POLD1, POLD3, RRM2, SMC6, SUMO1, TMPO, UNG, USP37

	V$E2F_Q4
	BRMS1L, CDCA7, CDT1, CLSPN, DCK, E2F1, E2F7, E2F8, EED, EZH2, FANCD2, FBXO5, GMNN, MCM3, MCM4, MSH2, NUP153, PKMYT1, POLA2, POLD1, POLD3, RRM2, SMC6, SUMO1, TMPO, UNG, USP37

	V$E2F4DP1_01
	BRMS1L, CDC5L, CDCA7, CLSPN, DCK, E2F1, E2F7, E2F8, EED, EZH2, FANCD2, FBXO5, GMNN, HIST1H4A, HMGA1, LIG1, MCM3, MCM4, MSH2, MSH5, MYC, PAPOLG, PKMYT1, POLD1, POLD3, POU4F1, RRM2, SMC6, SUMO1, TMPO, UNG, USP37

	V$E2F1DP1_01
	BRMS1L, CDC5L, CDCA7, CLSPN, DCK, E2F1, E2F7, E2F8, EED, EZH2, FANCD2, FBXO5, GMNN, HIST1H4A, HMGA1, MCM3, MCM4, MSH2, MSH5, MYC, PKMYT1, POLD1, POLD3, POU4F1, RRM2, SMC6, SUMO1, TMPO, UNG, USP37


